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ARTICLE IF CITATIONS

Integration of the Transcriptome and Genome-Wide Landscape of BRD2 and BRD4 Binding Motifs
Identifies Key Superenhancer Genes and Reveals the Mechanism of Bet Inhibitor Action in Rheumatoid
Arthritis Synovial Fibroblasts. Journal of Immunology, 2021, 206, 422-431.

Molecular correlates of response to nivolumab at baseline and on treatment in patients with RCC. , 23
2021, 9, e001506.

Elevated serum interleukin-8 is associated with enhanced intratumor neutrophils and reduced
clinical benefit of immune-checkpoint inhibitors. Nature Medicine, 2020, 26, 688-692.

STK11 and KEAP1 mutations as prognostic biomarkers in an observational real-world lung 45 139
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Clinical Validation of <i>PBRM1<[i> Alterations as a Marker of Immune Checkpoint Inhibitor Response
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Integrative analysis reveals CD38 as a therapeutic target for plasma cell-rich pre-disease and
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Immune checkpoint inhibitor PD-1 pathway is down-regulated in synovium at various stages of
rheumatoid arthritis disease progression. PLoS ONE, 2018, 13, e0192704.

Enriched Cd141+ DCs in the joint are transcriptionally distinct, activated, and contribute to joint
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Serum interleukin 8 (IL-8) may serve as a biomarker of response to immuno-oncology (I-O) therapy..
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CD40L-Dependent Pathway Is Active at Various Stages of Rheumatoid Arthritis Disease Progression. 0.8 73
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Triple DMARD treatment in early rheumatoid arthritis modulates synovial T cell activation and
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Joint-specific DNA methylation and transcriptome signatures in rheumatoid arthritis identify distinct
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p53i"is a transcriptionally inactive p53 isoform able to reprogram cells toward a metastatic-like state.
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