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k Paper IF Citations

78 TrainedNimmunityNinductionNbyNtheNinactivatedNmucosalNvaccineNMVfheNprotectsNagainstN
experimentalNviralNrespiratoryNinfectionsccNCellfReportsaN2022aNhnaNffefni 10.6 3

77 zNáRbfNlimitsNFlthLbmediatedNantitumorNimmunityNbyNrestrainingNtumorbinfiltratingNtypeNαN
conventionalNdendriticNcellsN2021aNoaN 5

76 MiRNwNpostbtranscriptionalNmodificationNdynamicsNinNT´ cellNactivationcNIScienceaN2021aNgiaNfegkhe 6.1 1

75 wctivationNofNaminoNacidNmetabolicNprogramNinNcardiacNúαFfbalphabdeficientNmicecNIScienceaN2021aNgiaNfegfgi6.1 2

74 βNKbmediatedNdisruptionNofNbileNacidNhomeostasisNpromotesNintrahepaticNcholangiocarcinomacN
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaaN2020aNffmaNfliogbflioo11.5 22

73  xpressionNofNmiRbfhkbNinNPsoriaticNSkinNandNαtsNwssociationNwithNziseaseNαmprovementcNCellsaN2020aN
oaN 7.9 4

72 RescueNofNwdvancedNPompeNziseaseNinNMiceNwithNúepaticN xpressionNofNSecretableNwcidN
˛–bálucosidasecNMolecularfTherapyaN2020aNgnaNgeklbgemg 11.7 8

71 PhotocatalyticallyNwctiveNáraphiticNyarbonNNitrideNasNanN ffectiveNandNSafeNgzNMaterialNforNαnNVitroN
andNαnNVivoNPhotodynamicNTherapycNSmallaN2020aNflaNefoeilfo 11 35

70 áeneNtherapyNwithNsecretedNacidNalphabglucosidaseNrescuesNPompeNdiseaseNinNaNnovelNmouseNmodelN
withNearlybonsetNspinalNcordNandNrespiratoryNdefectscNEBioMedicineaN2020aNlfaNfehekg 8.8 3

69 αdentificationNofNaNperipheralNbloodNgeneNsignatureNpredictingNaorticNvalveNcalcificationcN
PhysiologicalfGenomicsaN2020aNkgaNklhbkmi 3.6 2

68 SoxfmNyontrolsN mergenceNandNRemodelingNofNNestinb xpressingNyoronaryNVesselscNCirculationf
ResearchaN2020aNfgmaNegkgbegme 15.7 8

67 yaveolinfNandNYwPNdriveNmechanicallyNinducedNmesothelialNtoNmesenchymalNtransitionNandNfibrosiscN
CellfDeathfandfDiseaseaN2020aNffaNlim 9.8 22

66 Páybf˛–NdeficiencyNcausesNspontaneousNkidneyNinflammationNandNincreasesNtheNseverityNofN
nephrotoxicNwKαcNJournalfoffPathologyaN2019aNgioaNlkbmn 9.4 41

65 yoronaryNarterialNdevelopmentNisNregulatedNbyNaNzllibβagfb phrinxgNsignalingNcascadecNELifeaN2019aN
naN 8.9 14

64 regulatesNexpressionNatNtheNexitNfromNpluripotencyNduringNgastrulationcNBiologyfOpenaN2019aNnaN 2.2 6

63 VonNúippelbLindauNProteinNαsNRequiredNforNOptimalNwlveolarNMacrophageNTerminalNzifferentiationaN
SelfbRenewalaNandNFunctioncNCellfReportsaN2018aNgiaNfmhnbfmil 10.6 14

62 ProkaryoticNdiversityNandNcommunityNcompositionNinNtheNSalarNdeNUyuniaNaNlargeNscaleaNchaotropicN
saltNflatcNEnvironmentalfMicrobiologyaN2017aNfoaNhmikbhmki 5.2 33
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61 álobalNassessmentNofNsmallNRNwsNrevealsNaNnonbcodingNtranscriptNinvolvedNinNbiofilmNformationNandN
attachmentNinNwcinetobacterNbaumanniiNwTyyNfmomncNPLoSfONEaN2017aNfgaNeefngeni 3.7 8

60 MyocardialNVúLbúαFNSignalingNyontrolsNanN mbryonicNMetabolicNSwitchN ssentialNforNyardiacN
MaturationcNDevelopmentalfCellaN2016aNhoaNmgibmho 10.2 55

59 SequentialNLigandbzependentNNotchNSignalingNwctivationNRegulatesNValveNPrimordiumNFormationN
andNMorphogenesiscNCirculationfResearchaN2016aNffnaNfinebom 15.7 66

58 SolarNRadiationNStressNinNNaturalNwcidophilicNxiofilmsNofN uglenaNmutabilisNRevealedNbyN
MetatranscriptomicsNandNPwMNFluorometrycNProtistaN2016aNflmaNlmbnf 2.5 7

57 WholebgenomeNanalysisNofNwzoarcusNspcNstrainNyαxNprovidesNgeneticNinsightsNtoNitsNdifferentN
lifestylesNandNpredictsNnovelNmetabolicNfeaturescNSystematicfandfAppliedfMicrobiologyaN2015aNhnaNilgbmf 4.2 49

56 wNmodelNforNtheNstructureNandNmechanismNofNactionNofNpulmonaryNsurfactantNproteinNxcNFASEBf
JournalaN2015aNgoaNighlbim 0.9 41

55 TranscriptionalNresponseNtoNcopperNexcessNandNidentificationNofNgenesNinvolvedNinNheavyNmetalN
toleranceNinNtheNextremophilicNmicroalgaNyhlamydomonasNacidophilacNExtremophilesaN2015aNfoaNlkmbmg 3 16

54 TelomeraseNαsN ssentialNforNZebrafishNúeartNRegenerationcNCellfReportsaN2015aNfgaNflofbmeh 10.6 56

53 TransposaseNinteractionNwithNtheN˛†NslidingNclamppNeffectsNonNinsertionNsequenceNproliferationNandN
transpositionNratecNScientificfReportsaN2015aNkaNfhhgo 4.9 7

52 PyrosequencingbxasedNwssessmentNofNtheNMicrobialNyommunityNStructureNofNPastoruriNálacierNwreaN
Wúuascarˆ¡nNNationalNParkaNPerˆ”XaNaNNaturalN xtremeNwcidicN nvironmentcNMicrobialfEcologyaN2015aNmeaNohlbim4.4 15

51 yompleteNáenomeNSequenceNofNtheNMultiresistantNwcinetobacterNbaumanniiNStrainNwbúfgObwgaN
αsolatedNduringNaNLargeNOutbreakNinNSpaincNGenomefAnnouncementsaN2014aNgaN 13

50 NickelbresistanceNdeterminantsNinNwcidiphiliumNspcNPMNidentifiedNbyNgenomebwideNfunctionalN
screeningcNPLoSfONEaN2014aNoaNeokeif 3.7 10

49 LargebscaleNgenomicNanalysisNsuggestsNaNneutralNpunctuatedNdynamicsNofNtransposableNelementsNinN
bacterialNgenomescNPLoSfComputationalfBiologyaN2014aNfeaNefeehlne 5 22

48 zeepNsubsurfaceNsulfateNreductionNandNmethanogenesisNinNtheNαberianNPyriteNxeltNrevealedNthroughN
geochemistryNandNmolecularNbiomarkerscNGeobiologyaN2014aNfgaNhibim 4.3 20

47 StagebspecificNdifferentialNgeneNexpressionNinNLeishmaniaNinfantumpNfromNtheNforegutNofN
PhlebotomusNperniciosusNtoNtheNhumanNphagocytecNBMCfGenomicsaN2014aNfkaNnio 4.5 21

46 yhromosomalNreplicationNdynamicsNandNinteractionNwithNtheN˛†NslidingNclampNdetermineNorientationN
ofNbacterialNtransposableNelementscNGenomefBiologyfandfEvolutionaN2014aNlaNmgmbie 3.9 12

45 TheNzynamicNáenomesNofNwcidophilescNCellularfOriginfandfLifefinfExtremefHabitatsaN2013aNnfbom 1

44 MetabolicNpotentialNofNtheNorganicbsolventNtolerantNPseudomonasNputidaNzOTbTf NdeducedNfromN
itsNannotatedNgenomecNMicrobialfBiotechnologyaN2013aNlaNkonblff 6.3 29
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43 WholeNtranscriptomeNanalysisNofNwcinetobacterNbaumanniiNassessedNbyNRNwbsequencingNrevealsN
differentNmRNwNexpressionNprofilesNinNbiofilmNcomparedNtoNplanktonicNcellscNPLoSfONEaN2013aNnaNemgoln 3.7 96

42 ProkaryoticNcommunitiesNandNoperatingNmetabolismsNinNtheNsurfaceNandNtheNpermafrostNofN
zeceptionNαslandNWwntarcticaXcNEnvironmentalfMicrobiologyaN2012aNfiaNgiokbkfe 5.2 32

41 yomparativeNgenomicNanalysisNrevealsNnovelNfactsNaboutNLeptospirillumNsppcNcytochromescNJournalf
offMolecularfMicrobiologyfandfBiotechnologyaN2012aNggaNoibfei 0.9 8

40  xploringNbacterialNdiversityNinNhospitalNenvironmentsNbyNáSbFLXNTitaniumNpyrosequencingcNPLoSf
ONEaN2012aNmaNeiifek 3.7 40

39 PartialNandNcompleteNdenitrificationNinNThermusNthermophiluspNlessonsNfromNgenomeNdraftscN
BiochemicalfSocietyfTransactionsaN2011aNhoaNgiobkh 5.1 12

38 TheNpáRTfNplasmidNofNPseudomonasNputidaNzOTbTf NencodesNfunctionsNrelevantNforNsurvivalNunderN
harshNconditionsNinNtheNenvironmentcNEnvironmentalfMicrobiologyaN2011aNfhaNghfkbgm 5.2 40

37 wNmicrobialNoasisNinNtheNhypersalineNwtacamaNsubsurfaceNdiscoveredNbyNaNlifeNdetectorNchippN
implicationsNforNtheNsearchNforNlifeNonNMarscNAstrobiologyaN2011aNffaNolobol 3.7 90

36 zraftNgenomeNsequenceNofNtheNelectricigenNwcidiphiliumNspcNstrainNPMNWzSMNgioifXcNJournalfoff
BacteriologyaN2011aNfohaNkknkbl 3.5 19

35 yompleteNgenomeNofNtheNplantNgrowthbpromotingNrhizobacteriumNPseudomonasNputidaNxαRzbfcN
JournalfoffBacteriologyaN2011aNfohaNfgoe 3.5 45

34 LateralNtransferNofNtheNdenitrificationNpathwayNgenesNamongNThermusNthermophilusNstrainscNAppliedf
andfEnvironmentalfMicrobiologyaN2011aNmmaNfhkgbn 4.8 28

33 TemperatureNincreaseNprevailsNoverNacidificationNinNgeneNexpressionNmodulationNofNamastigoteN
differentiationNinNLeishmaniaNinfantumcNBMCfGenomicsaN2010aNffaNhf 4.5 50

32
 nvironmentalNtranscriptomeNanalysisNrevealsNphysiologicalNdifferencesNbetweenNbiofilmNandN
planktonicNmodesNofNlifeNofNtheNironNoxidizingNbacteriaNLeptospirillumNsppcNinNtheirNnaturalNmicrobialN
communitycNBMCfGenomicsaN2010aNffaNiei

4.5 53

31 TranscriptomicsNthroughoutNtheNlifeNcycleNofNLeishmaniaNinfantumpNhighNdownbregulationNrateNinNtheN
amastigoteNstagecNInternationalfJournalfforfParasitologyaN2010aNieaNfiombkfl 4.3 54

30
TheNMycobacteriumNtuberculosisNsigmaNfactorNsigmaxNisNrequiredNforNfullNresponseNtoNcellNenvelopeN
stressNandNhypoxiaNinNvitroaNbutNitNisNdispensableNforNinNvivoNgrowthcNJournalfoffBacteriologyaN2009aN
fofaNklgnbhh

3.5 55

29 áenomebwideNanalysisNrevealsNincreasedNlevelsNofNtranscriptsNrelatedNwithNinfectivityNinNpeanutN
lectinNnonbagglutinatedNpromastigotesNofNLeishmaniaNinfantumcNGenomicsaN2009aNohaNkkfbli 4.3 40

28 TheNenvironmentalNfateNofNorganicNpollutantsNthroughNtheNglobalNmicrobialNmetabolismcNMolecularf
SystemsfBiologyaN2007aNhaNffi 12.2 38

27 ScoringNdockingNmodelsNwithNevolutionaryNinformationcNProteins:fStructureufFunctionfandf
BioinformaticsaN2005aNleaNgmkbne 4.2 37

26 wccessibleNProteinNαnteractionNzataNforNNetworkNModelingcNStructureNofNtheNαnformationNandN
wvailableNRepositoriescNLecturefNotesfinfComputerfScienceaN2005aNfbfh 0.9 2
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25 TheNxiodegradationNNetworkaNaNNewNScenarioNforNyomputationalNSystemsNxiologyNResearchcNLecturef
NotesfinfComputerfScienceaN2005aNgkgbgkl 0.9

24 úyperglycosylationNofNglycopeptidolipidNofNMycobacteriumNsmegmatisNunderNnutrientNstarvationpN
structuralNstudiescNMicrobiologyfpUnitedfKingdomraN2005aNfkfaNghnkbghog 2.9 28

23 áeneNorderNinNProkaryotespNconservationNandNimplicationsN2004aNgeobghm 2

22 PredictionNofNFunctionalNSitesNinNProteinsNbyN volutionaryNMethodscNPrinciplesfandfPracticeaN2004aNhfobhie 7

21 RoleNofNtheNextracytoplasmicbfunctionNsigmaNfactorNsigmaWúXNinNMycobacteriumNtuberculosisNglobalN
geneNexpressioncNMolecularfMicrobiologyaN2002aNikaNhlkbmi 4.1 227

20 yharacterizationNofNtheNsecretedNMPTkhNantigenNofNMycobacteriumNtuberculosiscNInfectionfandf
ImmunityaN2001aNloaNkohlbo 3.7 10

19 αdentificationNofNsecretedNproteinsNofNMycobacteriumNtuberculosisNbyNaNbioinformaticNapproachcN
InfectionfandfImmunityaN2000aNlnaNghghbm 3.7 91

18 UseNofNcoagulaseNgeneNWcoaXNrepeatNregionNnucleotideNsequencesNforNtypingNofNmethicillinbresistantN
StaphylococcusNaureusNstrainscNJournalfoffClinicalfMicrobiologyaN2000aNhnaNhikhbl 9.7 69

17  valuationNofNproteinNwNgeneNpolymorphicNregionNzNwNsequencingNforNtypingNofNStaphylococcusN
aureusNstrainscNJournalfoffClinicalfMicrobiologyaN1999aNhmaNhkklblh 9.7 799

16 αdentificationNandNcharacterizationNofNtwoNdivergentlyNtranscribedNironNregulatedNgenesNinN
MycobacteriumNtuberculosiscNTuberclefandfLungfDiseaseaN1999aNmoaNgnmbon 46

15 mraWaNanNessentialNgeneNatNtheNdcwNclusterNofN scherichiaNcoliNcodesNforNaNcytoplasmicNproteinNwithN
methyltransferaseNactivitycNBiochimieaN1999aNnfaNnmobnn 4.6 30

14 TranscriptionalNcontrolNofNtheNironbresponsiveNfxbwNgeneNbyNtheNmycobacterialNregulatorNαdeRcN
JournalfoffBacteriologyaN1999aNfnfaNhiegbn 3.5 78

13  xtraNandNintracellularNexpressionNofNMycobacteriumNtuberculosisNgenescNTuberclefandfLungfDiseaseaN
1998aNmoaNofbm 12

12 RegulationNofNtranscriptionNofNcellNdivisionNgenesNinNtheN scherichiaNcoliNdcwNclustercNCellularfandf
MolecularfLifefSciencesaN1998aNkiaNhfmbgi 10.3 58

11 sigwNisNanNessentialNgeneNinNMycobacteriumNsmegmatiscNMolecularfMicrobiologyaN1998aNgoaNlfmbgn 4.1 70

10 αdentificationNofNaNnewNsigmaxbcontrolledNgeneaNcsbXaNinNxacillusNsubtiliscNGeneaN1997aNfnnaNgobhh 3.8 7

9  xpressionNofNtheNxacillusNsubtilisNspoαVxNgeneNisNunderNdualNsigmaNFdsigmaNáNcontrolcNMicrobiologyf
pUnitedfKingdomraN1996aNfigNWNPtNfgXaNhikhbm 2.9 21

8 TranscriptionNofNspoαVxNisNtheNonlyNroleNofNsigmaNáNthatNisNessentialNforNprobsigmaNKNprocessingN
duringNsporeNformationNinNxacillusNsubtiliscNJournalfoffBacteriologyaN1995aNfmmaNingkbm 3.5 36

(1995-2005)
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7 VariationsNinNtheNMetabolismNofNPeptidoglycanNPriorNtoNPolymerizationN1993aNfgmbfhn

6 αnvolvementNofNtheNNúgbNandNyOOúbTerminalNendsNofNPxPhNofN scherichiaNcoliNonN˛†bLactamNxindingaN
MembraneNLocalizationaNandNFunctionNofNtheNProteinN1993aNheobhfn 1

5 MembraneNintermediatesNinNtheNpeptidoglycanNmetabolismNofN scherichiaNcolipNpossibleNrolesNofNPxPN
fbNandNPxPNhcNJournalfoffBacteriologyaN1992aNfmiaNhkiobkm 3.5 133

4 NucleotideNsequenceNofNtheNregulatoryNregionNofNtheNgeneNpbpxNofN scherichiaNcolicNNucleicfAcidsf
ResearchaN1990aNfnaNgnfh 20.1 7

3 wNnewNbetablactambbindingNproteinNderivedNfromNpenicillinbbindingNproteinNhNofN scherichiaNcolicN
JournalfoffBacteriologyaN1989aNfmfaNkfoibn 3.5 9

2  valuationNofNglycosylatedNhemoglobinNdiabeticNpatientscNDiabetesaN1981aNheaNlfhbm 0.9 249

1 áeneN xpressionNandNRegulationkobog 3
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