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134 TheInucleotideIsequenceIofItheIubiquitousIrepetitiveIvNsIsequenceItcIcomplementaryItoItheI
mostIabundantIclassIofImouseIfoldWbackIRNsYINucleicgAcidsgResearchVI1980VIjVIcdbcWcg 20.1 331

133 UbiquitousItransposonWlikeIrepeatsItcIandItdIofItheImouseIgenomelItdIsequencingYINucleicgAcidsg
ResearchVI1982VIcbVIifhcWig 20.1 309

132 ×ceIphageIvNsIasIaIuniversalImarkerIforIvNsIfingerprintingIofIanimalsVIplantsIandI
microorganismsYIFEBSgLettersVI1988VIdeeVIejjWkd 3.8 116

131 ”ongIdoubleWstrandedIsequencesIRdsRNsWtSIofInuclearIpreWmRNsIconsistIofIaIfewIhighlyIabundantI
classesIofIsequenceslIevidenceIfromIvNsIcloningIexperimentsYINucleicgAcidsgResearchVI1979VIhVIhkiWice 20.1 111

130 voubleWhelicalIregionsIinInuclearIprecursorIofImRNsIRpreWmRNsSYINucleicgAcidsgandgProteing
SynthesisVI1973VIecdVIcgdWhf 105

129 StudiesIonItheIvNsIfragmentsIofImammalsIandIvrosophilaIcontainingIstructuralIgenesIandI
adjacentIsequencesYIColdgSpringgHarborgSymposiagongQuantitativegBiologyVI1978VIfdIPtIdVIkgkWhk 3.9 83

128 OnItheIstructureIofItranscriptionalIunitIinImammalianIcellsYINucleicgAcidsgandgProteingSynthesisVI
1972VIdgkVIdgkWje 80

127 TheIsequencesIhomologousItoImajorIinterspersedIrepeatsItcIandItdIofImouseIgenomeIareIpresentI
inImRNsIandIsmallIcytoplasmicIpolyRsSIUIRNsYINucleicgAcidsgResearchVI1982VIcbVIifiiWkc 20.1 79

126 RibonucleaseWstableIbaseIsequencesIspecificIexclusivelyIforIgiantIdRNsYINucleicgAcidsgandgProteing
SynthesisVI1972VIdhdVIghjWid 66

125 ×ouseIubiquitousItdIrepeatIinIpolysomalIandIcytoplasmicIpolyRsSURNsslIuniderectionalI
orientationIandIeQWendIlocalizationYINucleicgAcidsgResearchVI1983VIccVIhgfcWgj 20.1 53

124 sggressionVIdigitIratioVIandIvariationIinItheIandrogenIreceptorVIserotoninItransporterVIandI
dopamineIvfIreceptorIgenesIinIsfricanIforagerslItheIzadzaYIBehaviorgGeneticsVI2012VIfdVIhfiWhd 3.2 48

123 tiosynthesisIandIcytoplasmicIdistributionIofIsmallIpolyRsSWcontainingItdIRNsYIBiochimicagEtg
BiophysicagActagGenegRegulatorygMechanismsVI1985VIjdfVIjgWkj 40

122 OnItheIstructuralIorganizationIofItheItranscriptionalIunitIinIanimalIchromosomesYIColdgSpringg
HarborgSymposiagongQuantitativegBiologyVI1974VIejVIjhkWjf 3.9 38

121
×obileIdispersedIgeneticIelementsIandIotherImiddleIrepetitiveIvNsIsequencesIinItheIgenomesIofI
vrosophilaIandImouselItranscriptionIandIbiologicalIsignificanceYIColdgSpringgHarborgSymposiagong
QuantitativegBiologyVI1981VIfgIPtIdVIhfcWgf

3.9 37

120 NucleotideIsequenceIofIsmallIpolyadenylatedItdIRNsYINucleicgAcidsgResearchVI1985VIceVIhfdeWei 20.1 36

119 IsolationIofIeukaryoticIvNsIfragmentsIcontainingIstructuralIgenesIandItheIadjacentIsequencesYI
ScienceVI1977VIckgVIekfWi 33.3 36

118
yeneticIvariationIinIparthenogeneticIuaucasianIrockIlizardsIofItheIgenusI”acertaIR”YIdahliVI”YI
armeniacaVI”YIunisexualisSIanalyzedIbyIvNsIfingerprintingYIMoleculargGeneticsgandgGenomicsVI2001VI
dhgVIjcdWk

3.1 34
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117 ×olecularIcharacterizationIofIallelicIvariantsIofIRysTsSnImicrosatelliteIlociIinIparthenogeneticI
lizardsIvarevskiaIunisexualisIR”acertidaeSYIGeneVI2007VIekdVIcdhWee 3.8 31

116 sndrogenIReceptorIyeneIPolymorphismVIsggressionVIandIReproductionIinITanzanianIxoragersIandI
PastoralistsYIPLoSgONEVI2015VIcbVIebcehdbj 3.7 26

115
TheIstructuralIorganizationIofInuclearImessengerIRNsIprecursorYIIYIReassociationIandIhybridizationI
propertiesIofIdoubleWstrandedIhairpinWlikeIloopsIinImessengerIRNsIprecursorYINucleicgAcidsgandg
ProteingSynthesisVI1976VIffiVIdcfWdk

26

114 ulonalIdiversityIandIcloneIformationIinItheIparthenogeneticIuaucasianIrockIlizardIvarevskiaIdahliaYI
PLoSgONEVI2014VIkVIekchif 3.7 21

113
vivergentIandIreticulateIprocessesIinIevolutionIofIwthiopianI”ophuromysIflavopunctatusIspeciesI
complexlIevidenceIfromImitochondrialIandInuclearIvNsIdifferentiationIpatternsYIBiologicalgJournalg
ofgthegLinneangSocietyVI2004VIjeVIebcWech

1.9 21

112 PolyphosphateIgroupsIatItheIgQWendsIofInuclearIdRNsIfractionsYIFEBSgLettersVI1970VIjVIcjhWcjj 3.8 21

111 ”ocalizationIofImessengerIRNsInearItheIeQWendIofItheIdRNsIprecursorImoleculeYIFEBSgLettersVI1970
VIcdVIdcWde 3.8 21

110 TheIoriginIofImultipleIclonesIinItheIparthenogeneticIlizardIspeciesIvarevskiaIrostombekowiYIPLoSg
ONEVI2017VIcdVIebcjgchc 3.7 20

109 ×ajorItranscriptsIcontainingItcIandItdIrepetitiveIsequencesIinIcytoplasmicIpolyRsSURNsIfromI
mouseItissuesYIFEBSgLettersVI1985VIcjdVIieWh 3.8 20

108 TheIstructuralIorganizationIofInuclearIpreWmRNsYIIIYIVeryIlongIdoubleWstrandedIstructuresIinI
nuclearIpreWmRNsYINucleicgAcidsgandgProteingSynthesisVI1977VIfigVIfhcWig 20

107 ylobinImRNsIcontainsIaIsequenceIcomplementaryItoIdoubleWstrandedIregionIofInuclearIpreWmRNsYI
NucleicgAcidsgResearchVI1976VIeVIcfjiWkj 20.1 18

106 PolymorphismsIofItwoIlociIatItheIoxytocinIreceptorIgeneIinIpopulationsIofIsfricaVIssiaIandISouthI
wuropeYIBMCgGeneticsVI2016VIciVIci 2.6 18

105 vetectionIofIwuropeanITrichobilharziaIschistosomesIRITYIfrankiIVITYIszidatiIVIandITYIregentiISIbasedIonI
novelIgenomeIsequencesYIJournalgofgParasitologyVI2010VIkhVIjbdWh 0.9 16

104 sggressionIandIpolymorphismsIinIsRVIvsTcVIvRvdVIandIuO×TIgenesIinIvatogaIpastoralistsIofI
TanzaniaYIScientificgReportsVI2013VIeVIecfj 4.9 15

103 yeneticIdifferentiationIofIcercariaeIinfrapopulationsIofItheIavianIschistosomeITrichobilharziaI
szidatiIbasedIonIRsPvImarkersIandImitochondrialIcoxcIgeneYIParasitologygResearchVI2012VIccbVIjeeWfc 2.4 14

102 InstabilityIofIRysTsSnImicrosatelliteIlociIinItheIparthenogeneticIuaucasianIrockIlizardIvarevskiaI
unisexualisIR”acertidaeSYIMoleculargGeneticsgandgGenomicsVI2004VIdibVIgbkWce 3.1 14

101 TheIlocalizationIofIpolyadenylicIsequenceIatItheIgQWendIofIlightInuclearIdRNsYIFEBSgLettersVI1972VI
dbVIeggWegj 3.8 13

100 TheIhybridizationIpropertiesIofIgQWendIsequencesIofIgiantInuclearIdRNsYIFEBSgLettersVI1971VIcdVIcfcWcfd3.8 12

(1971-2007)
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99 ×onoclonalIandIdeInovoIarisingItetraploidIformsIofItheIgenusIuobitisIRuobitidaeSIfromIdifferentI
clonalWbisexualIcomplexesYIDokladygBiologicalgSciencesVI2007VIfchVIehbWe 0.9 11

98 RestrictionIendonucleaseIanalysisIofIhighlyIrepetitiveIvNsIasIaIphylogeneticItoolYIJournalgofg
MoleculargEvolutionVI1997VIfgVIeedWh 3.1 10

97 yeneticIdiversityIandIdifferentiationIofIRussianIcommonIcarpIRuyprinusIcarpioI”YSIbreedsIinferredI
fromIRsPvImarkersYIRussiangJournalgofgGeneticsVI2006VIfdVIkdjWkeg 0.6 10

96 uloningIofIsluWcontainingIcvNssIfromIhumanIfibroblastsIandIidentificationIofIsmallIsluUIpolyRsSUI
RNssIinIaIvarietyIofIhumanInormalIandItumorIcellsYIFEBSgLettersVI1987VIdcdVIdbjWcd 3.8 10

95
vNsIsequencesIhomologousItoIlongIdoubleWstrandedIRNsYITranscriptionIofIintracisternalI
sWparticleIgenesIandImajorIlongIrepeatIofItheImouseIgenomeYIBiochimicagEtgBiophysicagActagGeneg
RegulatorygMechanismsVI1985VIjdhVIdbWk

10

94 uomplementaryIregionsIofItheInuclearIprecursorIofImessengerIRNsYIFEBSgLettersVI1974VIfiVIkjWcbd 3.8 10

93 IsolationIofInativeIvNsIfragmentsIcontainingIstructuralIgenesIatItheIbeginningVIinItheImiddleIorIatI
theIendIofItheIcodingIstrandYINucleicgAcidsgResearchVI1976VIeVIdhfgWhe 20.1 10

92
yeneticIvariabilityIofIbirdIschistosomesIRclassITrematodaVIfamilyISchistosomatidaeSIofINarochI”akelI
identificationIofIaInewIspeciesIinItheITrichobilharziaIocellataIgroupYIDokladygBiochemistrygandg
BiophysicsVI2009VIfdjVIdhjWid

0.8 9

91 ×ultilocusIvariationIinIcercariaeVIparthenogeneticIprogenyIofIdifferentIspeciesIofItheIclassI
TrematodaYIDokladygBiologicalgSciencesVI2007VIfcfVIdegWj 0.9 9

90 snalysisIofIgeneticIvariationIinIunisexualIandIbisexualIlizardIspeciesIofItheIgenusI”eiolepisIfromI
SoutheastIssiaYIRussiangJournalgofgGeneticsVI2006VIfdVIfheWfhi 0.6 9

89 VariationIofI×iniWIandI×icrosatelliteIvNsI×arkersIinIPopulationsIofIParthenogeneticIRockI”izardI
varevskiaIrostombekoviYIRussiangJournalgofgGeneticsVI2002VIejVIhkcWhkj 0.6 9

88 vNsIfingerprintingIinIcaptiveIpopulationIofItheIendangeredISiberianIcraneIRyrusIleucogeranusSYI
ElectrophoresisVI1995VIchVIcihhWib 3.6 9

87 ×obileIdispersedIgeneticIelementsIandItheirIpossibleIrelationItoIcarcinogenesisYIMoleculargBiologyg
ReportsVI1980VIhVIdfkWgf 2.8 9

86
SerotonergicIgeneIpolymorphismsIRgWzTT”PRVIgzTRcsVIgzTRdsSVIandIpopulationIdifferencesIinI
aggressionlItraditionalIRzadzaIandIvatogaSIandIindustrialIRRussiansSIpopulationsIcomparedYIJournalg
ofgPhysiologicalgAnthropologyVI2018VIeiVIcb

2.5 8

85 PolymorphismIofItheIdopamineIvfIreceptorIRvRvfSIandIserotoninItransporterIRgWzTT”SIgeneI
promoterIregionsIinIafricanItribesIofIzadzaIandIvatogaYIRussiangJournalgofgGeneticsVI2011VIfiVIddhWddk 0.6 8

84 zyperunstableIRTuTaTuuSInI×icrosatelliteI”ociIinIParthenogeneticI”izardsIvarevskiaIunisexualisI
R”acertidaeSYIRussiangJournalgofgGeneticsVI2003VIekVIkjhWkkd 0.6 8

83 IndividualIandIpopulationIvariationIinIcercariaeIofIbirdIschistosomesIofItheITrichobilharziaIocellataI
speciesIgroupIasIrevealedIwithItheIpolymeraseIchainIreactionYIRussiangJournalgofgGeneticsVI2005VIfcVIcdWch0.6 8

82 RsPvIVariationIinITwoITrematodeISpeciesIRxasciolaIhepaticaIandIvicrocoeliumIdendriticumSIfromIaI
SingleIuattleIPopulationYIRussiangJournalgofgGeneticsVI2002VIejVIkiiWkje 0.6 7

AlexeiyRyskov

4



81 InvertedIrepetitionsIinImammalianIvNsItranscribedIintoInucleusWrestrictedIhairpinWlikeIstructuresI
ofIpreWmRNsYIMoleculargBiologygReportsVI1973VIcVIcckWdd 2.8 7

80 yeneticIdifferentiationIamongInaturalIpopulationsIofItheIlizardIcomplexIvarevskiaIraddeiIasI
inferredIfromIgenomeImicrosatelliteImarkingYIRussiangJournalgofgGeneticsVI2016VIgdVIdecWdeg 0.6 6

79
TheIcompleteImitochondrialIgenomeIofItheIcausativeIagentIofItheIhumanIcercarialIdermatitisVItheI
visceralIbirdIschistosomeIspeciesIRplatyhelmintheslITrematodalISchistosomatidaeSYIMitochondrialg
DNAgPartgB:gResourcesVI2017VIdVIfhkWfib

0.5 6

78 NucleotideIsequencesIofItheImicrosatelliteIlocusIvudcgIRarmSIallelicIvariantsIinItheI
parthenospeciesIvarevskiaIarmeniacaIR”acertidaeSYIRussiangJournalgofgGeneticsVI2007VIfeVIcchWcdb 0.6 6

77 sIuniqueIdiploidWtetraploidIunisexualWbisexualIfishIcomplexIRPiscesVIuobitidaeSYIDokladygBiologicalg
SciencesVI2005VIfbfVIehfWh 0.9 6

76 VariableIandIinvariableIvNsIrepeatIcharactersIrevealedIbyItaxonprintIapproachIareIusefulIforI
molecularIsystematicsYIJournalgofgMoleculargEvolutionVI1999VIfjVIhkWih 3.1 6

75 yeneticIdifferentiationIinIaIcaptiveIpopulationIofItheIendangeredISiberianIcraneIRyrusI
leucogeranusIPallYSYIMoleculargGeneticsgandgGenomicsVI1994VIdfgVIhgjWhb 6

74 ×ultipleIinterspecificIhybridizationIandImicrosatelliteImutationsIprovideIclonalIdiversityIinItheI
parthenogeneticIrockIlizardIvarevskiaIarmeniacaYIBMCgGenomicsVI2018VIckVIkik 4.5 6

73 uomparativeIanalysisIofIpolymorphismsIofItheIserotoninIreceptorIgenesIzTRcsVIzTRdsVIandI
zTRctIinIzadzaIandIvatogaImalesYIRussiangJournalgofgGeneticsVI2015VIgcVIccdkWccef 0.6 5

72 xindingIofItovWtI”INwIretroelementIinIparthenogeneticIandIbisexualIlizardIspeciesIofItheIgenusI
varevskiaIR”acertidaeSYIRussiangJournalgofgGeneticsVI2006VIfdVIikbWikf 0.6 5

71 SequencesIhybridizingItoImRNsVIoligoRdTSIandIdsRNsIfromIpreWmRNsIareIcontiguousIinItheIclonedI
mouseIvNsIfragmentsYINucleicgAcidsgResearchVI1980VIjVIfdgWfb 20.1 5

70 virectIdemonstrationIofIaIcomplementarityIbetweenImRNsIandIdoubleWstrandedIsequencesIofI
preWmRNsYIMoleculargBiologygReportsVI1976VIdVIegeWhc 2.8 5

69 zybridizationIofImRNsIandIpreWmRNsIwithItheIsequencesIformingIdoubleWstrandedIstructuresIinI
preWmRNsYIMoleculargBiologygReportsVI1973VIcVIdcgWk 2.8 5

68 PolymorphismsIofIdopamineIreceptorIgenesIvRvdIandIvRvfIinIsfricanIpopulationsIofIzadzaIandI
vatogaIdifferingIinItheIlevelIofIculturallyIpermittedIaggressionYIAnnalsgofgHumangGeneticsVI2018VIjdVIfbiWfcf2.2 4

67
StructuralIandIPopulationIPolymorphismIofIRTW”ikeISequencesIinIsvianISchistosomesI
TrichobilharziaIszidatiIRPlatyhelmintheslIvigenealISchistosomatidaeSYIBioMedgResearchgInternational
VI2015VIdbcgVIecgecd

3 4

66 ×olecularIstructureIofIallelicIvariantsIofImicrosatelliteIlociIvudjcIandIvufiIinIunisexualIandI
bisexualIlizardIspeciesIofItheIgenusIvarevskiaYIBiologygBulletinVI2009VIehVIcgkWchh 0.5 4

65
yeneticIdifferentiationIofIparthenogeneticIlizardsIvarevskiaIrostombekowiIRfamilyI”acertidaeSIasI
determinedIusingInuclearIandImitochondrialIvNsImarkersYIDokladygBiochemistrygandgBiophysicsVI
2006VIfcbVIebfWi

0.8 4

64 RsPvIvariationIinI×editerraneanIturtleITestudoIgraecaI”YIRTestudinidaeSYIRussiangJournalgofg
GeneticsVI2004VIfbVIcefjWcegg 0.6 4
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63 TheIgynogeneticIformIofIfishIfromItheIgenusIuobitisIRuobitidaeSIinIaIregionIofIitsIgeographicIrangeI
isImonoclonallIvNsIfingerprintingIdataYIDokladygBiologicalgSciencesVI2005VIfbcVIcbiWk 0.9 4

62
TheIphylogenyIandIsystematicsIofItheIendemicIwthiopianI”ophuromysIflavopunctatusIspeciesI
complexIbasedIuponIrandomIamplifiedIpolymorphicIvNsIRRsPvSIanalysisYIBiochemicalgSystematicsg
andgEcologyVI2001VIdkVIccekWccgc

1.4 4

61 TheIpropertiesIofIhumanIvNsIfingerprintsIproducedIbyIpolymericImonocoreIprobesIRP×uIprobesSYI
GeneticgAnalysistgTechniquesgandgApplicationsVI1999VIcgVIckWdf 4

60 vNsIfingerprintsIofItombyxImoriI”YITestingIofIgenotypicIvariabilityIofIparthenogeneticIstrainsYI
FEBSgLettersVI1992VIebeVIdgjWhb 3.8 4

59
uharacterizationIofIrandomlyIamplifiedIpolymorphicIvNsIRRsPvSIfragmentsIrevealingIclonalI
variabilityIinIcercariaeIofIavianIschistosomeIPltmiPgtmTrichobilharziaIszidatiPltmaiPgtmIRTrematodalI
SchistosomatidaeSYIOpengJournalgofgGeneticsVI2013VIbeVIcfcWcgj

0.2 4

58 IdentificationIofIstructuralIvNsIvariationsIinIhumanIcellIculturesIafterIlongWtermIpassageYICellgCycle
VI2015VIcfVIdbbWg 4.7 3

57 NonWcanonicalIribosomalIvNsIsegmentsIinItheIhumanIgenomeVIandInucleoliIfunctioningYIGeneVI
2015VIgidVIdeiWfd 3.8 3

56 OriginVIclonalIdiversityVIandIevolutionIofItheIparthenogeneticIlizardIvarevskiaIunisexualisYIBMCg
GenomicsVI2020VIdcVIegc 4.5 3

55 RevealingIofIsomaticImosaicismIinIadultImiceIbyIvNsIfingerprintingYIDokladygBiochemistrygandg
BiophysicsVI2004VIekjVIebbWe 0.8 3

54 StudyIofIsllelicIPolymorphismIofIRysTsSInIWuontainingI”ociIinIParthenogeneticI”izardsIvarevskiaI
unisexualisIR”acertidaeSYIRussiangJournalgofgGeneticsVI2004VIfbVIcbkgWccbc 0.6 3

53 PuRWgeneratedIartificialIribosomalIvNssIfromIprematureIterminationIatIsluIsequencesYINewg
BiotechnologyVI2004VIdcVIdcWg 3

52
QuantitativeIsnalysisIofIyeneticIParametersIinIPopulationsIofIwuropeanIRuapreolusIcapreolusI”YSI
andISiberianIRuapreolusIpygargusIPallYSIRoeIveerIwithIRsPvI×arkersYIRussiangJournalgofgGeneticsVI
2002VIejVIhihWhje

0.6 3

51 WasIsugustIWeismannIRightqYIRussiangJournalgofgGeneticsVI2003VIekVIcbgWccc 0.6 3

50 ShortIsequencesIofIpolyadenylicIacidIatItheIeQWendsIofInuclearIvNsWlikeIRNsYIFEBSgLettersVI1972VIddVIddiWdeb3.8 3

49
PolymorphismIofItheITwoIyenesIwncodingIuatecholamineIvegradationIwnzymesIRuO×TIandI
×sOsSIinItheIzadzaIandIvatogaIsfricanIwthnicIPopulationsYIMoleculargGeneticstgMicrobiologygandg
VirologyVI2018VIeeVIckgWdbb

0.4 3

48 eqWUTRIpolymorphismIofIdopamineItransporterIgeneIinIzadzaIandIvatogaImalesYIMoleculargBiologyVI
2014VIfjVIdgfWdgi 1.2 2

47 PolymorphismIofIgWzTT”PRIandIStindIlociIofItheIserotoninItransporterIgeneIinImalesIofIsfricanI
ethnicIpopulationsIzadzaIandIvatogaYIRussiangJournalgofgGeneticsVI2014VIgbVIkhkWkif 0.6 2

46 VertebrateIevolutionIreflectedIinItheIevolutionIofInuclearIribosomalIinternalItranscribedIspacerIdYI
GeneVI2012VIgbjVIjgWkc 3.8 2
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45
uomplexesIofIvNsWdependentIproteinIkinaseIwithIsingleWstrandedIoligoWRsyyyShlIidentificationI
andIpossibleIroleIinImodulationIofIribosomalIRNsItranscriptionYIDokladygBiochemistrygandg
BiophysicsVI2009VIfdfVIcWf

0.8 2

44 ×olecularIgeneticIcharacteristicIofIdinucleotideImicrosatelliteIlociIinIparthenogeneticIlizardsI
varevskiaIunisexualisYIRussiangJournalgofgGeneticsVI2009VIfgVIdbeWdcb 0.6 2

43
yeneticIsnalysisIandIwstimationIofIyeneticIviversityIinIwastWwuropeanItreedsIofIWindhoundsIRuanisI
familiarisI”YSItasedIonItheIvataIofIyenomicIStudiesIUsingIRsPvI×arkersYIRussiangJournalgofg
GeneticsVI2002VIejVIibfWice

0.6 2

42 SegmentalIvuplicationsIinISubtelomericIRegionsIofIzumanIuhromosomeIceYIMoleculargBiologyVI
2003VIeiVIckfWckk 1.2 2

41
QuantitativeIsssessmentIofIyeneIviversityIandItetweenWPopulationIvifferentiationIofI
ParthenogeneticI”izardIofItheIyenusIvarevskiaUsingI×iniWIandI×icrosatelliteIvNsI×arkersYIRussiang
JournalgofgGeneticsVI2003VIekVIcdbcWcdbi

0.6 2

40 VariationIofI×iniWIandI×icrosatelliteIvNsIRepeatsIinIParthenogeneticI”izardIvarevskiaIarmeniacaI
asIRevealedIbyIvNsIxingerprintingIsnalysisYIRussiangJournalgofgGeneticsVI2003VIekVIcgkWchg 0.6 2

39 yeneticIinstabilityIofIRysTsSnImicrosatelliteIvNsIrepeatsIandIsomaticImosaicismIinItheIunisexualI
lizardsIvarevskiaIunisexualisYIDokladygBiochemistrygandgBiophysicsVI2003VIejjVIhfWh 0.8 2

38 InISilicoIsnalysisIofItheIRestrictionIxragmentI”engthIvistributionIinItheIzumanIyenomeYIRussiang
JournalgofgGeneticsVI2001VIeiVIegjWehi 0.6 2

37 vetectionIofIgeneticallyIunstableIlociIinIparthenogenicIfamiliesIofIlizardsIofIthe”acertaIgenusIbyI
vNsIfingerprintingYIMoleculargBiologyVI2000VIefVIibiWicc 1.2 2

36 taseIcompositionIofItheIrapidlyIhybridizingIsequencesIofItheIdRNsIfractionsYICellgDifferentiationVI
1972VIcVIcdiWec 2

35 SynciironousIchangesIofIcWfosIRNsIandItdUmRNsxIconcentrationsIduringIprereplicativeIperiodIinI
regeneratingIratIliverYIBiopolymersgandgCellVI1989VIgVIjeWjh 0.3 2

34
×olecularIgeneticIcharacteristicsIofItheIallelicIvariantsIofImicrosatelliteIlociIvudjcVIvudcgVIandI
vuedeIinIparthenogeneticIlizardsIvarevskiaIrostombekoviIRxamYI”acertidaeSYIMoleculargGeneticstg
MicrobiologygandgVirologyVI2016VIecVIhkWif

0.4 2

33
×olecularIandIgeneticIcharacterizationIofItheIallelicIvariantsIofIvudcgVIvudjcVIvuedeVIandIvufiyI
microsatelliteIlociIinIparthenogeneticIlizardIvarevskiaIarmeniacaIR”acertidaeSYIRussiangJournalgofg
GeneticsVI2017VIgeVIfidWfjd

0.6 1

32
uharacterizationIofIretrotransposonItovWtI”INwIreverseItranscriptaseIgeneIsequencesIinI
parthenogeneticIlizardsIvarevskiaIunisexualisIandIbisexualIspeciesIvYInairensisIandIvYIvalentiniYI
MoleculargBiologyVI2015VIfkVIehkWeid

1.2 1

31 ×olecularInatureIofIallelicIpolymorphismIofIhighlyIvariableImicrosatelliteIlocusIvuchcRarmSIinI
unisexualIlizardIvarevskiaIarmeniacaIRlacertidaeSYIRussiangJournalgofgGeneticsVI2012VIfjVIdhjWdig 0.6 1

30 ×olecularIgeneticIpolymorphismIofIandrogenIreceptorIgeneIRsRSIinIsfricanIpopulationsIofIzadzaI
andIvatogaYIRussiangJournalgofgGeneticsVI2013VIfkVIcdgjWcdhb 0.6 1

29 wnhancedIheterogeneityIofItheI”RdIsegmentIinItheIhumanIribosomalIintergenicIspacerYIGeneVI2008VI
fdgVIffWi 3.8 1

28 PolymorphismIofItheIcdSIrRNsIgeneIandIphylogeographyIofItheIuentralIssianItortoisesI
sgrionemysIhorsfieldiiIgrayVIcjffYIRussiangJournalgofgGeneticsVI2008VIffVIhjdWhjg 0.6 1

(2008-2009)
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27
×olecularIandIgeneticIcharacterizationIofIallelicIvariantsIofImicrosatelliteIlociIinIparthenogeneticI
caucasianIrockIlizardsIvarevskiaIarmeniacaIR”acertidaeSYIMoleculargGeneticstgMicrobiologygandg
VirologyVI2008VIdeVIckgWdbc

0.4 1

26 IdentificationIandImolecularIcharacteristicsIofImutantIallelesIatItheIvudjcIlocusIinI
parthenogeneticIprogenyIofIvarevskiaIunisexualisYIDokladygBiochemistrygandgBiophysicsVI2006VIfbkVIckiWk0.8 1

25
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