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GATA2 deficiency elevates interferon regulatory factor-8 to subvert a progenitor cell differentiation 05 8
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Conditionally pathogenic genetic variants of a hematopoietic diseasea€“suppressing enhancer. Science
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PRAM: a novel pooling approach for discovering intergenic transcripts from large-scale RNA
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GATA2 +9.5 enhancer: from principles of hematopoiesis to genetic diagnosis in precision medicine.
Current Opinion in Hematology, 2020, 27, 163-171.
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Single-nucleotide human disease mutation inactivates a blood-regenerative GATA2 enhancer. Journal
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ColN: co-inducible nitrate expression system for secondary metabolites in Aspergillus nidulans.
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An LaeA- and BrlA-Dependent Cellular Network Governs Tissue-Specific Secondary Metabolism in the
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Human leukemia mutations corrupt but do not abrogate GATA-2 function. Proceedings of the National 3.3 34
Academy of Sciences of the United States of America, 2018, 115, E10109-E10118. ’
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New Aspercryptins, Lipopeptide Natural Products, Revealed by HDAC Inhibition in <i>Aspergillus
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NosA, a transcription factor important in Aspergillus fumigatus stress and developmental response,

19 rescues the germination defect of a laeA deletion. Fungal Genetics and Biology, 2012, 49, 857-8365.




