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k Paper IF Citations

199 InvertingJtheJmodelJofJgenomicsJdataJsharingJwithJtheJNzyRIJyenomicJvataJScienceJsnalysisVJ
VisualizationVJandJInformaticsJβabWspaceXXJCellmGenomicsVJ2022VJdVJcbbbjgWcbbbjg 6

198 srtificialJIntelligenceJandJuardiovascularJyeneticsXXJLifeVJ2022VJcdVJ 3 2

197 SameWuellJuoWOccurrenceJofJRsSJzotspotJandJtRsxJVhbbwJMutationsJinJTreatmentWNaiveJ
uolorectalJuancerXXJJCOmPrecisionmOncologyVJ2022VJhVJedcbbehg 3.6

196 wpigeneticJpatternsJinJaJcompleteJhumanJgenomeXXJScienceVJ2022VJeihVJeabjgbjk 33.3 12

195 uompleteJgenomicJandJepigeneticJmapsJofJhumanJcentromeresXXJScienceVJ2022VJeihVJeablfcij 33.3 19

194 xromJtelomereJtoJtelomerelJTheJtranscriptionalJandJepigeneticJstateJofJhumanJrepeatJelementsXXJ
ScienceVJ2022VJeihVJeabkeccd 33.3 12

193 sJcompleteJreferenceJgenomeJimprovesJanalysisJofJhumanJgeneticJvariationXXJScienceVJ2022VJeihVJeablegee33.3 12

192 TheJcompleteJsequenceJofJaJhumanJgenomeXXJScienceVJ2022VJeihVJffWge 33.3 107

191 tenchmarkingJchallengingJsmallJvariantsJwithJlinkedJandJlongJreadsXJCellmGenomicsVJ2022VJdVJcbbcdj 2

190 TheJgeneticJandJepigeneticJlandscapeJofJtheJcentromeresXJScienceVJ2021VJeifVJeabiifjk 33.3 15

189 vemocratizingJlongWreadJgenomeJassemblyXJCellmSystemsVJ2021VJcdVJkfgWkfi 10.6 0

188 yenomicJdiversityJofJSsRSWuoVWdJduringJearlyJintroductionJintoJtheJtaltimoreWWashingtonJ
metropolitanJareaXJJCImInsightVJ2021VJhVJ 9.9 17

187 OptimizedJsampleJselectionJforJcostWefficientJlongWreadJpopulationJsequencingXJGenomemResearchVJ
2021VJecVJkcbWkcj 9.7 2

186 sJplasmidJlocusJassociatedJwithJKlebsiellaJclinicalJinfectionsJencodesJaJmicrobiomeWdependentJgutJ
fitnessJfactorXJPLoSmPathogensVJ2021VJciVJecbbkgei 7.6 3

185 TheJgenomicJbasisJofJevolutionaryJdifferentiationJamongJhoneyJbeesXJGenomemResearchVJ2021VJ 9.7 1

184 NaturalJyeneticJviversityJinJTomatoJxlavorJyenesXJFrontiersminmPlantmScienceVJ2021VJcdVJhfdjdj 6.2 1

183 snJanchoredJchromosomeWscaleJgenomeJassemblyJofJspinachJimprovesJannotationJandJrevealsJ
extensiveJgeneJrearrangementsJinJeuasteridsXJPlantmGenomeVJ2021VJcfVJedbcbc 4.4 6
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182 PanWgenomicJmatchingJstatisticsJforJtargetedJnanoporeJsequencingXJIScienceVJ2021VJdfVJcbdhkh 6.1 1

181 RibbonlJintuitiveJvisualizationJforJcomplexJgenomicJvariationXJBioinformaticsVJ2021VJeiVJfceWfcg 7.2 17

180 TargetedJnanoporeJsequencingJbyJrealWtimeJmappingJofJrawJelectricalJsignalJwithJUNusββwvXJ
NaturemBiotechnologyVJ2021VJekVJfecWffc 44.5 53

179 SaplinglJacceleratingJsuffixJarrayJqueriesJwithJlearnedJdataJmodelsXJBioinformaticsVJ2021VJeiVJiffWifk 7.2 9

178 TheJhumanJoriginJrecognitionJcomplexJisJessentialJforJpreWRuJassemblyVJmitosisVJandJmaintenanceJ
ofJnuclearJstructureXJELifeVJ2021VJcbVJ 8.9 4

177 SNPuWcXeJisJaJsexWspecificJtranscriptionJfactorJthatJdrivesJmaleJpiRNsJexpressionJinXJELifeVJ2021VJcbVJ 8.9 2

176 uellJwallJproteinJvariationVJbreakWinducedJreplicationVJandJsubtelomereJdynamicsJinJuandidaJ
glabrataXJMolecularmMicrobiologyVJ2021VJcchVJdhbWdih 4.1 5

175 zighJresolutionJcopyJnumberJinferenceJinJcancerJusingJshortWmoleculeJnanoporeJsequencingXJ
NucleicmAcidsmResearchVJ2021VJfkVJecdf 20.1 1

174 βocalJadaptationJandJarchaicJintrogressionJshapeJglobalJdiversityJatJhumanJstructuralJvariantJlociXJ
ELifeVJ2021VJcbVJ 8.9 5

173 InJmemoryJofJīamesJTaylorlJtheJbirthJofJyalaxyXJGenomemBiologyVJ2020VJdcVJcbg 18.3 1

172 sJrobustJbenchmarkJforJdetectionJofJgermlineJlargeJdeletionsJandJinsertionsXJNaturemBiotechnologyVJ
2020VJejVJcefiWcegg 44.5 98

171 MajorJImpactsJofJWidespreadJStructuralJVariationJonJyeneJwxpressionJandJuropJImprovementJinJ
TomatoXJCellVJ2020VJcjdVJcfgWchcXede 56.2 171

170 yenomeScopeJdXbJandJSmudgeplotJforJreferenceWfreeJprofilingJofJpolyploidJgenomesXJNaturem
CommunicationsVJ2020VJccVJcfed 17.4 140

169 veJnovoJgenomeJassemblyJofJuandidaJglabrataJrevealsJcellJwallJproteinJcomplementJandJstructureJ
ofJdispersedJtandemJrepeatJarraysXJMolecularmMicrobiologyVJ2020VJcceVJcdbkWcddf 4.1 7

168 VargaslJheuristicWfreeJalignmentJforJassessingJlinearJandJgraphJreadJalignersXJBioinformaticsVJ2020VJ
ehVJeicdWeicj 7.2 8

167 ParliamentdlJsccurateJstructuralJvariantJcallingJatJscaleXJGigaScienceVJ2020VJkVJ 7.6 17

166 yenomicJviversityJofJSsRSWuoVWdJvuringJwarlyJIntroductionJintoJtheJUnitedJStatesJNationalJuapitalJ
RegionJ2020VJ 14

165 ulonalJzematopoiesisJteforeVJvuringVJandJsfterJzumanJSpaceflightXJCellmReportsVJ2020VJeeVJcbjfgj 10.6 6

(2020-2021)
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164 iyenomicslJuomprehensiveJvNsJsequenceJanalysisJonJyourJSmartphoneXJGigaScienceVJ2020VJkVJ 7.6 9

163 uomprehensiveJanalysisJofJstructuralJvariantsJinJbreastJcancerJgenomesJusingJsingleWmoleculeJ
sequencingXJGenomemResearchVJ2020VJebVJcdgjWcdie 9.7 25

162 sJdiploidJassemblyWbasedJbenchmarkJforJvariantsJinJtheJmajorJhistocompatibilityJcomplexXJNaturem
CommunicationsVJ2020VJccVJfikf 17.4 22

161 TheJbracteatusJpineappleJgenomeJandJdomesticationJofJclonallyJpropagatedJcropsXJNaturemGenetics
VJ2019VJgcVJcgfkWcggj 36.3 32

160 zypoWosmoticWlikeJstressJunderliesJgeneralJcellularJdefectsJofJaneuploidyXJNatureVJ2019VJgibVJcciWcdc 50.4 27

159 sddressingJconfoundingJartifactsJinJreconstructionJofJgeneJcoWexpressionJnetworksXJGenomem
BiologyVJ2019VJdbVJkf 18.3 37

158 vuplicationJofJaJdomesticationJlocusJneutralizedJaJcrypticJvariantJthatJcausedJaJbreedingJbarrierJinJ
tomatoXJNaturemPlantsVJ2019VJgVJficWfik 11.5 35

157 sJmasterJregulatorJofJregenerationXJScienceVJ2019VJeheVJccgdWccge 33.3

156 sccurateJcircularJconsensusJlongWreadJsequencingJimprovesJvariantJdetectionJandJassemblyJofJaJ
humanJgenomeXJNaturemBiotechnologyVJ2019VJeiVJccggWcchd 44.5 427

155 SamovarlJSingleWSampleJMosaicJSingleWNucleotideJVariantJuallingJwithJβinkedJReadsXJIScienceVJ2019VJ
cjVJcWcb 6.1 1

154 RayOOlJfastJandJaccurateJreferenceWguidedJscaffoldingJofJdraftJgenomesXJGenomemBiologyVJ2019VJ
dbVJddf 18.3 173

153 NovelJcircularJRNsJcircNxcJactsJasJaJmolecularJspongeVJpromotingJgastricJcancerJbyJabsorbingJ
miRWchXJEndocrine-RelatedmCancerVJ2019VJdhVJdhgWdii 5.7 32

152 sJmultiWtaskJconvolutionalJdeepJneuralJnetworkJforJvariantJcallingJinJsingleJmoleculeJsequencingXJ
NaturemCommunicationsVJ2019VJcbVJkkj 17.4 63

151 MachineJlearningJbasedJpredictionJofJgliomasJwithJgermlineJmutationsJobtainedJfromJwholeJexomeJ
sequencesJfromJTuysJandJcbbbJyenomesJProjectJ2019VJ 2

150 ParagraphlJaJgraphWbasedJstructuralJvariantJgenotyperJforJshortWreadJsequenceJdataXJGenomem
BiologyVJ2019VJdbVJdkc 18.3 55

149 sssemblyJofJtheJeiekJgeneJspaceJofJtheJpolyploidJsugarcaneJgenomeJrevealsJreservoirsJofJ
functionalJdiversityJinJtheJworldQsJleadingJbiomassJcropXJGigaScienceVJ2019VJjVJ 7.6 39

148 RecoveringJrearrangedJcancerJchromosomesJfromJkaryotypeJgraphsXJBMCmBioinformaticsVJ2019VJdbVJhfc 3.6 4

147
spplyingJRapidJWholeWyenomeJSequencingJToJPredictJPhenotypicJsntimicrobialJSusceptibilityJ
TestingJResultsJamongJuarbapenemWResistantJKlebsiellaJpneumoniaeJulinicalJIsolatesXJAntimicrobialm
AgentsmandmChemotherapyVJ2019VJheVJ

5.9 32
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146 yenomeWwideJpatternsJofJtransposonJproliferationJinJanJevolutionaryJyoungJhybridJfishXJMolecularm
EcologyVJ2019VJdjVJcfkcWcgbg 5.7 11

145 sntibioticJpressureJonJtheJacquisitionJandJlossJofJantibioticJresistanceJgenesJinJKlebsiellaJ
pneumoniaeXJJournalmofmAntimicrobialmChemotherapyVJ2018VJieVJcikhWcjbe 5.1 27

144 ScikitWriboJwnablesJsccurateJwstimationJandJRobustJModelingJofJTranslationJvynamicsJatJuodonJ
ResolutionXJCellmSystemsVJ2018VJhVJcjbWckcXef 10.6 24

143 ReferenceJqualityJassemblyJofJtheJeXgWybJgenomeJofJfromJaJsingleJlinkedWreadJlibraryXJHorticulturem
ResearchVJ2018VJgVJf 7.7 75

142 sccurateJdetectionJofJcomplexJstructuralJvariationsJusingJsingleWmoleculeJsequencingXJNaturem
MethodsVJ2018VJcgVJfhcWfhj 21.6 585

141 PiercingJtheJdarkJmatterlJbioinformaticsJofJlongWrangeJsequencingJandJmappingXJNaturemReviewsm
GeneticsVJ2018VJckVJedkWefh 30.1 250

140 uonservationJyenomicsJofJtheJvecliningJNorthJsmericanJtumblebeeJRevealsJInbreedingJandJ
SelectionJonJImmuneJyenesXJFrontiersminmGeneticsVJ2018VJkVJech 4.5 17

139 KtaselJTheJUnitedJStatesJvepartmentJofJwnergyJSystemsJtiologyJKnowledgebaseXJNaturem
BiotechnologyVJ2018VJehVJghhWghk 44.5 419

138 ParrotJyenomesJandJtheJwvolutionJofJzeightenedJβongevityJandJuognitionXJCurrentmBiologyVJ2018VJ
djVJfbbcWfbbjXei 6.3 33

137 slleleWdefinedJgenomeJofJtheJautopolyploidJsugarcaneJSaccharumJspontaneumJβXJNaturemGeneticsVJ
2018VJgbVJcghgWcgie 36.3 229

136 PreciseJdetectionJofJdeJnovoJsingleJnucleotideJvariantsJinJhumanJgenomesXJProceedingsmofmthem
NationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaVJ2018VJccgVJggchWggdc 11.5 14

135 uomplexJrearrangementsJandJoncogeneJamplificationsJrevealedJbyJlongWreadJvNsJandJRNsJ
sequencingJofJaJbreastJcancerJcellJlineXJGenomemResearchVJ2018VJdjVJccdhWcceg 9.7 74

134 RecurrentJnoncodingJregulatoryJmutationsJinJpancreaticJductalJadenocarcinomaXJNaturemGeneticsVJ
2017VJfkVJjdgWjee 36.3 41

133 chyTlJaJfastJandJsensitiveJvariantJcallerJusingJaJchWgenotypeJprobabilisticJmodelXJGigaScienceVJ2017VJ
hVJcWf 7.6 9

132 yenomeScopelJfastJreferenceWfreeJgenomeJprofilingJfromJshortJreadsXJBioinformaticsVJ2017VJeeVJddbdWddbf7.2 540

131 NanoporeJsequencingJmeetsJepigeneticsXJNaturemMethodsVJ2017VJcfVJefiWefj 21.6 33

130 zybridJassemblyJwithJlongJandJshortJreadsJimprovesJdiscoveryJofJgeneJfamilyJexpansionsXJBMCm
GenomicsVJ2017VJcjVJgfc 4.5 33

129 βRSimlJsJβinkedWReadsJSimulatorJyeneratingJInsightsJforJtetterJyenomeJPartitioningXJ
ComputationalmandmStructuralmBiotechnologymJournalVJ2017VJcgVJfijWfjf 6.8 20

(2017-2019)
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128 TyxW˛†JreducesJvNsJdsWbreakJrepairJmechanismsJtoJheightenJgeneticJdiversityJandJadaptabilityJofJ
uvffUauvdfWJcancerJcellsXJELifeVJ2017VJhVJ 8.9 22

127 PhasedJdiploidJgenomeJassemblyJwithJsingleWmoleculeJrealWtimeJsequencingXJNaturemMethodsVJ2016VJ
ceVJcbgbWcbgf 21.6 1015

126 IndelJvariantJanalysisJofJshortWreadJsequencingJdataJwithJScalpelXJNaturemProtocolsVJ2016VJccVJdgdkWdgfj 18.8 67

125 InsightJintoJtheJevolutionJofJtheJSolanaceaeJfromJtheJparentalJgenomesJofJPetuniaJhybridaXJNaturem
PlantsVJ2016VJdVJchbif 11.5 198

124 TheJevolutionJofJinflorescenceJdiversityJinJtheJnightshadesJandJheterochronyJduringJmeristemJ
maturationXJGenomemResearchVJ2016VJdhVJchihWchjh 9.7 32

123 sssemblyticslJaJwebJanalyticsJtoolJforJtheJdetectionJofJvariantsJfromJanJassemblyXJBioinformaticsVJ
2016VJedVJebdcWe 7.2 147

122 uompleteJtelomereWtoWtelomereJdeJnovoJassemblyJofJtheJPlasmodiumJfalciparumJgenomeJthroughJ
longWreadJRpccJkbSVJsingleJmoleculeVJrealWtimeJsequencingXJDNAmResearchVJ2016VJdeVJeekWgc 4.5 35

121 yenomeJassemblyJandJgeospatialJphylogenomicsJofJtheJbedJbugJuimexJlectulariusXJNaturem
CommunicationsVJ2016VJiVJcbchf 17.4 46

120 uhromosomalWβevelJsssemblyJofJtheJssianJSeabassJyenomeJUsingJβongJSequenceJReadsJandJ
MultiWlayeredJScaffoldingXJPLoSmGeneticsVJ2016VJcdVJecbbgkgf 6 77

119 NanotβsSTerlJxastJalignmentJandJcharacterizationJofJOxfordJNanoporeJsingleJmoleculeJ
sequencingJreadsJ2016VJ 4

118 wxtendingJreferenceJassemblyJmodelsXJGenomemBiologyVJ2015VJchVJce 18.3 107

117 tiologicalJdataJsciencesJinJgenomeJresearchXJGenomemResearchVJ2015VJdgVJcfciWdd 9.7 28

116 yenomeJandJtranscriptomeJofJtheJregenerationWcompetentJflatwormVJMacrostomumJlignanoXJ
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaVJ2015VJccdVJcdfhdWi 11.5 70

115 TheJpineappleJgenomeJandJtheJevolutionJofJusMJphotosynthesisXJNaturemGeneticsVJ2015VJfiVJcfegWfd 36.3 309

114 OxfordJNanoporeJsequencingVJhybridJerrorJcorrectionVJandJdeJnovoJassemblyJofJaJeukaryoticJ
genomeXJGenomemResearchVJ2015VJdgVJcigbWh 9.7 257

113 vualJfunctionsJofJMacpiwicJinJtransposonJsilencingJandJstemJcellJmaintenanceJinJtheJflatwormJ
MacrostomumJlignanoXJRnaVJ2015VJdcVJcjjgWki 5.8 21

112 InteractiveJanalysisJandJassessmentJofJsingleWcellJcopyWnumberJvariationsXJNaturemMethodsVJ2015VJ
cdVJcbgjWhb 21.6 133

111 MetassemblerlJmergingJandJoptimizingJdeJnovoJgenomeJassembliesXJGenomemBiologyVJ2015VJchVJdbi 18.3 78
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110 TheJchallengeJofJsmallWscaleJrepeatsJforJindelJdiscoveryXJFrontiersminmBioengineeringmandm
BiotechnologyVJ2015VJeVJj 5.8 33

109 MolecularJgeneticJdiversityJandJcharacterizationJofJconjugationJgenesJinJtheJfishJparasiteJ
IchthyophthiriusJmultifiliisXJMolecularmPhylogeneticsmandmEvolutionVJ2015VJjhVJcWi 4.1 9

108 TeaserlJIndividualizedJbenchmarkingJandJoptimizationJofJreadJmappingJresultsJforJNySJdataXJ
GenomemBiologyVJ2015VJchVJdeg 18.3 21

107 tigJvatalJsstronomicalJorJyenomicalqXJPLoSmBiologyVJ2015VJceVJecbbdckg 9.7 687

106 TheJcontributionJofJdeJnovoJcodingJmutationsJtoJautismJspectrumJdisorderXJNatureVJ2014VJgcgVJdchWdc 50.4 1470

105 SplitMwMlJaJgraphicalJalgorithmJforJpanWgenomeJanalysisJwithJsuffixJskipsXJBioinformaticsVJ2014VJebVJefihWje7.2 76

104 zighWcoverageJsequencingJandJannotatedJassembliesJofJtheJbudgerigarJgenomeXJGigaScienceVJ2014VJ
eVJcc 7.6 67

103 sccurateJdeJnovoJandJtransmittedJindelJdetectionJinJexomeWcaptureJdataJusingJmicroassemblyXJ
NaturemMethodsVJ2014VJccVJcbeeWh 21.6 157

102 wrrorJcorrectionJandJassemblyJcomplexityJofJsingleJmoleculeJsequencingJreadsXJ2014VJ 59

101 snsweringJtheJdemandsJofJdigitalJgenomicsXJConcurrencymComputationmPracticemandmExperienceVJ
2014VJdhVJkciWkdj 1.4 1

100 WholeJgenomeJdeJnovoJassembliesJofJthreeJdivergentJstrainsJofJriceVJOryzaJsativaVJdocumentJnovelJ
geneJspaceJofJausJandJindicaXJGenomemBiologyVJ2014VJcgVJgbh 18.3 168

99 ReducingJINvwβJcallingJerrorsJinJwholeJgenomeJandJexomeJsequencingJdataXJGenomemMedicineVJ
2014VJhVJjk 14.4 109

98 WholeJgenomeJdeJnovoJassembliesJofJthreeJdivergentJstrainsJofJriceVJOryzaJsativaJVJdocumentJnovelJ
geneJspaceJofJausJandJindicaJ2014VJcgVJgbh 105

97 OnJslgorithmicJuomplexityJofJtiomolecularJSequenceJsssemblyJProblemXJLecturemNotesminm
ComputermScienceVJ2014VJcjeWckg 0.9 2

96 TheJadvantagesJofJSMRTJsequencingXJGenomemBiologyVJ2013VJcfVJ 18.3 379

95 TheJvNsJvataJvelugelJxastVJefficientJgenomeJsequencingJmachinesJareJspewingJoutJmoreJdataJ
thanJgeneticistsJcanJanalyzeXJIEEEmSpectrumVJ2013VJgbVJdhWee 1.7 40

94 zawkeyeJandJsMOSlJvisualizingJandJassessingJtheJqualityJofJgenomeJassembliesXJBriefingsminm
BioinformaticsVJ2013VJcfVJdceWdf 13.4 41

93 yenomeJofJtheJlongWlivingJsacredJlotusJRNelumboJnuciferaJyaertnXSXJGenomemBiologyVJ2013VJcfVJRfc 18.3 241

(2013-2015)
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92 sssemblathonJdlJevaluatingJdeJnovoJmethodsJofJgenomeJassemblyJinJthreeJvertebrateJspeciesXJ
GigaScienceVJ2013VJdVJcb 7.6 461

91 SixtyJyearsJofJgenomeJbiologyXJGenomemBiologyVJ2013VJcfVJcce 18.3 4

90 TheJvNshbIxXJcontestXJGenomemBiologyVJ2013VJcfVJcdf 18.3

89 sluminumJtoleranceJinJmaizeJisJassociatedJwithJhigherJMsTwcJgeneJcopyJnumberXJProceedingsmofm
themNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaVJ2013VJccbVJgdfcWh 11.5 199

88 TheJadvantagesJofJSMRTJsequencingXJGenomemBiologyVJ2013VJcfVJfbg 18.3 222

87 uultivationJandJcompleteJgenomeJsequencingJofJyloeobacterJkilaueensisJspXJnovXVJfromJaJlavaJcaveJ
inJK˜«laueaJualderaVJzawaiQiXJPLoSmONEVJ2013VJjVJeiheih 3.7 52

86 uomputationalJthinkingJinJtheJeraJofJbigJdataJbiologyXJGenomemBiologyVJ2012VJceVJcii 18.3 16

85 uurrentJchallengesJinJdeJnovoJplantJgenomeJsequencingJandJassemblyXJGenomemBiologyVJ2012VJceVJdfe 18.3 131

84 RateJofJmeristemJmaturationJdeterminesJinflorescenceJarchitectureJinJtomatoXJProceedingsmofmthem
NationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaVJ2012VJcbkVJhekWff 11.5 117

83 veJnovoJgeneJdisruptionsJinJchildrenJonJtheJautisticJspectrumXJNeuronVJ2012VJifVJdjgWkk 13.9 1052

82 yenotypingJinJtheJcloudJwithJurossbowXJCurrentmProtocolsminmBioinformaticsVJ2012VJuhapterJcgVJUnitcgXe 24.2 23

81 IlluminatingJtheJgeneticsJofJcomplexJhumanJdiseasesXJBMCmProceedingsVJ2012VJhVJ 2.3 78

80 ysywlJsJcriticalJevaluationJofJgenomeJassembliesJandJassemblyJalgorithmsXJGenomemResearchVJ2012
VJddVJggiWhi 9.7 485

79 yenomicJdarkJmatterlJtheJreliabilityJofJshortJreadJmappingJillustratedJbyJtheJgenomeJmappabilityJ
scoreXJBioinformaticsVJ2012VJdjVJdbkiWcbg 7.2 86

78 zybridJerrorJcorrectionJandJdeJnovoJassemblyJofJsingleWmoleculeJsequencingJreadsXJNaturem
BiotechnologyVJ2012VJebVJhkeWibb 44.5 758

77 TwoJnewJcompleteJgenomeJsequencesJofferJinsightJintoJhostJandJtissueJspecificityJofJplantJ
pathogenicJXanthomonasJsppXJJournalmofmBacteriologyVJ2011VJckeVJgfgbWhf 3.5 146

76 RapidJparallelJgenomeJindexingJwithJMapReduceJ2011VJ 18

75 sssemblathonJclJaJcompetitiveJassessmentJofJdeJnovoJshortJreadJassemblyJmethodsXJGenomem
ResearchVJ2011VJdcVJdddfWfc 9.7 364
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74
uomplexJmicrobiomeJunderlyingJsecondaryJandJprimaryJmetabolismJinJtheJtunicateWProchloronJ
symbiosisXJProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaVJ2011VJ
cbjVJwcfdeWed

11.5 117

73 uloudJcomputingJandJtheJvNsJdataJraceXJNaturemBiotechnologyVJ2010VJdjVJhkcWe 44.5 193

72 IntegratedJmicrobialJsurveyJanalysisJofJprokaryoticJcommunitiesJforJtheJPhylouhipJmicroarrayXJ
AppliedmandmEnvironmentalmMicrobiologyVJ2010VJihVJghehWj 4.8 21

71 vesignJpatternsJforJefficientJgraphJalgorithmsJinJMapReduceJ2010VJ 94

70 MultiWplatformJnextWgenerationJsequencingJofJtheJdomesticJturkeyJRMeleagrisJgallopavoSlJgenomeJ
assemblyJandJanalysisXJPLoSmBiologyVJ2010VJjVJecbbbfig 9.7 311

69 QuakelJqualityWawareJdetectionJandJcorrectionJofJsequencingJerrorsXJGenomemBiologyVJ2010VJccVJRcch 18.3 404

68 TheJmissingJgraphicalJuserJinterfaceJforJgenomicsXJGenomemBiologyVJ2010VJccVJcdj 18.3 10

67 sssemblyJofJlargeJgenomesJusingJsecondWgenerationJsequencingXJGenomemResearchVJ2010VJdbVJcchgWie 9.7 313

66 sssemblyJcomplexityJofJprokaryoticJgenomesJusingJshortJreadsXJBMCmBioinformaticsVJ2010VJccVJdc 3.6 92

65 yenomicJsurveyJofJtheJectoparasiticJmiteJVarroaJdestructorVJaJmajorJpestJofJtheJhoneyJbeeJspisJ
melliferaXJBMCmGenomicsVJ2010VJccVJhbd 4.5 99

64 uloudturstlJhighlyJsensitiveJreadJmappingJwithJMapReduceXJBioinformaticsVJ2009VJdgVJceheWk 7.2 455

63 OptimizingJvataJIntensiveJyPyPUJuomputationsJforJvNsJSequenceJslignmentXJParallelmComputingVJ
2009VJegVJfdkWffb 1 65

62 yenomicJanalysesJofJtheJmicrosporidianJNosemaJceranaeVJanJemergentJpathogenJofJhoneyJbeesXJ
PLoSmPathogensVJ2009VJgVJecbbbfhh 7.6 167

61 SearchingJforJSNPsJwithJcloudJcomputingXJGenomemBiologyVJ2009VJcbVJRcef 18.3 333

60 sJwholeWgenomeJassemblyJofJtheJdomesticJcowVJtosJtaurusXJGenomemBiologyVJ2009VJcbVJRfd 18.3 798

59 RevealingJbiologicalJmodulesJviaJgraphJsummarizationXJJournalmofmComputationalmBiologyVJ2009VJchVJdgeWhf1.7 40

58 TheJdraftJgenomeJofJtheJtransgenicJtropicalJfruitJtreeJpapayaJRuaricaJpapayaJβinnaeusSXJNatureVJ
2008VJfgdVJkkcWh 50.4 826

57 yenomeJsequenceJandJrapidJevolutionJofJtheJriceJpathogenJXanthomonasJoryzaeJpvXJoryzaeJ
PXOkksXJBMCmGenomicsVJ2008VJkVJdbf 4.5 275

(2008-2011)
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56 uomparativeJgenomicsJofJmutualisticJvirusesJofJylyptapantelesJparasiticJwaspsXJGenomemBiologyVJ
2008VJkVJRcje 18.3 89

55 yenomeJassemblyJforensicslJfindingJtheJelusiveJmisWassemblyXJGenomemBiologyVJ2008VJkVJRgg 18.3 200

54 uharacterizationJofJInsertionJSitesJinJRainbowJPapayaVJtheJxirstJuommercializedJTransgenicJxruitJ
uropXJTropicalmPlantmBiologyVJ2008VJcVJdkeWebk 1.6 22

53 yenomeJsequenceJofJsedesJaegyptiVJaJmajorJarbovirusJvectorXJScienceVJ2007VJechVJcicjWde 33.3 867

52 wvolutionJofJgenesJandJgenomesJonJtheJvrosophilaJphylogenyXJNatureVJ2007VJfgbVJdbeWcj 50.4 1586

51 zighWthroughputJsequenceJalignmentJusingJyraphicsJProcessingJUnitsXJBMCmBioinformaticsVJ2007VJjVJfif 3.6 187

50 StructureJandJevolutionJofJaJproviralJlocusJofJylyptapantelesJindiensisJbracovirusXJBMCmMicrobiology
VJ2007VJiVJhc 4.5 41

49 zawkeyelJanJinteractiveJvisualJanalyticsJtoolJforJgenomeJassembliesXJGenomemBiologyVJ2007VJjVJRef 18.3 62

48 vraftJgenomeJsequenceJofJtheJsexuallyJtransmittedJpathogenJTrichomonasJvaginalisXJScienceVJ2007VJ
ecgVJdbiWcd 33.3 622

47 vraftJgenomeJofJtheJfilarialJnematodeJparasiteJtrugiaJmalayiXJScienceVJ2007VJeciVJcighWhb 33.3 513

46 MajorJstructuralJdifferencesJandJnovelJpotentialJvirulenceJmechanismsJfromJtheJgenomesJofJ
multipleJcampylobacterJspeciesXJPLoSmBiologyVJ2005VJeVJecg 9.7 440

45 sutomatedJcorrectionJofJgenomeJsequenceJerrorsXJNucleicmAcidsmResearchVJ2004VJedVJghdWk 20.1 37

44 βongWreadJsequencingJrevealsJrapidJevolutionJofJimmunityWJandJcancerWrelatedJgenesJinJbats 2

43 βongTronlJsutomatedJsnalysisJofJβongJReadJSplicedJslignmentJsccuracy 1

42 sutomatedJassemblyJscaffoldingJelevatesJaJnewJtomatoJsystemJforJhighWthroughputJgenomeJediting 8

41 SNPuWcXeJisJaJsexWspecificJtranscriptionJfactorJthatJdrivesJmaleJpiRNsJexpressionJinJuXJelegans 1

40 SaplinglJscceleratingJSuffixJsrrayJQueriesJwithJβearnedJvataJModels 1

39 sccurateJdetectionJofJdeJnovoJandJtransmittedJINvwβsJwithinJexomeWcaptureJdataJusingJmicroWassembly 2

Michael C Schatz
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38 NewJwholeJgenomeJdeJnovoJassembliesJofJthreeJdivergentJstrainsJofJriceJROXJsativaSJdocumentsJ
novelJgeneJspaceJofJausJandJindica 5

37 sssemblyticslJaJwebJanalyticsJtoolJforJtheJdetectionJofJassemblyWbasedJvariants 4

36 ThirdWgenerationJsequencingJandJtheJfutureJofJgenomics 55

35 PhasedJviploidJyenomeJsssemblyJwithJSingleJMoleculeJRealWTimeJSequencing 16

34 yenomeScopelJxastJreferenceWfreeJgenomeJprofilingJfromJshortJreads 5

33 RibbonlJVisualizingJcomplexJgenomeJalignmentsJandJstructuralJvariation 29

32 SplitThreaderlJwxplorationJandJanalysisJofJrearrangementsJinJcancerJgenomes 8

31 βRSimlJaJβinkedJReadsJSimulatorJgeneratingJinsightsJforJbetterJgenomeJpartitioning 1

30 sccurateJdetectionJofJcomplexJstructuralJvariationsJusingJsingleJmoleculeJsequencing 33

29 uomplexJrearrangementsJandJoncogeneJamplificationsJrevealedJbyJlongWreadJvNsJandJRNsJ
sequencingJofJaJbreastJcancerJcellJline 6

28 TargetedJnanoporeJsequencingJbyJrealWtimeJmappingJofJrawJelectricalJsignalJwithJUNusββwv 8

27 iyenomicslJuomprehensiveJvNsJSequenceJsnalysisJonJyourJSmartphone 1

26 sJplasmidJlocusJassociatedJwithJKlebsiellaJclinicalJinfectionsJencodesJaJmicrobiomeWdependentJgutJ
fitnessJfactor 1

25 tenchmarkingJchallengingJsmallJvariantsJwithJlinkedJandJlongJreads 26

24 SVuollectorlJOptimizedJsampleJselectionJforJcostWefficientJlongWreadJpopulationJsequencing 2

23 sddressingJconfoundingJartifactsJinJreconstructionJofJgeneJcoWexpressionJnetworks 2

22 ulairvoyantelJaJmultiWtaskJconvolutionalJdeepJneuralJnetworkJforJvariantJcallingJinJSingleJMoleculeJSequencing 11

21 SkyhawklJsnJsrtificialJNeuralJNetworkWbasedJdiscriminatorJforJreviewingJclinicallyJsignificantJ
genomicJvariants 3

(-)

11



20 SVuollectorlJOptimizedJsampleJselectionJforJvalidatingJandJlongWreadJresequencingJofJstructuralJvariants 4

19 zighlyWaccurateJlongWreadJsequencingJimprovesJvariantJdetectionJandJassemblyJofJaJhumanJgenome 29

18 xastJandJaccurateJreferenceWguidedJscaffoldingJofJdraftJgenomes 15

17 xirstJnearJcompleteJhaplotypeJphasedJgenomeJassemblyJofJRiverJbuffaloJRtubalusJbubalisS 6

16 ParagraphlJsJgraphWbasedJstructuralJvariantJgenotyperJforJshortWreadJsequenceJdata 8

15 sJrobustJbenchmarkJforJgermlineJstructuralJvariantJdetection 34

14 yenomeScopeJdXbJandJSmudgeplotslJReferenceWfreeJprofilingJofJpolyploidJgenomes 5

13 uomprehensiveJanalysisJofJstructuralJvariantsJinJbreastJcancerJgenomesJusingJsingleJmoleculeJsequencing 3

12 chyTlJaJfastJandJsensitiveJvariantJcallerJusingJaJchWgenotypeJprobabilisticJmodel 3

11 ScikitWribolJsccurateJestimationJandJrobustJmodelingJofJtranslationJdynamicsJatJcodonJresolution 1

10 InvertingJtheJmodelJofJgenomicsJdataJsharingJwithJtheJNzyRIJyenomicJvataJScienceJsnalysisVJ
VisualizationVJandJInformaticsJβabWspaceJRsnVIβS 5

9 TheJgeneticJandJepigeneticJlandscapeJofJtheJsrabidopsisJcentromeres 3

8 īasminelJPopulationWscaleJstructuralJvariantJcomparisonJandJanalysis 9

7 TheJcompleteJsequenceJofJaJhumanJgenome 58

6 wpigeneticJPatternsJinJaJuompleteJzumanJyenome 9

5 xromJtelomereJtoJtelomerelJtheJtranscriptionalJandJepigeneticJstateJofJhumanJrepeatJelements 7

4 sJcompleteJreferenceJgenomeJimprovesJanalysisJofJhumanJgeneticJvariation 9

3 uompleteJgenomicJandJepigeneticJmapsJofJhumanJcentromeres 8

Michael C Schatz
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2 βocalJadaptationJandJarchaicJintrogressionJshapeJglobalJdiversityJatJhumanJstructuralJvariantJloci 2

1 sutomatedJassemblyJofJhighWqualityJdiploidJhumanJreferenceJgenomes 3
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