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Host specialization of the blast fungus Magnaporthe oryzae is associated with dynamic gain and loss
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Accelerated Senescence and Enhanced Disease Resistance in Hybrid Chlorosis Lines Derived from
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Identification of a Hidden Resistance Gene in Tetraploid Wheat Using Laboratory Strains of
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Instability of subtelomeric regions during meiosis in Magnaporthe oryzae. Journal of General Plant 0.6 25
Pathology, 2011, 77, 317-325. :
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Multiple Translocation of the AVR-Pita Effector Gene among Chromosomes of the Rice Blast Fungus
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