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n Paper IF Citations

201 uhimericKchSKrRβsKsequenceKformationKandKdetectionKinKSangerKandKfgfYpyrosequencedKPuRK
amplicons_KGenomeaResearchWK2011WKdcWKfkfYgbf 9.7 2174

200 MicrobiotaKmodulateKbehavioralKandKphysiologicalKabnormalitiesKassociatedKwithK
neurodevelopmentalKdisorders_KCellWK2013WKcggWKcfgcYhe 56.2 1963

199 yutKmicrobiomeKmodulatesKresponseKtoKantiYPvYcKimmunotherapyKinKmelanomaKpatients_KScienceWK
2018WKegkWKkiYcbe 33.3 1895

198 TheKplacentaKharborsKaKuniqueKmicrobiome_KScienceaTranslationalaMedicineWK2014WKhWKdeirahg 17.5 1326

197 MultiYomicsKofKtheKgutKmicrobialKecosystemKinKinflammatoryKbowelKdiseases_KNatureWK2019WKghkWKhggYhhd 50.4 761

196 TemporalKdevelopmentKofKtheKgutKmicrobiomeKinKearlyKchildhoodKfromKtheKTwvvYKstudy_KNatureWK
2018WKghdWKgjeYgjj 50.4 619

195 MicrobialKReconstitutionKReversesKMaternalKvietY nducedKSocialKandKSynapticKveficitsKinKOffspring_K
CellWK2016WKchgWKcihdYciig 56.2 583

194 sKcatalogKofKreferenceKgenomesKfromKtheKhumanKmicrobiome_KScienceWK2010WKedjWKkkfYk 33.3 508

193 MinimumKinformationKaboutKaKmarkerKgeneKsequenceKSM MsRïSTKandKminimumKinformationKaboutK
anyKSxTKsequenceKSM xSTKspecifications_KNatureaBiotechnologyWK2011WKdkWKfcgYdb 44.5 445

192 TheKgutKmicrobiomeKmodulatesKcolonKtumorigenesis_KMBioWK2013WKfWKebbhkdYce 7.8 437

191 vecadeYlongKbacterialKcommunityKdynamicsKinKcysticKfibrosisKairways_KProceedingsaofatheaNationala
AcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaWK2012WKcbkWKgjbkYcf 11.5 431

190 sKmetagenomicKapproachKtoKcharacterizationKofKtheKvaginalKmicrobiomeKsignatureKinKpregnancy_K
PLoSaONEWK2012WKiWKeehfhh 3.7 426

189 MetagenomicKpyrosequencingKandKmicrobialKidentification_KClinicalaChemistryWK2009WKggWKjghYhh 5.5 394

188 TumorKMicrobiomeKviversityKandKuompositionK nfluenceKPancreaticKuancerKOutcomes_KCellWK2019WK
cijWKikgYjbh_ecd 56.2 389

187 TheKgutKmycobiomeKofKtheKzumanKMicrobiomeKProjectKhealthyKcohort_KMicrobiomeWK2017WKgWKcge 16.6 324

186 TheKhumanKgutKmicrobiomeKinKearlyYonsetKtypeKcKdiabetesKfromKtheKTwvvYKstudy_KNatureWK2018WK
ghdWKgjkYgkf 50.4 323

185 MetagenomicKanalysesKofKalcoholKinducedKpathogenicKalterationsKinKtheKintestinalKmicrobiomeKandK
theKeffectKofKöactobacillusKrhamnosusKyyKtreatment_KPLoSaONEWK2013WKjWKegebdj 3.7 317
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184 sKmicrobiotaKsignatureKassociatedKwithKexperimentalKfoodKallergyKpromotesKallergicKsensitizationK
andKanaphylaxis_KJournalaofaAllergyaandaClinicalaImmunologyWK2013WKcecWKdbcYcd 11.5 273

183 MicrobialKcommunityKassemblyKandKmetabolicKfunctionKduringKmammalianKcorpseKdecomposition_K
ScienceWK2016WKegcWKcgjYhd 33.3 256

182 TheKcompleteKgenomeKsequenceKofKwscherichiaKcoliKvzcbtlKinsightsKintoKtheKbiologyKofKaKlaboratoryK
workhorse_KJournalaofaBacteriologyWK2008WKckbWKdgkiYhbh 3.5 248

181 TheKzumanKMicrobiomeKProjectKstrategyKforKcomprehensiveKsamplingKofKtheKhumanKmicrobiomeK
andKwhyKitKmatters_KFASEBaJournalWK2013WKdiWKcbcdYdd 0.9 235

180 StructureKandKfunctionKofKtheKhealthyKpreYadolescentKpediatricKgutKmicrobiome_KMicrobiomeWK2015WK
eWKeh 16.6 204

179 slterationsKinKtheKgutKmicrobiotaKcanKelicitKhypertensionKinKrats_KPhysiologicalaGenomicsWK2017WKfkWKkhYcbf3.6 198

178 slteredKMucosalKMicrobiomeKviversityKandKviseaseKSeverityKinKSjˆ¶grenKSyndrome_KScientificaReportsWK
2016WKhWKdeghc 4.9 184

177 RoleKofKtheKyutKMicrobiomeKinKObstructiveKSleepKspneaY nducedKzypertension_KHypertensionWK2016WK
hiWKfhkYif 8.5 181

176  gsYcoatedKenrichedKinKurohnRsKdiseaseKspondyloarthritisKpromoteKTciYdependentKinflammation_K
ScienceaTranslationalaMedicineWK2017WKkWK 17.5 172

175 yutKMicrobiomeKsssociatesKWithKöifetimeKuardiovascularKviseaseKRiskKProfileKsmongKtogalusaK
zeartKStudyKParticipants_KCirculationaResearchWK2016WKcckWKkghYhf 15.7 170

174 sminoKacidKsequenceKdeterminantsKofKbetaYlactamaseKstructureKandKactivity_KJournalaofaMoleculara
BiologyWK1996WKdgjWKhjjYibe 6.5 155

173 TheKlivingKdeadlKbacterialKcommunityKstructureKofKaKcadaverKatKtheKonsetKandKendKofKtheKbloatKstageK
ofKdecomposition_KPLoSaONEWK2013WKjWKeiiiee 3.7 146

172 TheKgenomeKofKthciKcellYinducingKsegmentedKfilamentousKbacteriaKrevealsKextensiveKauxotrophyK
andKadaptationsKtoKtheKintestinalKenvironment_KCellaHostaandaMicrobeWK2011WKcbWKdhbYid 23.4 142

171 MeasurementKofKSOSKexpressionKinKindividualKwscherichiaKcoliKïYcdKcellsKusingKfluorescenceK
microscopy_KMolecularaMicrobiologyWK2004WKgeWKcefeYgi 4.1 140

170 xecalKmicrobiotaKimbalanceKinKMexicanKchildrenKwithKtypeKcKdiabetes_KScientificaReportsWK2014WKfWKejcf 4.9 137

169 MathematicalKmodelingKofKprimaryKsuccessionKofKmurineKintestinalKmicrobiota_KProceedingsaofathea
NationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaWK2014WKcccWKfekYff 11.5 130

168 öongitudinalKdevelopmentKofKtheKgutKmicrobiomeKandKmetabolomeKinKpretermKneonatesKwithKlateK
onsetKsepsisKandKhealthyKcontrols_KMicrobiomeWK2017WKgWKig 16.6 126

167 MetagenomicKanalysisKofKnitrateYreducingKbacteriaKinKtheKoralKcavitylKimplicationsKforKnitricKoxideK
homeostasis_KPLoSaONEWK2014WKkWKejjhfg 3.7 123

(2014-2013)
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166
RandomisedKclinicalKtriallKfaecalKmicrobiotaKtransplantationKforKrecurrentKulostridumKdifficileK
infectionKYKfreshWKorKfrozenWKorKlyophilisedKmicrobiotaKfromKaKsmallKpoolKofKhealthyKdonorsKdeliveredK
byKcolonoscopy_KAlimentaryaPharmacologyaandaTherapeuticsWK2017WKfgWKjkkYkbj

6.1 116

165  nvestigatingKuolonizationKofKtheKzealthyKsdultKyastrointestinalKTractKbyKxungi_KMSphereWK2018WKeWK 5 108

164 ParadoxicalKvβsKrepairKandKperoxideKresistanceKgeneKconservationKinKtacillusKpumilusKSsxRYbed_K
PLoSaONEWK2007WKdWKekdj 3.7 100

163 sssociationKofKnasopharyngealKmicrobiotaKprofilesKwithKbronchiolitisKseverityKinKinfantsKhospitalisedK
forKbronchiolitis_KEuropeanaRespiratoryaJournalWK2016WKfjWKcedkYceek 13.6 99

162  nitialKinsightsKintoKbacterialKsuccessionKduringKhumanKdecomposition_KInternationalaJournalaofaLegala
MedicineWK2015WKcdkWKhhcYic 3.1 95

161 MzuKvariationKsculptsKindividualizedKmicrobialKcommunitiesKthatKcontrolKsusceptibilityKtoKentericK
infection_KNatureaCommunicationsWK2015WKhWKjhfd 17.4 94

160 yutKMicrobiotaYverivedKShortYuhainKxattyKscidsKPromoteKPoststrokeKRecoveryKinKsgedKMice_K
CirculationaResearchWK2020WKcdiWKfgeYfhg 15.7 91

159 TemporalKbacterialKandKmetabolicKdevelopmentKofKtheKpretermKgutKrevealsKspecificKsignaturesKinK
healthKandKdisease_KMicrobiomeWK2016WKfWKhi 16.6 91

158 StabilizationKofKtheKmurineKgutKmicrobiomeKfollowingKweaning_KGutaMicrobesWK2012WKeWKejeYke 8.8 86

157 sntibioticsKinKneonatalKlifeKincreaseKmurineKsusceptibilityKtoKexperimentalKpsoriasis_KNaturea
CommunicationsWK2015WKhWKjfdf 17.4 85

156 TheKroleKofKtheKgastrointestinalKmicrobiomeKinKinfectiousKcomplicationsKduringKinductionK
chemotherapyKforKacuteKmyeloidKleukemia_KCancerWK2016WKcddWKdcjhYkh 6.4 85

155 uharacterizationKofKtheKhumanKgutKmicrobiomeKduringKtravelersRKdiarrhea_KGutaMicrobesWK2015WKhWKccbYk 8.8 85

154 ProspectiveKviromeKanalysesKinKyoungKchildrenKatKincreasedKgeneticKriskKforKtypeKcKdiabetes_KNaturea
MedicineWK2019WKdgWKcjhgYcjid 50.5 84

153 betaYöactamaseslKproteinKevolutionKinKrealKtime_KTrendsainaMicrobiologyWK1998WKhWKedeYi 12.4 82

152 zumanKmilkKoligosaccharidesWKmilkKmicrobiomeKandKinfantKgutKmicrobiomeKmodulateKneonatalK
rotavirusKinfection_KNatureaCommunicationsWK2018WKkWKgbcb 17.4 82

151 uhromosomeKrearrangementKandKdiversificationKofKxrancisellaKtularensisKrevealedKbyKtheKtypeKtK
SOSUcjTKgenomeKsequence_KJournalaofaBacteriologyWK2006WKcjjWKhkiiYjg 3.5 81

150 TheKyutKMicrobiomeKofKtheKVectorKöutzomyiaKlongipalpisK sKwssentialKforKSurvivalKofKöeishmaniaK
infantum_KMBioWK2017WKjWK 7.8 80

149 ProbioticsKstimulateKenterocyteKmigrationKandKmicrobialKdiversityKinKtheKneonatalKmouseKintestine_K
FASEBaJournalWK2012WKdhWKckhbYk 0.9 78
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148 SystematicKmutagenesisKofKtheKactiveKsiteKomegaKloopKofKTwMYcKbetaYlactamase_KJournalaofa
BacteriologyWK1996WKcijWKcjdcYj 3.5 78

147 SubspeciesK nfluencesKProinflammatoryKuytokineKwxpressionKandKMonocyteKsctivationKinKzumanK
uolorectalKTumors_KCanceraPreventionaResearchWK2017WKcbWKekjYfbk 3.2 74

146 PrebioticsWKProbioticsWKandKscetateKSupplementationKPreventKzypertensionKinKaKModelKofK
ObstructiveKSleepKspnea_KHypertensionWK2018WKidWKccfcYccgb 8.5 74

145 StressYinducedKbetaYlactamKantibioticKresistanceKmutationKandKsequencesKofKstationaryYphaseK
mutationsKinKtheKwscherichiaKcoliKchromosome_KJournalaofaBacteriologyWK2009WKckcWKgjjcYk 3.5 70

144 sdaptiveKamplificationKandKpointKmutationKareKindependentKmechanismslKevidenceKforKvariousK
stressYinducibleKmutationKmechanisms_KPLoSaBiologyWK2004WKdWKeekk 9.7 69

143 TransmissionKeventKofKSsRSYuoVYdKdeltaKvariantKrevealsKmultipleKvaccineKbreakthroughKinfections_K
BMCaMedicineWK2021WKckWKdgg 11.4 68

142 RespiratoryKsyncytialKvirusKandKrhinovirusKsevereKbronchiolitisKareKassociatedKwithKdistinctK
nasopharyngealKmicrobiota_KJournalaofaAllergyaandaClinicalaImmunologyWK2016WKceiWKckbkYckce_ef 11.5 67

141
SequenceKtypeKcKgroupKtKStreptococcusWKanKemergingKcauseKofKinvasiveKdiseaseKinKadultsWKevolvesKbyK
smallKgeneticKchanges_KProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofa
AmericaWK2015WKccdWKhfecYh

11.5 63

140 uharacterizationKofKtheKratKoralKmicrobiomeKandKtheKeffectsKofKdietaryKnitrate_KFreeaRadicalaBiologya
andaMedicineWK2014WKiiWKdfkYgi 7.8 61

139 uontributionsKofKaspartateKfkKandKphenylalanineKcfdKresiduesKofKaKtightKbindingKinhibitoryKproteinK
ofKbetaYlactamases_KJournalaofaBiologicalaChemistryWK1999WKdifWKdekfYfbb 5.4 61

138 SingleKveliveryKofKzighYviversityKxecalKMicrobiotaKPreparationKbyKuolonoscopyK sKSafeKandKwffectiveK
inK ncreasingKMicrobialKviversityKinKsctiveKUlcerativeKuolitis_KInflammatoryaBowelaDiseasesWK2017WKdeWKkbeYkcc4.5 60

137
SaturatedKandKUnsaturatedKvietaryKxatsKvifferentiallyKModulateKwthanolY nducedKuhangesKinKyutK
MicrobiomeKandKMetabolomeKinKaKMouseKModelKofKslcoholicKöiverKvisease_KAmericanaJournalaofa
PathologyWK2016WKcjhWKihgYih

5.8 58

136
sssociationsKofKβasopharyngealKMetabolomeKandKMicrobiomeKwithKSeverityKamongK nfantsKwithK
tronchiolitis_KsKMultiomicKsnalysis_KAmericanaJournalaofaRespiratoryaandaCriticalaCareaMedicineWK2017WK
ckhWKjjdYjkc

10.2 57

135 yutKmicrobiotaKsignaturesKareKassociatedKwithKtoxicityKtoKcombinedKuTösYfKandKPvYcKblockade_K
NatureaMedicineWK2021WKdiWKcfedYcffc 50.5 57

134 TheKmicrobiomeKinKprecisionKmedicinelKtheKwayKforward_KGenomeaMedicineWK2018WKcbWKcd 14.4 56

133 vecreasedKmicrobiotaKdiversityKassociatedKwithKurinaryKtractKinfectionKinKaKtrialKofKbacterialK
interference_KJournalaofaInfectionWK2015WKicWKegjYehi 18.9 54

132 wffectsKofKtobaccoKsmokeKandKelectronicKcigaretteKvaporKexposureKonKtheKoralKandKgutKmicrobiotaKinK
humanslKaKpilotKstudy_KPeerJWK2018WKhWKefhke 3.1 54

131 zostKresponseKtoKprobioticsKdeterminedKbyKnutritionalKstatusKofKrotavirusYinfectedKneonatalKmice_K
JournalaofaPediatricaGastroenterologyaandaNutritionWK2012WKggWKdkkYebi 2.8 52

(2012-1996)
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130 vietaryKfiberKandKprobioticsKinfluenceKtheKgutKmicrobiomeKandKmelanomaKimmunotherapyK
response__KScienceWK2021WKeifWKchedYchfb 33.3 52

129 uharacterizationKofKoralKandKgutKmicrobiomeKtemporalKvariabilityKinKhospitalizedKcancerKpatients_K
GenomeaMedicineWK2017WKkWKdc 14.4 51

128 vietaryKqualityKandKtheKcolonicKmucosaYassociatedKgutKmicrobiomeKinKhumans_KAmericanaJournalaofa
ClinicalaNutritionWK2019WKccbWKibcYicd 7 50

127 MicrobiomeKdisruptionKandKrecoveryKinKtheKfishKfollowingKexposureKtoKbroadYspectrumKantibiotic_K
InfectionaandaDrugaResistanceWK2017WKcbWKcfeYcgf 4.2 50

126
SafetyKandKpreliminaryKefficacyKofKorallyKadministeredKlyophilizedKfecalKmicrobiotaKproductK
comparedKwithKfrozenKproductKgivenKbyKenemaKforKrecurrentKulostridiumKdifficileKinfectionlKsK
randomizedKclinicalKtrial_KPLoSaONEWK2018WKceWKebdbgbhf

3.7 50

125 yenomeKsequenceKofKxusobacteriumKnucleatumKsubspeciesKpolymorphumKYKaKgeneticallyKtractableK
fusobacterium_KPLoSaONEWK2007WKdWKehgk 3.7 47

124 TransmissibleKmicrobialKandKmetabolomicKremodelingKbyKsolubleKdietaryKfiberKimprovesKmetabolicK
homeostasis_KScientificaReportsWK2015WKgWKcbhbf 4.9 46

123 uompositionKandKfunctionKofKtheKundernourishedKneonatalKmouseKintestinalKmicrobiome_KJournalaofa
NutritionalaBiochemistryWK2015WKdhWKcbgbYi 6.3 46

122 xrancisellaKtularensisKgenomicsKandKproteomics_KAnnalsaofatheaNewaYorkaAcademyaofaSciencesWK2007WK
ccbgWKkjYcdc 6.5 46

121 TheKroleKofKgutKmicrobiotaKinKfetalKmethylmercuryKexposurelK nsightsKfromKaKpilotKstudy_KToxicologya
LettersWK2016WKdfdWKhbYhi 4.4 45

120  mpactKofKenhancedKStaphylococcusKvβsKextractionKonKmicrobialKcommunityKmeasuresKinKcysticK
fibrosisKsputum_KPLoSaONEWK2012WKiWKeeecdi 3.7 44

119
MetagenomicsKofKtheKfaecalKviromeKindicateKaKcumulativeKeffectKofKenterovirusKandKglutenKamountK
onKtheKriskKofKcoeliacKdiseaseKautoimmunityKinKgeneticallyKatKriskKchildrenlKtheKTwvvYKstudy_KGutWK
2020WKhkWKcfchYcfdd

19.2 43

118 xrequencyKofKTongueKuleaningK mpactsKtheKzumanKTongueKMicrobiomeKuompositionKandK
wnterosalivaryKuirculationKofKβitrate_KFrontiersainaCellularaandaInfectionaMicrobiologyWK2019WKkWKek 5.9 42

117 WaterKmanagementKimpactsKriceKmethylmercuryKandKtheKsoilKmicrobiome_KScienceaofatheaTotala
EnvironmentWK2016WKgidWKhbjYhci 10.2 42

116  mplementationKofKaKPanYyenomicKspproachKtoK nvestigateKzolobiontY nfectingKMicrobeK
 nteractionlKsKuaseKReportKofKaKöeukemicKPatientKwithK nvasiveKMucormycosis_KPLoSaONEWK2015WKcbWKebcekjgc3.7 42

115  solationKandKconcentrationKofKbacteriaKfromKbloodKusingKmicrofluidicKmembranelessKdialysisKandK
dielectrophoresis_KLabaonaAaChipWK2017WKciWKcefbYcefj 7.2 41

114 uonjunctivalKMicrobiomeKuhangesKsssociatedKWithKSoftKuontactKöensKandKOrthokeratologyKöensK
WearingK2017WKgjWKcdjYceh 40

113 tioactivityKandKbioavailabilityKofKginsenosidesKareKdependentKonKtheKglycosidaseKactivitiesKofKtheK
saJKmouseKintestinalKmicrobiomeKdefinedKbyKpyrosequencing_KPharmaceuticalaResearchWK2013WKebWKjehYfh4.5 40
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112 βasalKsirwayKMicrobiotaKProfileKandKSevereKtronchiolitisKinK nfantslKsKuaseYcontrolKStudy_KPediatrica
InfectiousaDiseaseaJournalWK2017WKehWKcbffYcbgc 3.4 38

111 chSKgutKcommunityKofKtheKuameronKuountyKzispanicKuohort_KMicrobiomeWK2015WKeWKi 16.6 38

110 uesareanKorKVaginalKtirthKvoesKβotK mpactKtheKöongitudinalKvevelopmentKofKtheKyutKMicrobiomeKinK
aKuohortKofKwxclusivelyKPretermK nfants_KFrontiersainaMicrobiologyWK2017WKjWKcbbj 5.7 36

109 MicroRβsYcfhaKconstrainsKmultipleKparametersKofKintestinalKimmunityKandKincreasesKsusceptibilityK
toKvSSKcolitis_KOncotargetWK2015WKhWKdjgghYid 3.3 36

108 zumanKmilkKoligosaccharideKvSöβTKandKgutKmicrobiomeKinKpretermKinfantsKpredictsKnecrotisingK
enterocolitis_KGutWK2021WKibWKddieYddjd 19.2 36

107 MicrobiomeYwpigenomeK nteractionsKandKtheKwnvironmentalKOriginsKofK nflammatoryKtowelK
viseases_KJournalaofaPediatricaGastroenterologyaandaNutritionWK2016WKhdWKdbjYck 2.8 34

106 öeveragingKzumanKMicrobiomeKxeaturesKtoKviagnoseKandKStratifyKuhildrenKwithK rritableKtowelK
Syndrome_KJournalaofaMolecularaDiagnosticsWK2019WKdcWKffkYfhc 5.1 33

105 TheKassociationKbetweenKanteriorKnaresKandKnasopharyngealKmicrobiotaKinKinfantsKhospitalizedKforK
bronchiolitis_KMicrobiomeWK2018WKhWKd 16.6 33

104 MorphineKPromotesKuolonizationKofKsnastomoticKTissuesKwithKuollagenaseKYKProducingK
wnterococcusKfaecalisKandKuausesKöeak_KJournalaofaGastrointestinalaSurgeryWK2016WKdbWKciffYgc 3.3 32

103 sTuuKjfjeKmonotherapyKisKsuperiorKtoKtraditionalKfecalKtransplantKandKmultiYstrainKbacteriotherapyK
inKaKmurineKcolitisKmodel_KGutaMicrobesWK2019WKcbWKgbfYgdb 8.8 30

102 yutKmicrobiotaKasKaKsourceKofKaKsurrogateKantigenKthatKtriggersKautoimmunityKinKanKimmuneK
privilegedKsite_KGutaMicrobesWK2017WKjWKgkYhh 8.8 29

101 βasopharyngealKProteobacteriaKareKassociatedKwithKviralKetiologyKandKacuteKwheezingKinKchildrenK
withKsevereKbronchiolitis_KJournalaofaAllergyaandaClinicalaImmunologyWK2014WKceeWKcddbYd 11.5 29

100 TransmissionKeventKofKSsRSYuoVYdKveltaKvariantKrevealsKmultipleKvaccineKbreakthroughKinfectionsK
2021WK 29

99
sntibioticYmediatedKbacteriomeKdepletionKinKspcKmiceKisKassociatedKwithKreductionKinK
mucusYproducingKgobletKcellsKandKincreasedKcolorectalKcancerKprogression_KCanceraMedicineWK2018WK
iWKdbbeYdbcd

4.8 28

98 YoungKversusKagedKmicrobiotaKtransplantsKtoKgermYfreeKmicelKincreasedKshortYchainKfattyKacidsKandK
improvedKcognitiveKperformance_KGutaMicrobesWK2020WKcdWKcYcf 8.8 28

97 TheKhostKeffectsKofKyambusiaKaffinisKwithKanKantibioticYdisruptedKmicrobiome_KComparativea
BiochemistryaandaPhysiologyaPartaoaC:aToxicologyaandaPharmacologyWK2015WKcijWKcheYchj 3.2 27

96  ncreasedKMoraxellaKandKStreptococcusKspeciesKabundanceKafterKsevereKbronchiolitisKisKassociatedK
withKrecurrentKwheezing_KJournalaofaAllergyaandaClinicalaImmunologyWK2020WKcfgWKgcjYgdi_ej 11.5 27

95 TheKgutKmicrobiotaKisKassociatedKwithKpsychiatricKsymptomKseverityKandKtreatmentKoutcomeKamongK
individualsKwithKseriousKmentalKillness_KJournalaofaAffectiveaDisordersWK2020WKdhfWKkjYcbh 6.6 27

(2020-2017)
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94 warlyKnasalKmicrobiotaKandKacuteKrespiratoryKinfectionsKduringKtheKfirstKyearsKofKlife_KThoraxWK2019WK
ifWKgkdYgkk 7.3 26

93  nfluenceKofKfecalKcollectionKconditionsKandKchSKrRβsKgeneKsequencingKatKtwoKcentersKonKhumanK
gutKmicrobiotaKanalysis_KScientificaReportsWK2018WKjWKfejh 4.9 26

92 MaximalKviralKinformationKrecoveryKfromKsequenceKdataKusingKVirMsP_KNatureaCommunicationsWK
2018WKkWKedbg 17.4 26

91 RotavirusKinfectionKinducesKglycanKavailabilityKtoKpromoteKileumYspecificKchangesKinKtheKmicrobiomeK
aidingKrotavirusKvirulence_KGutaMicrobesWK2020WKccWKcedfYcefi 8.8 25

90 SuccessfulKcollectionKofKstoolKsamplesKforKmicrobiomeKanalysesKfromKaKlargeKcommunityYbasedK
populationKofKelderlyKmen_KContemporaryaClinicalaTrialsaCommunicationsWK2017WKiWKcgjYchd 1.8 24

89 zouseholdKsiblingsKandKnasalKandKfecalKmicrobiotaKinKinfants_KPediatricsaInternationalWK2017WKgkWKfieYfjc 1.2 23

88
 ntermittentKfastingKfromKdawnKtoKsunsetKforKebKconsecutiveKdaysKisKassociatedKwithKanticancerK
proteomicKsignatureKandKupregulatesKkeyKregulatoryKproteinsKofKglucoseKandKlipidKmetabolismWK
circadianKclockWKvβsKrepairWKcytoskeletonKremodelingWKimmuneKsystemKandKcognitiveKfunctionKinK
healthyKsubjects_KJournalaofaProteomicsWK2020WKdciWKcbehfg

3.9 23

87 uompleteKyenomeKSequenceKofKTuricibacterKsp_KStrainKzcdcWK solatedKfromKtheKxecesKofKaK
uontaminatedKyermYxreeKMouse_KGenomeaAnnouncementsWK2016WKfWK 23

86 wffectKofKsampleKstorageKconditionsKonKcultureYindependentKbacterialKcommunityKmeasuresKinK
cysticKfibrosisKsputumKspecimens_KJournalaofaClinicalaMicrobiologyWK2011WKfkWKeiciYj 9.7 22

85 MaternalKmicronutrientsKcanKmodifyKcolonicKmucosalKmicrobiotaKmaturationKinKmurineKoffspring_K
GutaMicrobesWK2012WKeWKfdhYee 8.8 22

84  mpactKofKenvironmentalKmicrobiotaKonKhumanKmicrobiotaKofKworkersKinKacademicKmouseKresearchK
facilitieslKsnKobservationalKstudy_KPLoSaONEWK2017WKcdWKebcjbkhk 3.7 22

83 yutKmicrobiomeKdiversityKisKanKindependentKpredictorKofKsurvivalKinKcervicalKcancerKpatientsK
receivingKchemoradiation_KCommunicationsaBiologyWK2021WKfWKdei 6.7 22

82 sKöachnospiraceaeYdominatedKbacterialKsignatureKinKtheKfecalKmicrobiotaKofKz VYinfectedK
individualsKfromKuolombiaWKSouthKsmerica_KScientificaReportsWK2018WKjWKffik 4.9 21

81
vevelopmentKandKaccuracyKofKquantitativeKrealYtimeKpolymeraseKchainKreactionKassaysKforKdetectionK
andKquantificationKofKenterotoxigenicKwscherichiaKcoliKSwTwuTKheatKlabileKandKheatKstableKtoxinKgenesK
inKtravelersRKdiarrheaKsamples_KAmericanaJournalaofaTropicalaMedicineaandaHygieneWK2014WKkbWKcdfYed

3.2 20

80  mpactKofKsgeYRelatedKMitochondrialKvysfunctionKandKwxerciseKonK ntestinalKMicrobiotaK
uomposition_KJournalsaofaGerontologyaoaSeriesaAaBiologicalaSciencesaandaMedicalaSciencesWK2018WKieWKgicYgij6.4 19

79 SerumKcathelicidinWKnasopharyngealKmicrobiotaWKandKdiseaseKseverityKamongKinfantsKhospitalizedK
withKbronchiolitis_KJournalaofaAllergyaandaClinicalaImmunologyWK2017WKcekWKcejeYcejh_eh 11.5 19

78 vevelopmentKofKtheKcutaneousKmicrobiomeKinKtheKpretermKinfantlKsKprospectiveKlongitudinalKstudy_K
PLoSaONEWK2017WKcdWKebcihhhk 3.7 19

77 MiddleKearKmicrobiomeKdifferencesKinKindigenousKxilipinosKwithKchronicKotitisKmediaKdueKtoKaK
duplicationKinKtheKsdMöcKgene_KInfectiousaDiseasesaofaPovertyWK2016WKgWKki 10.4 19
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76 OligofructoseKprotectsKagainstKarsenicYinducedKliverKinjuryKinKaKmodelKofKenvironmentaobesityK
interaction_KToxicologyaandaAppliedaPharmacologyWK2015WKdjfWKebfYcf 4.6 18

75 visplayKofKfunctionalKbetaYlactamaseKinhibitoryKproteinKonKtheKsurfaceKofKMceKbacteriophage_K
AntimicrobialaAgentsaandaChemotherapyWK1998WKfdWKdjkeYi 5.9 18

74 TheKrelationshipKbetweenKnasopharyngealKuuögKandKmicrobiotaKonKdiseaseKseverityKamongKinfantsK
withKbronchiolitis_KAllergy:aEuropeanaJournalaofaAllergyaandaClinicalaImmunologyWK2017WKidWKcikhYcjbb 9.3 17

73 MurineKmodelKofKchemotherapyYinducedKextraintestinalKpathogenicKwscherichiaKcoliKtranslocation_K
InfectionaandaImmunityWK2015WKjeWKedfeYgh 3.7 17

72 vietaryKinflammatoryKpotentialKinKrelationKtoKtheKgutKmicrobiomelKresultsKfromKaKcrossYsectionalK
study_KBritishaJournalaofaNutritionWK2020WKcdfWKkecYkfd 3.6 17

71 uhromosomalKsystemKforKstudyingKsmpuYmediatedKbetaYlactamKresistanceKmutationKinKwscherichiaK
coli_KAntimicrobialaAgentsaandaChemotherapyWK2002WKfhWKcgegYk 5.9 17

70  nsularKrestingKstateKfunctionalKconnectivityKisKassociatedKwithKgutKmicrobiotaKdiversity_KEuropeana
JournalaofaNeuroscienceWK2019WKgbWKdffhYdfgd 3.5 17

69 yeneticKandKwnvironmentalKveterminantsKofKOtitisKMediaKinKanK ndigenousKxilipinoKPopulation_K
OtolaryngologyaoaHeadaandaNeckaSurgeryWK2016WKcggWKjghYjhd 5.5 16

68 OralKmicrobiotaKrevealsKsignsKofKacculturationKinKMexicanKsmericanKwomen_KPLoSaONEWK2018WKceWKebckfcbb3.7 16

67 MetabolomicKsignaturesKdistinguishKtheKimpactKofKformulaKcarbohydratesKonKdiseaseKoutcomeKinKaK
pretermKpigletKmodelKofKβwu_KMicrobiomeWK2018WKhWKccc 16.6 15

66 SerumKööYeiKöevelsKsssociatedKWithKSeverityKofKtronchiolitisKandKViralKwtiology_KClinicalaInfectiousa
DiseasesWK2017WKhgWKkhiYkig 11.6 15

65 MonotonousKdietsKprotectKagainstKacuteKcolitisKinKmicelKepidemiologicKandKtherapeuticKimplications_K
JournalaofaPediatricaGastroenterologyaandaNutritionWK2013WKghWKgffYgb 2.8 15

64 yenerationKandKvalidationKofKaKShewanellaKoneidensisKMRYcKcloneKsetKforKproteinKexpressionKandK
phageKdisplay_KPLoSaONEWK2008WKeWKedkje 3.7 15

63
UsingKformalinKfixedKparaffinKembeddedKtissueKtoKcharacterizeKtheKpretermKgutKmicrobiotaKinK
necrotisingKenterocolitisKandKspontaneousKisolatedKperforationKusingKmarginalKandKdiseasedKtissue_K
BMCaMicrobiologyWK2019WKckWKgd

4.5 14

62 TheKchangingKlandscapeKofKtypeKcKdiabeteslKrecentKdevelopmentsKandKfutureKfrontiers_KCurrenta
DiabetesaReportsWK2013WKceWKhfdYgb 5.6 14

61 uomparisonKofKMethodsKToKuollectKxecalKSamplesKforKMicrobiomeKStudiesKUsingKWholeYyenomeK
ShotgunKMetagenomicKSequencing_KMSphereWK2020WKgWK 5 13

60 MicrobialYverivedKMetabolitesKReflectKanKslteredK ntestinalKMicrobiotaKduringKuatchYUpKyrowthKinK
UndernourishedKβeonatalKMice_KJournalaofaNutritionWK2016WKcfhWKkfbYj 4.1 13

59 sssociationKofKMaternalKyestationalKWeightKyainKWithKtheK nfantKxecalKMicrobiota_KJournalaofa
PediatricaGastroenterologyaandaNutritionWK2017WKhgWKgbkYgcg 2.8 12

(2017-2015)
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58 SerumKMetabolomeK sKsssociatedKWithKtheKβasopharyngealKMicrobiotaKandKviseaseKSeverityK
smongK nfantsKWithKtronchiolitis_KJournalaofaInfectiousaDiseasesWK2019WKdckWKdbbgYdbcf 7 12

57 srginineKMetabolismK sKslteredKinKsdultsKwithKsY˛†´ V´ ïetosisYProneKviabetes_KJournalaofaNutritionWK
2018WKcfjWKcjgYcke 4.1 12

56 wnteroaggregativeKw_KcoliKsdherenceKtoKzumanKzeparanKSulfateKProteoglycansKvrivesKSegmentKandK
zostKSpecificKResponsesKtoK nfection_KPLoSaPathogensWK2020WKchWKecbbjjgc 7.6 12

55 sKtypeKV  KsecretionKsystemKofKStreptococcusKgallolyticusKsubsp_KgallolyticusKcontributesKtoKgutK
colonizationKandKtheKdevelopmentKofKcolonKtumors_KPLoSaPathogensWK2021WKciWKecbbkcjd 7.6 12

54 OralKinsulinKimmunotherapyKinKchildrenKatKriskKforKtypeKcKdiabetesKinKaKrandomisedKcontrolledKtrial_K
DiabetologiaWK2021WKhfWKcbikYcbkd 10.3 11

53 öongitudinalKuhangesKinKwarlyKβasalKMicrobiotaKandKtheKRiskKofKuhildhoodKssthma_KPediatricsWK2020WK
cfhWK 7.4 10

52 RestructuringKtheKyutKMicrobiotaKbyK ntermittentKxastingKöowersKtloodKPressure_KCirculationa
ResearchWK2021WKcdjWKcdfbYcdgf 15.7 9

51 zoustonKhurricaneKzarveyKhealthKSzoustonYezTKstudylKassessmentKofKallergicKsymptomsKandKstressK
afterKhurricaneKzarveyKflooding_KEnvironmentalaHealthWK2021WKdbWKk 6 9

50 SphingolipidKmetabolismKpotentialKinKfecalKmicrobiomeKandKbronchiolitisKinKinfantslKaKcaseYcontrolK
study_KBMCaResearchaNotesWK2017WKcbWKedg 2.3 8

49 sssociationKofKdiversityKandKcompositionKofKtheKgutKmicrobiomeKwithKdifferentialKresponsesKtoKPvYcK
basedKtherapyKinKpatientsKwithKmetastaticKmelanoma__KJournalaofaClinicalaOncologyWK2017WKegWKdYd 2.2 8

48 OligonucleotideKcaptureKsequencingKofKtheKSsRSYuoVYdKgenomeKandKsubgenomicKfragmentsKfromK
uOV vYckKindividualsK2020WK 8

47 OligonucleotideKcaptureKsequencingKofKtheKSsRSYuoVYdKgenomeKandKsubgenomicKfragmentsKfromK
uOV vYckKindividuals_KPLoSaONEWK2021WKchWKebdfffhj 3.7 8

46 OligonucleotideKuaptureKSequencingKofKtheKSsRSYuoVYdKyenomeKandKSubgenomicKxragmentsKfromK
uOV vYckK ndividualsK2020WK 7

45 UniversalKmicrobialKdiagnosticsKusingKrandomKvβsKprobes_KScienceaAdvancesWK2016WKdWKechbbbdg 14.3 6

44 xungalKcutaneousKmicrobiomeKandKhostKdeterminantsKinKpretermKandKtermKneonates_KPediatrica
ResearchWK2020WKjjWKddgYdee 3.2 6

43 slcoholKuseKaltersKtheKcolonicKmucosaYassociatedKgutKmicrobiotaKinKhumans_KNutritionaResearchWK
2020WKjeWKcckYcdj 4 6

42 zighYQualityKvraftKyenomeKSequenceKofKxrancisellaKtularensisKsubsp_KholarcticaKStrainKORkhYbdfh_K
GenomeaAnnouncementsWK2015WKeWK 5

41 MaternalKxishKuonsumptionKinKPregnancyK sKsssociatedKwithKaKYvominantKMicrobiomeKProfileKinK
 nfants_KCurrentaDevelopmentsainaNutritionWK2020WKfWKnzzcee 0.4 5
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40  mpactKofKviabetesKonKtheKyutKandKSalivaryK gsKMicrobiomes_KInfectionaandaImmunityWK2020WKjjWK 3.7 5

39
wxplorationKofKtheKVaginalKandKyutKMicrobiomeKinKsfricanKsmericanKWomenKbyKtodyKMassK ndexWK
ulassKofKObesityWKandKyestationalKWeightKyainlKsKPilotKStudy_KAmericanaJournalaofaPerinatologyWK2020
WKeiWKcchbYccid

3.3 5

38 uirculatingKdgYhydroxyvitaminKvWKnasopharyngealKmicrobiotaWKandKbronchiolitisKseverity_KPediatrica
AllergyaandaImmunologyWK2018WKdkWKjiiYjjb 4.2 5

37 TheKxecalKMicrobiomeKinK nfantsKWithKtiliaryKstresiaKsssociatesKWithKtileKxlowKsfterKïasaiK
Portoenterostomy_KJournalaofaPediatricaGastroenterologyaandaNutritionWK2020WKibWKijkYikg 2.8 4

36 SMRTKSequencingKofKParameciumKtursariaKuhlorellaKVirusYcKRevealsKviverseKMethylationKStabilityKinK
sdeninesKTargetedKbyKRestrictionKModificationKSystems_KFrontiersainaMicrobiologyWK2020WKccWKjji 5.7 4

35 xructanYsensitiveKchildrenKwithKirritableKbowelKsyndromeKhaveKdistinctKgutKmicrobiomeKsignatures_K
AlimentaryaPharmacologyaandaTherapeuticsWK2021WKgeWKfkkYgbk 6.1 4

34 uompleteKyenomeKSequenceKofKStreptococcusKmitisKStrainKSVyS_bhcK solatedKfromKaKβeutropenicK
PatientKwithKViridansKyroupKStreptococcalKShockKSyndrome_KGenomeaAnnouncementsWK2016WKfWK 4

33
TheKtwKyOβwKtrialKstudyKprotocollKaKrandomizedKcrossoverKdietaryKinterventionKofKdryKbeansK
targetingKtheKgutKmicrobiomeKofKoverweightKandKobeseKpatientsKwithKaKhistoryKofKcolorectalKpolypsK
orKcancer_KBMCaCancerWK2019WKckWKcdee

4.8 4

32 TheKgutKmicrobiomeKcontributesKtoKbloodYbrainKbarrierKdisruptionKinKspontaneouslyKhypertensiveK
strokeKproneKrats_KFASEBaJournalWK2021WKegWKedcdbc 0.9 4

31
vecreaseKinKacetylYuosKpathwayKutilizingKbutyrateYproducingKbacteriaKisKaKkeyKpathogenicKfeatureK
ofKalcoholYinducedKfunctionalKgutKmicrobialKdysbiosisKandKdevelopmentKofKliverKdiseaseKinKmice_KGuta
MicrobesWK2021WKceWKckfhehi

8.8 4

30 uompleteKyenomeKSequenceKofKsTuuKfekfd_KGenomeaAnnouncementsWK2017WKgWK 3

29 taselineKOralKMicrobiomeKandKsllYcancerK ncidenceKinKaKuohortKofKβonsmokingKMexicanKsmericanK
Women_KCanceraPreventionaResearchWK2021WKcfWKejeYekd 3.2 3

28 zabitualKSleepKvurationKandKtheKuolonicKMucosaYsssociatedKyutKMicrobiotaKinKzumansYsKPilotK
Study_KClocksagaSleepWK2021WKeWKejiYeki 2.9 3

27 TheKyutKandKuervicalKMicrobiomeKPromoteK mmuneKsctivationKandKResponseKtoKuhemoradiationKinK
uervicalKuancer_KSSRNaElectronicaJournalW 1 2

26 vriversKofKtranscriptionalKvarianceKinKhumanKintestinalKepithelialKorganoids_KPhysiologicalaGenomicsWK
2021WKgeWKfjhYgbj 3.6 2

25 OralKzealthKandKtheKslteredKuolonicKMucosaYsssociatedKyutKMicrobiota_KDigestiveaDiseasesaanda
SciencesWK2021WKhhWKdkjcYdkkc 4 2

24 RationaleWKdesignKandKbaselineKcharacteristicsKofKtheKMicrobiomeKandK nsulinKöongitudinalK
wvaluationKStudyKSM öwST_KDiabetesnaObesityaandaMetabolismWK2020WKddWKckihYckjf 6.7 2

23 wffectKofKsntibioticsKonKyutKandKVaginalKMicrobiomesKsssociatedKwithKuervicalKuancerKvevelopmentK
inKMice_KCanceraPreventionaResearchWK2020WKceWKkkiYcbbh 3.2 2

(2020-2020)
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22 vistinctKgeneKexpressionKprofilesKbetweenKhumanKpretermYderivedKandKadultYderivedKintestinalK
organoidsKexposedKtoKlKaKpilotKstudy__KGutWK2021WK 19.2 2

21
 dentificationKofKnovelKandKcrossYspeciesKseroreactiveKproteinsKfromKtacillusKanthracisKusingKaK
ligationYindependentKcloningYbasedWKSOSYinducibleKexpressionKsystem_KMicrobialaPathogenesisWK2012
WKgeWKdgbYj

3.8 1

20 MicrobiomeKResponsesKtoKVancomycinKTreatmentKinKaKuhildKWithKPrimaryKSclerosingKuholangitisK
andKUlcerativeKuolitis_KACGaCaseaReportsaJournalWK2021WKjWKebbgii 0.6 1

19
viversityKandKcompositionKofKgutKmicrobiomeKofKcervicalKcancerKpatientslKvoKresultsKofKchSKrRβsK
sequencingKandKwholeKgenomeKsequencingKapproachesKalignq_KJournalaofaMicrobiologicalaMethodsWK
2021WKcjgWKcbhdce

2.8 1

18 yutKMicrobiomeKProfilesKandKsssociatedKMetabolicKPathwaysKinKz VY nfectedKTreatmentYβaˆflveK
Patients_KCellsWK2021WKcbWK 7.9 1

17 uhallengesKofKxrancisellaKclassificationKexemplifiedKbyKanKatypicalKclinicalKisolate_KDiagnostica
MicrobiologyaandaInfectiousaDiseaseWK2018WKkbWKdfcYdfi 2.9 1

16 UrinaryKTractK nfectionsKinKuhildrenKwithKVesicoureteralKRefluxKsreKsccompaniedKbyKslterationsKinK
UrinaryKMicrobiotaKandKMetabolomeKProfiles_KEuropeanaUrologyWK2021WKjcWKcgcYcgc 10.2 1

15 MultipleKRespiratoryKSyncytialKVirusKSRSVTKStrainsK nfectingKzwpYdKandKsgfkKuellsKRevealKuellK
öineYvependentKvifferencesKinKResistanceKtoKRSVK nfection__KJournalaofaVirologyWK2022WKebckbfdc 6.6 1

14 öyophilizedKxecalKMicrobiotaKTransplantationKuapsulesKforKRecurrentKulostridiumKdifficileK nfection_K
OpenaForumaInfectiousaDiseasesWK2017WKfWKSejcYSejc 1 0

13
sgeYsssociatedKyutKvysbiosisWKMarkedKbyKöossKofKtutyrogenicKPotentialWKuorrelatesKWithKslteredK
PlasmaKTryptophanKMetabolitesKinKOlderKPeopleKöivingKWithKz V__KJournalaofaAcquiredaImmunea
DeficiencyaSyndromesais999kWK2022WKjkWKSghYShf

3.1 0

12 TheKimpactKofKtheKThcilTregKaxisKonKtheK gsYtiomeKacrossKtheKglycemicKspectrum_KPLoSaONEWK2021WK
chWKebdgjjcd 3.7 0

11
wxplorationKofKvietKQualityKbyKObesityKSeverityKinKsssociationKwithKyestationalKWeightKyainKandK
vistalKyutKMicrobiotaKinKPregnantKsfricanKsmericanKWomenlKOpportunitiesKforK ntervention_K
MaternalaandaChildaHealthaJournalWK2021WKc

2.4 0

10 idUrinaryKMicrobiotaKviversityKsssociatedKwithKProtectionKfromK nfectionKinKuatheterizedKPatients_K
OpenaForumaInfectiousaDiseasesWK2014WKcWKScYSc 1

9 sssociationKofKchangesKinKvaginalKmicrobiomeKwithKoligoclonalKTYcellKexpansionKandKearlyKresponseK
toKchemoradiationKforKcervicalKcancer__KJournalaofaClinicalaOncologyWK2018WKehWKjYj 2.2

8 βeonatalKOralKwxposureKtoKwnvironmentalKuhemicalsKProducesKPersistentKvysbiosisKuorrespondingK
toKzepaticKwpigeneticKReprogrammingKinKsdultKMice_KFASEBaJournalWK2019WKeeWKlbde 0.9

7
 sKtheKgutKmicrobiotaKassociatedKwithKsuicidalityqKβonYsignificantKfindingKamongKaKlargeKcohortKofK
psychiatricallyKhospitalizedKindividualsKwithKseriousKmentalKillness_KJournalaofaAffectiveaDisordersa
ReportsWK2021WKhWKcbbdhh

1.4

6 PromiseKandKPragmatismKinKulinicalKMicrobiomeKResearch_KMinioReviewsainaMedicinalaChemistryWK2015
WKchWKdddYf 3.2

5 sKstudyKofKinnateKimmuneKkineticsKrevealsKaKroleKforKaKchlorideKtransporterKinKaKvirulentKxrancisellaK
tularensisKtypeKtKstrain_KMicrobiologyOpenWK2021WKcbWKeccib 3.4
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4 wnteroaggregativeKw_KcoliKsdherenceKtoKzumanKzeparanKSulfateKProteoglycansKvrivesKSegmentKandK
zostKSpecificKResponsesKtoK nfectionK2020WKchWKecbbjjgc

3 wnteroaggregativeKw_KcoliKsdherenceKtoKzumanKzeparanKSulfateKProteoglycansKvrivesKSegmentKandK
zostKSpecificKResponsesKtoK nfectionK2020WKchWKecbbjjgc

2 wnteroaggregativeKw_KcoliKsdherenceKtoKzumanKzeparanKSulfateKProteoglycansKvrivesKSegmentKandK
zostKSpecificKResponsesKtoK nfectionK2020WKchWKecbbjjgc

1 wnteroaggregativeKw_KcoliKsdherenceKtoKzumanKzeparanKSulfateKProteoglycansKvrivesKSegmentKandK
zostKSpecificKResponsesKtoK nfectionK2020WKchWKecbbjjgc
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