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k Paper IF Citations

130 MeasuringMuhromosomeMPairingMvuringMzomologousMRecombinationMinMYeast]MMethodsminmMolecularm
BiologyYM2021YMdcgeYMdge[dhg 1.4 0

129 TheMUltimateMUMisVmatchlMWhenMvNsMMeetsMRNs]MCellsYM2021YMcbYM 7.9 4

128 vNsMdamageMtriggersMincreasedMmobilityMofMchromosomesMinMyc[phaseMcells]MMolecularmBiologymofm
themCellYM2019YMebYMdhdb[dhdg 3.5 9

127 RadgMdysregulationMdrivesMhyperactiveMrecombinationMatMreplicationMforksMresultingMinMcisplatinM
sensitivityMandMgenomeMinstability]MNucleicmAcidsmResearchYM2019YMfiYMkcff[kcgk 20.1 9

126 yuidelinesMforMvNsMrecombinationMandMrepairMstudieslMuellularMassaysMofMvNsMrepairMpathways]M
MicrobialmCellYM2019YMhYMc[hf 3.9 27

125 vefiningMtheMinfluenceMofMRadgcMandMvmccMlineage[specificMaminoMacidsMonMgeneticMrecombination]M
GenesmandmDevelopmentYM2019YMeeYMcckc[cdbi 12.6 21

124 XrsdMandMTelcMIndependentlyMuontributeMtoMMR[MediatedMvNsMTetheringMandMReplisomeMStability]M
CellmReportsYM2018YMdgYMchjc[chkd]ef 10.6 13

123 sMroleMforMtheMunfoldedMproteinMresponseMstressMsensorMwRNcMinMregulatingMtheMresponseMtoMMw“M
inhibitorsMinM“RsSMmutantMcolonMcancers]MGenomemMedicineYM2018YMcbYMkb 14.4 15

122 IncreasedMchromosomalMmobilityMafterMvNsMdamageMisMcontrolledMbyMinteractionsMbetweenMtheM
recombinationMmachineryMandMtheMcheckpoint]MGenesmandmDevelopmentYM2018YMedYMcdfd[cdgc 12.6 14

121 PoetryMinMmotionlMIncreasedMchromosomalMmobilityMafterMvNsMdamage]MDNAmRepairYM2017YMghYMcbd[cbj 4.3 17

120 uRISPR[MediatedMtaseMwditingMwnablesMwfficientMvisruptionMofMwukaryoticMyenesMthroughMInductionM
ofMSTOPMuodons]MMolecularmCellYM2017YMhiYMcbhj[cbik]ef 17.6 191

119 Multi[scaleMtrackingMrevealsMscale[dependentMchromatinMdynamicsMafterMvNsMdamage]MMolecularm
BiologymofmthemCellYM2017YM 3.5 44

118 Recombination[MediatedMTelomereMMaintenanceMinMSaccharomycesMcerevisiaeMIsMNotMvependentMonM
theMShuMuomplex]MPLoSmONEYM2016YMccYMebcgcecf 3.7 6

117 sMSyntheticMvosageM”ethalMyeneticMInteractionMtetweenMu“SctMandMP”“cMIsMuonservedMinMYeastMandM
zumanMuancerMuells]MGeneticsYM2016YMdbfYMjbi[jck 4 19

116 uellMbiologyMofMmitoticMrecombination]MColdmSpringmHarbormPerspectivesminmBiologyYM2015YMiYMabchgeg 10.2 34

115 MechanismsMandMregulationMofMmitoticMrecombinationMinMSaccharomycesMcerevisiae]MGeneticsYM2014YM
ckjYMikg[jeg 4 217

114 uorrectionMforMxuMetMal]YMPhosphorylation[RegulatedMTransitionsMinManMOligomericMStateMuontrolMtheM
sctivityMofMtheMSaedMvNsMRepairMwnzyme]MMolecularmandmCellularmBiologyYM2014YMefYMfdce[fdce 4.8 78
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113 Phosphorylation[regulatedMtransitionsMinManMoligomericMstateMcontrolMtheMactivityMofMtheMSaedMvNsM
repairMenzyme]MMolecularmandmCellularmBiologyYM2014YMefYMiij[ke 4.8 36

112 vNsMinMmotionMduringMdouble[strandMbreakMrepair]MTrendsminmCellmBiologyYM2013YMdeYMgdk[eh 18.3 48

111 RepairMofMstrandMbreaksMbyMhomologousMrecombination]MColdmSpringmHarbormPerspectivesminmBiologyYM
2013YMgYMabcdifb 10.2 543

110 ResectionMactivityMofMtheMSgscMhelicaseMaltersMtheMaffinityMofMvNsMendsMforMhomologousM
recombinationMproteinsMinMSaccharomycesMcerevisiae]MGeneticsYM2013YMckgYMcdfc[gc 4 12

109 TheMShuMcomplexMregulatesMRadgdMlocalizationMduringMrvNsMrepair]MDNAmRepairYM2013YMcdYMijh[kb 4.3 5

108 yeneMTargetingMandMzomologousMRecombinationMinMSaccharomycesMcerevisiae]MTopicsminmCurrentm
GeneticsYM2013YMic[jk 1

107 TelomereMlengthMhomeostasisMrespondsMtoMchangesMinMintracellularMdNTPMpools]MGeneticsYM2013YMckeYMcbkg[cbg4 32

106 zistoneMze“ghMacetylationYMRadgdYMandMnon[vNsMrepairMfactorsMcontrolMdouble[strandMbreakMrepairM
choiceMwithMtheMsisterMchromatid]MPLoSmGeneticsYM2013YMkYMecbbedei 6 63

105
PhysicalMandMgenetic[interactionMdensityMrevealsMfunctionalMorganizationMandMinformsMsignificanceM
cutoffsMinMgenome[wideMscreens]MProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedm
StatesmofmAmericaYM2013YMccbYMiejk[kf

11.5 12

104 TheMPuNsMinteractionMproteinMboxMsequenceMinMRadgfMisManMintegralMpartMofMitsMsTPaseMdomainMandMisM
requiredMforMefficientMvNsMrepairMandMrecombination]MPLoSmONEYM2013YMjYMejdheb 3.7 8

103 VisualizingMglobalMeffectsMofMtheMvNsMdamageMresponse]MNaturemCellmBiologyYM2012YMcfYMkbb[c 23.4 1

102 IncreasedMchromosomeMmobilityMfacilitatesMhomologyMsearchMduringMrecombination]MNaturemCellm
BiologyYM2012YMcfYMgcb[i 23.4 250

101 SecdfpMandMSecchpMcooperateMtoMregulateMtheMyTPMcycleMofMtheMuOPIIMcoat]MEMBOmJournalYM2012YMecYMcbcf[di13 76

100 RifdMpromotesMaMtelomereMfold[backMstructureMthroughMRpde”MrecruitmentMinMbuddingMyeast]MPLoSm
GeneticsYM2012YMjYMecbbdkhb 6 24

99 ScreenTrolllMaMsearchableMdatabaseMtoMcompareMgenome[wideMyeastMscreens]MDatabase:mthemJournalm
ofmBiologicalmDatabasesmandmCurationYM2012YMdbcdYMbasbdd 5 3

98 ImpairedMmanganeseMmetabolismMcausesMmitoticMmisregulation]MJournalmofmBiologicalmChemistryYM
2012YMdjiYMcjici[dk 5.4 9

97 uellMbiologyMofMhomologousMrecombinationMinMyeast]MMethodsminmMolecularmBiologyYM2011YMifgYMgde[eh 1.4 23

96 ”ongMtelomeresMareMpreferentiallyMextendedMduringMrecombination[mediatedMtelomereM
maintenance]MNaturemStructuralmandmMolecularmBiologyYM2011YMcjYMfgc[h 17.6 33

(2011-2014)
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95 zvsusMlinkMtheMvNsMdamageMresponseYMprocessingMofMdouble[strandMbreaksMandMautophagy]MNatureYM
2011YMficYMif[ik 50.4 305

94 SrsdMoverexpressionMrevealsMaMhelicase[independentMroleMatMreplicationMforksMthatMrequiresMdiverseM
cellMfunctions]MDNAmRepairYM2011YMcbYMgbh[ci 4.3 15

93 RifcadMandMTelcMfunctionMinMseparateMpathwaysMduringMreplicativeMsenescence]MCellmCycleYM2011YMcbYMeikj[k4.7 6

92 TheMShuMcomplexYMwhichMcontainsMRadgcMparaloguesYMpromotesMvNsMrepairMthroughMinhibitionMofMtheM
SrsdManti[recombinase]MMolecularmBiologymofmthemCellYM2011YMddYMcgkk[hbi 3.5 65

91 SelectiveMploidyMablationYMaMhigh[throughputMplasmidMtransferMprotocolYMidentifiesMnewMgenesM
affectingMtopoisomeraseMI[inducedMvNsMdamage]MGenomemResearchYM2011YMdcYMfii[jh 9.7 65

90 tringingMRadgdMfociMintoMfocus]MJournalmofmCellmBiologyYM2011YMckfYMhhg[i 7.3 11

89 TheMribonucleotideMreductaseMinhibitorYMSmlcYMisMsequentiallyMphosphorylatedYMubiquitylatedMandM
degradedMinMresponseMtoMvNsMdamage]MNucleicmAcidsmResearchYM2010YMejYMhfkb[gbc 20.1 55

88 TheMRecQMvNsMhelicasesMinMvNsMrepair]MAnnualmReviewmofmGeneticsYM2010YMffYMeke[fci 14.5 215

87 MostYMbutMnotMallYMyeastMstrainsMinMtheMdeletionMlibraryMcontainMtheM[PINUXV]Mprion]MYeastYM2010YMdiYMcgk[hh 3.4 15

86 ScreenMilllMaMfreelyMavailableMsoftwareMsuiteMforMgrowthMmeasurementYManalysisMandMvisualizationMofM
high[throughputMscreenMdata]MBMCmBioinformaticsYM2010YMccYMege 3.6 64

85 TheMradgd[YhhsMalleleMaltersMtheMchoiceMofMdonorMtemplateMduringMspontaneousMchromosomalM
recombination]MDNAmRepairYM2010YMkYMde[ed 4.3 7

84 uooperativityMofMMusjc]MmsfMwithMRadgfMinMtheMresolutionMofMrecombinationMandMreplicationM
intermediates]MJournalmofmBiologicalmChemistryYM2009YMdjfYMiiee[fg 5.4 47

83 “inetochoreMasymmetryMdefinesMaMsingleMyeastMlineage]MProceedingsmofmthemNationalmAcademymofm
SciencesmofmthemUnitedmStatesmofmAmericaYM2009YMcbhYMhhie[j 11.5 27

82 ”ocalizationMofMrecombinationMproteinsMandMSrsdMrevealsManti[recombinaseMfunctionMinMvivo]MJournalm
ofmCellmBiologyYM2009YMcjgYMkhk[jc 7.3 61

81 RoleMofMtheMRadgdMamino[terminalMvNsMbindingMactivityMinMvNsMstrandMcaptureMinMhomologousM
recombination]MJournalmofmBiologicalmChemistryYM2009YMdjfYMeedig[jf 5.4 38

80 RadcbMexhibitsMlesion[dependentMgeneticMrequirementsMforMrecruitmentMtoMvNsMdouble[strandM
breaksMinMSaccharomycesMcerevisiae]MNucleicmAcidsmResearchYM2009YMeiYMhfdk[ej 20.1 9

79 TelomeraseMisMessentialMtoMalleviateMpifc[inducedMreplicationMstressMatMtelomeres]MGeneticsYM2009YM
cjeYMiik[kc 4 22

78 Radgd]MCurrentmBiologyYM2009YMckYMRhih[i 6.3 64
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77 uhoreographyMofMrecombinationMproteinsMduringMtheMvNsMdamageMresponse]MDNAmRepairYM2009YMjYMcbhj[ih4.3 88

76 SgscMfunctionMinMtheMrepairMofMvNsMreplicationMintermediatesMisMseparableMfromMitsMroleMinM
homologousMrecombinationalMrepair]MEMBOmJournalYM2009YMdjYMkcg[dg 13 55

75 RadgdMrecruitmentMisMvNsMreplicationMindependentMandMregulatedMbyMudcdjMandMtheMMeccMkinase]M
EMBOmJournalYM2009YMdjYMccdc[eb 13 54

74 stMlooseMendslMresectingMaMdouble[strandMbreak]MCellYM2009YMceiYMjbi[cb 56.2 80

73 QualityMcontrolMofMvNsMbreakMmetabolismlMinMtheMTendTYMitTsMaMgoodMthing]MEMBOmJournalYM2008YMdiYMgjc[j 13 53

72 RadgdMmultimerizationMisMimportantMforMitsMnuclearMlocalizationMinMSaccharomycesMcerevisiae]MDNAm
RepairYM2008YMiYMgi[hh 4.3 13

71 TheMgeneticMconsequencesMofMablatingMhelicaseMactivityMandMtheMTopeMinteractionMdomainMofMSgsc]M
DNAmRepairYM2008YMiYMggj[ic 4.3 19

70 vifferentialMregulationMofMtheMcellularMresponseMtoMvNsMdouble[strandMbreaksMinMyc]MMolecularmCellYM
2008YMebYMie[jg 17.6 132

69 uhromosome[scaleMgeneticMmappingMusingMaMsetMofMchMconditionallyMstableMSaccharomycesM
cerevisiaeMchromosomes]MGeneticsYM2008YMcjbYMcikk[jbj 4 35

68 sluMelementsMmediateMMYtMgeneMtandemMduplicationMinMhumanMT[s””]MJournalmofmExperimentalm
MedicineYM2007YMdbfYMebgk[hh 16.6 71

67 TheMSmcg[SmchMcomplexMandMSUMOMmodificationMofMRadgdMregulatesMrecombinationalMrepairMatMtheM
ribosomalMgeneMlocus]MNaturemCellmBiologyYM2007YMkYMkde[ec 23.4 292

66 RadgdMandMRadgkMexhibitMbothMoverlappingMandMdistinctMfunctions]MDNAmRepairYM2007YMhYMdi[ei 4.3 30

65 yenome[wideManalysisMofMRadgdMfociMrevealsMdiverseMmechanismsMimpactingMrecombination]MPLoSm
GeneticsYM2007YMeYMeddj 6 141

64 TheMSlxg[SlxjMcomplexMaffectsMsumoylationMofMvNsMrepairMproteinsMandMnegativelyMregulatesM
recombination]MMolecularmandmCellularmBiologyYM2007YMdiYMhcge[hd 4.8 119

63 MoreMisMnotMalwaysMbetterlMtheMgeneticMconstraintsMofMpolyploidy]MTrendsminmGeneticsYM2007YMdeYMdhe[h 8.5 24

62 TheMcellMbiologyMofMmitoticMrecombinationMinMSaccharomycesMcerevisiae]MTopicsminmCurrentmGeneticsYM
2007YMeci[eee

61 TheMuellMtiologyMofMMitoticMRecombinationMinMSaccharomycesMuerevisiaeM2006YMeci[eee

60 MultipleMstartMcodonsMandMphosphorylationMresultMinMdiscreteMRadgdMproteinMspecies]MNucleicmAcidsm
ResearchYM2006YMefYMdgji[ki 20.1 28
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59 TheMroleMofMvNsMdouble[strandMbreaksMinMspontaneousMhomologousMrecombinationMinMS]Mcerevisiae]M
PLoSmGeneticsYM2006YMdYMeckf 6 77

58 TheMabsenceMofMTopeMrevealsManMinteractionMbetweenMtheMSgscMandMPifcMvNsMhelicasesMinM
SaccharomycesMcerevisiae]MGeneticsYM2006YMcifYMggg[ie 4 38

57 uellsMexpressingMmurineMRsvgdMspliceMvariantsMfavorMsisterMchromatidMrepair]MMolecularmandmCellularm
BiologyYM2006YMdhYMeigd[he 4.8 9

56 xunctionalMgenomicsMofMtheMyeastMvNs[damageMresponse]MGenomemBiologyYM2006YMiYMdee 18.3 7

55 SystematicMhybridM”OzlMaMnewMmethodMtoMreduceMfalseMpositivesMandMnegativesMduringMscreeningMofM
yeastMgeneMdeletionMlibraries]MYeastYM2006YMdeYMcbki[cbh 3.4 23

54 ”ocalizationMofMcheckpointMandMrepairMproteinsMinMeukaryotes]MBiochimieYM2005YMjiYMgik[jk 4.6 51

53 RMIcaNuwfYMaMsuppressorMofMgenomeMinstabilityYMencodesMaMmemberMofMtheMRecQMhelicaseaTopoMIIIM
complex]MEMBOmJournalYM2005YMdfYMdbdf[ee 13 139

52 sMgeneticMscreenMforMtopeMsuppressorsMinMSaccharomycesMcerevisiaeMidentifiesMSzUcYMSzUdYMPSYeMandM
uSMdlMfourMgenesMinvolvedMinMerror[freeMvNsMrepair]MGeneticsYM2005YMchkYMcdig[jk 4 82

51 vNsMrepairlMkeepingMitMtogether]MCurrentmBiologyYM2004YMcfYMRkkf[h 6.3 34

50 vNsMdamageMcheckpointMandMrepairMcenters]MCurrentmOpinionminmCellmBiologyYM2004YMchYMedj[ef 9 126

49 uhoreographyMofMtheMvNsMdamageMresponselMspatiotemporalMrelationshipsMamongMcheckpointMandM
repairMproteins]MCellYM2004YMccjYMhkk[ice 56.2 735

48 SmlcpMisMaMdimerMinMsolutionlMcharacterizationMofMdenaturationMandMrenaturationMofMrecombinantM
Smlcp]MBiochemistryYM2004YMfeYMjghj[ij 3.2 13

47 StayMcloseMtoMyourMsister]MMolecularmCellYM2004YMcfYMfcj[db 17.6 5

46 uellMuycle[RegulatedMuentersMofMvNsMvouble[StrandMtreakMRepair]MCellmCycleYM2003YMdYMfii[fjc 4.7 44

45 uolocalizationMofMmultipleMvNsMdouble[strandMbreaksMatMaMsingleMRadgdMrepairMcentre]MNaturemCellm
BiologyYM2003YMgYMgid[i 23.4 346

44 SurvivalMofMvNsMdamageMinMyeastMdirectlyMdependsMonMincreasedMdNTPMlevelsMallowedMbyMrelaxedM
feedbackMinhibitionMofMribonucleotideMreductase]MCellYM2003YMccdYMekc[fbc 56.2 343

43 uellMcycle[regulatedMcentersMofMvNsMdouble[strandMbreakMrepair]MCellmCycleYM2003YMdYMfik[je 4.7 32

42 wfficientMPuR[basedMgeneMdisruptionMinMSaccharomycesMstrainsMusingMintergenicMprimers]MYeastYM2002YM
ckYMeck[dj 3.4 57
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41 TheMvuncMcheckpointMkinaseMphosphorylatesMandMregulatesMtheMribonucleotideMreductaseMinhibitorM
Smlc]MProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYM2002YMkkYMeifh[gc 11.5 213

40 “ar[mediatedMplasmidMtransferMbetweenMyeastMstrainslMalternativeMtoMtraditionalMtransformationM
methods]MMethodsminmEnzymologyYM2002YMegbYMdij[jk 1.7 11

39 uloning[freeMgenomeMalterationsMinMSaccharomycesMcerevisiaeMusingMadaptamer[mediatedMPuR]M
MethodsminmEnzymologyYM2002YMegbYMdgj[ii 1.7 83

38 InteractionMwithMRadgcMisMindispensableMforMrecombinationMmediatorMfunctionMofMRadgd]MJournalmofm
BiologicalmChemistryYM2002YMdiiYMfbced[fc 5.4 92

37 sMmolecularMgeneticMdissectionMofMtheMevolutionarilyMconservedMNMterminusMofMyeastMRadgd]MGeneticsYM
2002YMchcYMgfk[hd 4 65

36 MutationsMinMhomologousMrecombinationMgenesMrescueMtopeMslowMgrowthMinMSaccharomycesM
cerevisiae]MGeneticsYM2002YMchdYMhfi[hd 4 76

35 TheMribonucleotideMreductaseMinhibitorMSmlcMisMaMnewMtargetMofMtheMMeccaRadgeMkinaseMcascadeM
duringMgrowthMandMinMresponseMtoMvNsMdamage]MEMBOmJournalYM2001YMdbYMegff[ge 13 214

34 RadgdMformsMvNsMrepairMandMrecombinationMcentersMduringMSMphase]MProceedingsmofmthemNationalm
AcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYM2001YMkjYMjdih[jd 11.5 345

33 YsuMtransgene[mediatedMolfactoryMreceptorMgeneMchoice]MDevelopmentalmDynamicsYM2000YMdciYMddg[ec 2.9 21

32 RspgYMaMubiquitin[proteinMligaseYMisMinvolvedMinMdegradationMofMtheMsingle[stranded[vNsMbindingM
proteinMrfacMinMSaccharomycesMcerevisiae]MMolecularmandmCellularmBiologyYM2000YMdbYMddf[ed 4.8 14

31
MutationalMandMstructuralManalysesMofMtheMribonucleotideMreductaseMinhibitorMSmlcMdefineMitsMRnrcM
interactionMdomainMwhoseMinactivationMallowsMsuppressionMofMmeccMandMradgeMlethality]MMolecularm
andmCellularmBiologyYM2000YMdbYMkbih[je

4.8 75

30 uharacterizationMofMgeneticMinteractionsMwithMRxsclMtheMroleMofMRPsMinMvNsMreplicationMandM
telomereMmaintenance]MBiochimieYM2000YMjdYMic[j 4.6 60

29 IntragenicMinversionMofMmtvNslMaMnewMtypeMofMpathogenicMmutationMinMaMpatientMwithMmitochondrialM
myopathy]MAmericanmJournalmofmHumanmGeneticsYM2000YMhhYMckbb[f 11 42

28 wvolutionaryMimplicationsMofMtheMfrequentMhorizontalMtransferMofMmismatchMrepairMgenes]MCellYM2000YM
cbeYMicc[dc 56.2 198

27 ReplicationMforkMpausingMandMrecombinationMorMâ��gimmeMaMbreakâ��]MGenesmandmDevelopmentYM2000YMcfYMc[cb 12.6 155

26 Three[dimensionalMmicroscopyMofMtheMRadgcMrecombinationMproteinMduringMmeioticMprophase]MPlantm
CellYM1999YMccYMjbk[df 11.6 150

25 snMalleleMofMRxscMsuppressesMRsvgd[dependentMdouble[strandMbreakMrepairMinMSaccharomycesM
cerevisiae]MGeneticsYM1999YMcgcYMffi[gj 4 55

24 sMsuppressorMofMtwoMessentialMcheckpointMgenesMidentifiesMaMnovelMproteinMthatMnegativelyMaffectsM
dNTPMpools]MMolecularmCellYM1998YMdYMedk[fb 17.6 605

(1998-2002)
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23 zigh[resolutionMYsu[cosmid[STSMmapMofMhumanMchromosomeMce]MGenomicsYM1998YMfiYMdh[fe 4.3 21

22 uloning[freeMPuR[basedMalleleMreplacementMmethods]MGenomemResearchYM1997YMiYMccif[je 9.7 146

21 TheMcompleteMsetMofMpredictedMgenesMfromMSaccharomycesMcerevisiaeMinMaMreadilyMusableMform]M
GenomemResearchYM1997YMiYMcchk[ie 9.7 115

20 zollidayMjunctionsMaccumulateMinMreplicationMmutantsMviaMaMRecsMhomolog[independentMmechanism]M
CellYM1997YMkbYMji[kh 56.2 243

19 vNsMstrandMannealingMisMpromotedMbyMtheMyeastMRadgdMprotein]MProceedingsmofmthemNationalmAcademym
ofmSciencesmofmthemUnitedmStatesmofmAmericaYM1996YMkeYMcbidk[ef 11.5 385

18 virectMassociationMbetweenMtheMyeastMRadgcMandMRadgfMrecombinationMproteins]MJournalmofm
BiologicalmChemistryYM1996YMdicYMeecjc[h 5.4 129

17 NewMvectorsMforMmanipulationMandMselectionMofMfunctionalMyeastMartificialMchromosomesMUYsusVM
containingMhumanMvNsMinserts]MGeneYM1995YMcggYMchi[if 3.8 14

16 TransferMofMyeastMartificialMchromosomesMintoMmammalianMcellsMandMcomparativeMstudyMofMtheirM
integrity]MGeneYM1995YMcheYMdi[ee 3.8 7

15 ureationMofMaMdeletionMseriesMofMmouseMYsusMcoveringMaMgbbMkbMregionMaroundMXist]MNucleicmAcidsm
ResearchYM1994YMddYMcjeb[i 20.1 20

14 sMyeastMmating[selectionMschemeMforMdetectionMofMprotein[proteinMinteractions]MNucleicmAcidsm
ResearchYM1994YMddYMciij[k 20.1 117

13 sssemblyMofMorderedMcontigsMofMcosmidsMselectedMwithMYsusMofMhumanMchromosomeMce]MGenomicsYM
1994YMdcYMgdg[ei 4.3 15

12 IdentificationMofMaMmouseMhomologueMofMtheMSaccharomycesMcerevisiaeMrecombinationMandMrepairM
geneYMRsvgd]MGenomicsYM1994YMdeYMebb[e 4.3 41

11 vNs[damagingMagentsMstimulateMtheMformationMofMdirectedMreciprocalMtranslocationsMinM
SaccharomycesMcerevisiae]MMutationmResearchmDNAmRepairYM1994YMecfYMcdc[ee 24

10 SexYMmapsYMandMimprinting]MCellYM1991YMhfYMc[e 56.2 102

9 TargetingYMdisruptionYMreplacementYMandMalleleMrescuelMintegrativeMvNsMtransformationMinMyeast]M
MethodsminmEnzymologyYM1991YMckfYMdjc[ebc 1.7 1115

8 sMhyper[recombinationMmutationMinMS]McerevisiaeMidentifiesMaMnovelMeukaryoticMtopoisomerase]MCellYM
1989YMgjYMfbk[ck 56.2 507

7 wlevatedMrecombinationMratesMinMtranscriptionallyMactiveMvNs]MCellYM1989YMghYMhck[eb 56.2 1496

6 yeneticMapplicationsMofMyeastMtransformationMwithMlinearMandMgappedMplasmids]MMethodsminm
EnzymologyYM1983YMcbcYMddj[fg 1.7 449

Rodney Rothstein

8



5 One[stepMgeneMdisruptionMinMyeast]MMethodsminmEnzymologyYM1983YMcbcYMdbd[cc 1.7 2980

4 TheMdouble[strand[breakMrepairMmodelMforMrecombination]MCellYM1983YMeeYMdg[eg 56.2 2305

3 ModificationMofMtheMbacteriophageMvectorMMcempdlMintroductionMofMnewMrestrictionMsitesMforM
cloning]MGeneYM1981YMcgYMchi[ih 3.8 11

2 YeastMtransformationlMaMmodelMsystemMforMtheMstudyMofMrecombination]MProceedingsmofmthemNationalm
AcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYM1981YMijYMhegf[j 11.5 1379

1 veletionsMofMaMtyrosineMtRNsMgeneMinMS]Mcerevisiae]MCellYM1979YMciYMcjg[kb 56.2 60
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