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The SAMBA tool uses long reads to improve the contiguity of genome assemblies.. PLoS
Computational Biology, 2022, 18, e1009860

° Assembled and annotated 26.5 Gbp coast redwood genome: a resource for estimating evolutionary 5
4 adaptive potential and investigating hexaploid origin.. G3: Genes, Genomes, Genetics, 2022, 12, 3 4

High-quality genome and methylomes illustrate features underlying evolutionary success of oaks..
Nature Communications, 2022, 13, 2047

38 A reference-quality, fully annotated genome from a Puerto Rican individual.. Genetics, 2021, 4 2

A pseudomolecule assembly of the Rocky Mountain elk genome. PLoS ONE, 2021, 16, €0249899

The American lobster genome reveals insights on longevity, neural, and immune adaptations. L 6
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High-quality chromosome-scale assembly of the walnut (Juglans regia L.) reference genome.
GigaScience, 2020, 9,

34 Assembly and annotation of an Ashkenazi human reference genome. Genome Biology, 2020, 21, 129 183 20

The genome polishing tool POLCA makes fast and accurate corrections in genome assemblies. PLoS
Computational Biology, 2020, 16, 1007981

, Soybean aphid biotype 1 genome: Insights into the invasive biology and adaptive evolution of a 3
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A Reference Genome Sequence for Giant Sequoia. G3: Genes, Genomes, Genetics, 2020, 10, 3907-3919

Chromosome-Scale Assembly of the Bread Wheat Genome Reveals Thousands of Additional Gene

28 Copies. Genetics, 2020, 216, 599-608 4 17

De novo assembly of the cattle reference genome with single-molecule sequencing. GigaScience,
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New de novo assembly of the Atlantic bottlenose dolphin (Tursiops truncatus) improves genome

26 completeness and provides haplotype phasing. GigaScience, 2019, 8,

Human contamination in bacterial genomes has created thousands of spurious proteins. Genome
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Transcriptome assembly from long-read RNA-seq alignments with StringTie2. Genome Biology, 2019
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The first near-complete assembly of the hexaploid bread wheat genome, Triticum aestivum.
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An improved assembly of the loblolly pine mega-genome using long-read single-molecule
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10  The MaSuRCA genome assembler. Bioinformatics, 2013, 29, 2669-77 72 703
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6 Improving Phrap-based assembly of the rat using "reliable" overlaps. PLoS ONE, 2008, 3, e1836 37 4

The genome polishing tool POLCA makes fast and accurate corrections in genome assemblies

4 Assembly and Annotation of an Ashkenazi Human Reference Genome

Chromosome-scale assembly of the bread wheat genome, Triticum aestivum, reveals over 5700
new genes

New de novo assembly of the Atlantic bottlenose dolphin (Tursiops truncatus) improves genome L
completeness and provides haplotype phasing

High-quality genome and methylomes illustrate features underlying evolutionary success of oaks




