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41 TheNSzMBzNtoolNusesNlongNreadsNtoNimproveNtheNcontiguityNofNgenomeNassembliesggNPLoSn
ComputationalnBiologyeN2022eNjqeNejiirqoi 5 2

40 zssembledNandNannotatedNkognNGbpNcoastNredwoodNgenomesNaNresourceNforNestimatingNevolutionaryN
adaptiveNpotentialNandNinvestigatingNhexaploidNoriginggNG3:nGenes,nGenomes,nGeneticseN2022eNjkeN 3.2 4

39 HighfqualityNgenomeNandNmethylomesNillustrateNfeaturesNunderlyingNevolutionaryNsuccessNofNoaksggN
NaturenCommunicationseN2022eNjleNkimp 17.4 2

38 zNreferencefqualityeNfullyNannotatedNgenomeNfromNaNPuertoNRicanNindividualggNGeneticseN2021eN 4 2

37 zNpseudomoleculeNassemblyNofNtheNRockyNMountainNelkNgenomegNPLoSnONEeN2021eNjoeNeikmrqrr 3.7 0

36 TheNzmericanNlobsterNgenomeNrevealsNinsightsNonNlongevityeNneuraleNandNimmuneNadaptationsgN
SciencenAdvanceseN2021eNpeN 14.3 6

35 HighfqualityNchromosomefscaleNassemblyNofNtheNwalnutNaJuglansNregiaNLgbNreferenceNgenomegN
GigaScienceeN2020eNreN 7.6 33

34 zssemblyNandNannotationNofNanNzshkenaziNhumanNreferenceNgenomegNGenomenBiologyeN2020eNkjeNjkr 18.3 20

33 TheNgenomeNpolishingNtoolNPOLCzNmakesNfastNandNaccurateNcorrectionsNinNgenomeNassembliesgNPLoSn
ComputationalnBiologyeN2020eNjoeNejiiprqj 5 32

32 SoybeanNaphidNbiotypeNjNgenomesNInsightsNintoNtheNinvasiveNbiologyNandNadaptiveNevolutionNofNaN
majorNagriculturalNpestgNInsectnBiochemistrynandnMolecularnBiologyeN2020eNjkieNjilllm 4.5 8

31 GenomeNassemblyNandNcharacterizationNofNaNcomplexNzfBEDfNLRNgenefcontainingNdiseaseNresistanceN
locusNinNCarolinaNGoldNSelectNriceNwithNNanoporeNsequencinggNPLoSnGeneticseN2020eNjoeNejiiqnpj 6 30

30 TheNgenomeNofNtheNzmericanNgroundhogegNF1000ResearcheN2020eNreNjjlp 3.6 0

29 zNReferenceNGenomeNSequenceNforNGiantNSequoiagNG3:nGenes,nGenomes,nGeneticseN2020eNjieNlripflrjr 3.2 22

28 ChromosomefScaleNzssemblyNofNtheNBreadNWheatNGenomeNRevealsNThousandsNofNzdditionalNGeneN
CopiesgNGeneticseN2020eNkjoeNnrrfoiq 4 17

27 DeNnovoNassemblyNofNtheNcattleNreferenceNgenomeNwithNsinglefmoleculeNsequencinggNGigaScienceeN
2020eNreN 7.6 140

26 NewNdeNnovoNassemblyNofNtheNztlanticNbottlenoseNdolphinNaTursiopsNtruncatusbNimprovesNgenomeN
completenessNandNprovidesNhaplotypeNphasinggNGigaScienceeN2019eNqeN 7.6 6

25 HumanNcontaminationNinNbacterialNgenomesNhasNcreatedNthousandsNofNspuriousNproteinsgNGenomen
ResearcheN2019eNkreNrnmfroi 9.7 51
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24 TranscriptomeNassemblyNfromNlongfreadNRNzfseqNalignmentsNwithNStringTiekgNGenomenBiologyeN2019
eNkieNkpq 18.3 244

23 MUMmermsNzNfastNandNversatileNgenomeNalignmentNsystemgNPLoSnComputationalnBiologyeN2018eNjmeNejiinrmm5 556

22 HybridNassemblyNofNtheNlargeNandNhighlyNrepetitiveNgenomeNofNeNaNprogenitorNofNbreadNwheateNwithN
theNMaSuRCzNmegafreadsNalgorithmgNGenomenResearcheN2017eNkpeNpqpfprk 9.7 208

21 zNNewNChickenNGenomeNzssemblyNProvidesNInsightNintoNzvianNGenomeNStructuregNG3:nGenes,n
Genomes,nGeneticseN2017eNpeNjirfjjp 3.2 143

20 FirstNDraftNGenomeNSequenceNofNtheNPathogenicNFungusNaFormerlyNbgNG3:nGenes,nGenomes,nGeneticseN
2017eNpeNlqljflqlo 3.2 7

19 TheNDouglasfFirNGenomeNSequenceNRevealsNSpecializationNofNtheNPhotosyntheticNzpparatusNinN
PinaceaegNG3:nGenes,nGenomes,nGeneticseN2017eNpeNljnpfljop 3.2 55

18 GenomeNsequenceNofNtheNprogenitorNofNtheNwheatNDNgenomeNzegilopsNtauschiigNNatureeN2017eNnnjeNmrqfnik50.4 337

17 TheNfirstNnearfcompleteNassemblyNofNtheNhexaploidNbreadNwheatNgenomeeNTriticumNaestivumgN
GigaScienceeN2017eNoeNjfp 7.6 157

16 znNimprovedNassemblyNofNtheNloblollyNpineNmegafgenomeNusingNlongfreadNsinglefmoleculeN
sequencinggNGigaScienceeN2017eNoeNjfm 7.6 44

15 SequenceNofNtheNSugarNPineNMegagenomegNGeneticseN2016eNkimeNjojlfjoko 4 119

14 zNHighfResolutionNSNPNzrrayfBasedNLinkageNMapNznchorsNaNNewNDomesticNCatNDraftNGenomeN
zssemblyNandNProvidesNDetailedNPatternsNofNRecombinationgNG3:nGenes,nGenomes,nGeneticseN2016eNoeNjoipfjo3.2 32

13 TheNztlanticNsalmonNgenomeNprovidesNinsightsNintoNrediploidizationgNNatureeN2016eNnlleNkiifn 50.4 606

12 TransposableNelementNislandsNfacilitateNadaptationNtoNnovelNenvironmentsNinNanNinvasiveNspeciesgN
NaturenCommunicationseN2014eNneNnmrn 17.4 104

11 SequencingNandNassemblyNofNtheNkkfgbNloblollyNpineNgenomegNGeneticseN2014eNjroeNqpnfri 4 211

10 TheNMaSuRCzNgenomeNassemblergNBioinformaticseN2013eNkreNkoorfpp 7.2 703

9 MisfassembledNPsegmentalNduplicationsPNinNtwoNversionsNofNtheNBosNtaurusNgenomegNPLoSnONEeN2012
eNpeNemkoqi 3.7 19

8 zNwholefgenomeNassemblyNofNtheNdomesticNcoweNBosNtaurusgNGenomenBiologyeN2009eNjieNRmk 18.3 798

7 zssemblyNreconciliationgNBioinformaticseN2008eNkmeNmkfn 7.2 105
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6 ImprovingNPhrapfbasedNassemblyNofNtheNratNusingNPreliablePNoverlapsgNPLoSnONEeN2008eNleNejqlo 3.7 4

5 TheNgenomeNpolishingNtoolNPOLCzNmakesNfastNandNaccurateNcorrectionsNinNgenomeNassemblies 1

4 zssemblyNandNznnotationNofNanNzshkenaziNHumanNReferenceNGenome 2

3 ChromosomefscaleNassemblyNofNtheNbreadNwheatNgenomeeNTriticumNaestivumeNrevealsNoverNnpiiN
newNgenes 2

2 NewNdeNnovoNassemblyNofNtheNztlanticNbottlenoseNdolphinNaTursiopsNtruncatusbNimprovesNgenomeN
completenessNandNprovidesNhaplotypeNphasing 1

1 HighfqualityNgenomeNandNmethylomesNillustrateNfeaturesNunderlyingNevolutionaryNsuccessNofNoaks 2

Aleksey V Zimin

4


