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CEP3 levels affect starvation-related growth responses of the primary root. Journal of Experimental
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CEP&€“CEPR1 signalling inhibits the sucrose-dependent enhancement of lateral root growth. Journal of
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CLE peptide trid€arabinosylation and peptide domain sequence composition are essential for
SUNNa€dependent autoregulation of nodulation in <i>Medicago truncatula</i>. New Phytologist, 2018, 7.3 60
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CEP peptide hormones: key players in orchestrating nitrogen-demand signalling, root nodulation, and
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New role for a CEP peptide and its receptor: complex control of lateral roots. Journal of
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Different Pathways Act Downstream of the CEP Peptide Receptor CRA2 to Regulate Lateral Root and
Nodule Development. Plant Physiology, 2016, 171, 2536-2548.

Small-peptide signals that control root nodule number, development, and symbiosis. Journal of 48 56
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Novel MtCEP1 peptides produced<i>in vivo</i>differentially regulate root development in<i>Medicago
truncatula</i>. Journal of Experimental Botany, 2015, 66, 5289-5300.

Diversification of the C-TERMINALLY ENCODED PEPTIDE (CEP) gene family in angiosperms, and evolution
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microRNA profiling of root tissues and root forming explant cultures in Medicago truncatula.
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CEP genes regulate root and shoot development in response to environmental cues and are specific to
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Solution NMR studies of the plant peptide hormone CEP inform function. FEBS Letters, 2013, 587,
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Regulation of Arabidopsis root development by small signaling peptides. Frontiers in Plant Science,
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Nitrogen modulation of legume root architecture signaling pathways involves phytohormones and
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The peptide-encoding CEP1 gene modulates lateral root and nodule numbers in Medicago truncatula.
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Border sequences of Medicago truncatula CLE36 are specifically cleaved by endoproteases common to
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Crosstalk between the nodulation signaling pathway and the autoregulation of nodulation in
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Proteomic analysis of temperature stress in plants. Proteomics, 2010, 10, 828-845.

Flavonoids: New Roles for Old Molecules. Journal of Integrative Plant Biology, 2010, 52, 98-111. 8.5 587

Global gene expression analysis of in vitro root formation in Medicago truncatula. Functional Plant
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Characterization of the Secretome of Suspension Cultures of Medicago Species Reveals Proteins
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Genome-wide transcriptional analysis of super-embryogenic Medicago truncatula explant cultures.
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Low Temperature Treatment at the Young Microspore Stage Induces Protein Changes in Rice Anthers.
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