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and allelic association of the low activity allele with bipolar affective disorder. Pharmacogenetics
and Genomics, 1997, 7, 349-353.

5.7 93

40 SPINK1 Is a Susceptibility Gene for Fibrocalculous Pancreatic Diabetes in Subjects from the Indian
Subcontinent. American Journal of Human Genetics, 2002, 71, 964-968. 6.2 92

41 Two-Locus Admixture Linkage Analysis of Bipolar and Unipolar Affective Disorder Supports the
Presence of Susceptibility Loci on Chromosomes 11p15 and 21q22. Genomics, 1997, 39, 271-278. 2.9 90
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54 Confirmation of prior evidence of genetic susceptibility to alcoholism in a genome-wide association
study of comorbid alcoholism and bipolar disorder. Psychiatric Genetics, 2011, 21, 294-306. 1.1 59



5

David Curtis

# Article IF Citations

55 Pathway analysis of whole exome sequence data provides further support for the involvement of
histone modification in the aetiology of schizophrenia. Psychiatric Genetics, 2016, 26, 223-227. 1.1 56

56 Use of an artificial neural network to detect association between a disease and multiple marker
genotypes. Annals of Human Genetics, 2001, 65, 95-107. 0.8 55

57 No Evidence for a Susceptibility Locus Predisposing to Manic Depression in the Region of the Dopamine
(D2) Receptor Gene. British Journal of Psychiatry, 1991, 158, 635-641. 2.8 54
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72 Haplotype Association Analysis of Discrete and Continuous Traits Using Mixture of Regression
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