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Brain Communications, 2022, 5, . 2.0 34

11 Development of novel bioassays to detect soluble and aggregated Huntingtin proteins on three technology
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12 Ablation of kynurenine 3-monooxygenase rescues plasma inflammatory cytokine levels in the R6/2 mouse model
of Huntington’s disease. Scientific Reports, 2021, 11, . 2.7 27

13 The heat shock response, determined by QuantiGene multiplex, is impaired in HD mouse models and not caused
by HSF1 reduction. Scientific Reports, 2021, 11, . 2.7 9

14 Use of high-content imaging to quantify transduction of AAV-PHP viruses in the brain following systemic
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15 Correlative light and electron microscopy suggests that mutant huntingtin dysregulates the endolysosomal
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16 Small, Seeding-Competent Huntingtin Fibrils Are Prominent Aggregate Species in Brains of zQ175 Huntington’s
Disease Knock-in Mice. Frontiers in Neuroscience, 2021, 15, . 2.0 13

17 Transglutaminase 6 Is Colocalized and Interacts with Mutant Huntingtin in Huntington Disease Rodent Animal
Models. International Journal of Molecular Sciences, 2021, 22, 8914. 3.2 10
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Huntington’s disease. Cell Reports, 2021, 36, 109649. 4.4 87
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19 Silencing Srsf6 does not modulate incomplete splicing of the huntingtin gene in Huntington’s disease models.
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20 Subcellular Localization And Formation Of Huntingtin Aggregates Correlates With Symptom Onset And
Progression In A Huntington’S Disease Model. Brain Communications, 2020, 2, . 2.0 62

21 Expression of mutant exon 1 huntingtin fragments in human neural stem cells and neurons causes inclusion
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22 MEF2 impairment underlies skeletal muscle atrophy in polyglutamine disease. Acta Neuropathologica, 2020,
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models. EMBO Journal, 2020, 39, . 5.1 57
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27 Extensive Expression Analysis of Htt Transcripts in Brain Regions from the zQ175 HD Mouse Model Using a
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28 Inhibition of tumour necrosis factor alpha in the R6/2 mouse model of Huntington’s disease by etanercept
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31 mHTT Seeding Activity: A Marker of Disease Progression and Neurotoxicity in Models of Huntington’s Disease.
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32 In vivo neutralization of the protagonist role of macrophages during the chronic inflammatory stage of
Huntington’s disease. Scientific Reports, 2018, 8, . 2.7 52

33 The pathogenic exon 1 HTT protein is produced by incomplete splicing in Huntington’s disease patients.
Scientific Reports, 2017, 7, . 2.7 238

34 Myostatin inhibition prevents skeletal muscle pathophysiology in Huntington’s disease mice. Scientific Reports,
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35 HSF1-dependent and -independent regulation of the mammalian in vivo heat shock response and its impairment
in Huntington's disease mouse models. Scientific Reports, 2017, 7, . 2.7 36

36 Disruption to schizophrenia-associated gene Fez1 in the hippocampus of HDAC11 knockout mice. Scientific
Reports, 2017, 7, . 2.7 28
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39 Correlations of Behavioral Deficits with Brain Pathology Assessed through Longitudinal MRI and Histopathology
in the HdhQ150/Q150 Mouse Model of Huntington’s Disease. PLoS ONE, 2017, 12, e0168556. 1.5 20
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41 Embryonic Mutant Huntingtin Aggregate Formation in Mouse Models of Huntington’s Disease. Journal of
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44 In Vivo Profiling Reveals a Competent Heat Shock Response in Adult Neurons: Implications for
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45 Characterisation of immune cell function in fragment and full-length Huntington's disease mouse models.
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neurotoxicity. Genome Research, 2015, 25, 701-713. 3.3 26
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54 Contesting the dogma of an age-related heat shock response impairment: implications for cardiac-specific
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59 SUMO-2 and PIAS1 Modulate Insoluble Mutant Huntingtin Protein Accumulation. Cell Reports, 2013, 4,
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60 HDAC4 Reduction: A Novel Therapeutic Strategy to Target Cytoplasmic Huntingtin and Ameliorate
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Aberrant splicing of
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63 Correlations of Behavioral Deficits with Brain Pathology Assessed through Longitudinal MRI and Histopathology
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64 HDAC4 Does Not Act as a Protein Deacetylase in the Postnatal Murine Brain In Vivo. PLoS ONE, 2013, 8,
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65 Correlations of Behavioral Deficits with Brain Pathology Assessed through Longitudinal MRI and Histopathology
in the R6/1 Mouse Model of Huntington’s Disease. PLoS ONE, 2013, 8, e84726. 1.5 45

66 Genetic Knock-Down of Hdac3 Does Not Modify Disease-Related Phenotypes in a Mouse Model of Huntington's
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67 Suppression of protein aggregation by chaperone modification of high molecular weight complexes. Brain,
2012, 135, 1180-1196. 5.9 110

68 Implantation of undifferentiated and pre-differentiated human neural stem cells in the R6/2 transgenic mouse
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69 TR-FRET-Based Duplex Immunoassay Reveals an Inverse Correlation of Soluble and Aggregated Mutant
huntingtin in Huntington's Disease. Chemistry and Biology, 2012, 19, 264-275. 4.7 79

70 SIRT2 Ablation Has No Effect on Tubulin Acetylation in Brain, Cholesterol Biosynthesis or the Progression of
Huntington's Disease Phenotypes In Vivo. PLoS ONE, 2012, 7, e34805. 1.5 122

71 Fragments of HdhQ150 Mutant Huntingtin Form a Soluble Oligomer Pool That Declines with Aggregate
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72 Oral Administration of the Pimelic Diphenylamide HDAC Inhibitor HDACi 4b Is Unsuitable for Chronic Inhibition
of HDAC Activity in the CNS In Vivo. PLoS ONE, 2012, 7, e44498. 1.5 37
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74 Hdac6 Knock-Out Increases Tubulin Acetylation but Does Not Modify Disease Progression in the R6/2 Mouse
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75 Gastrointestinal dysfunction contributes to weight loss in Huntington's disease mice. Neurobiology of Disease,
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90 Genetic Knock-Down of HDAC7 Does Not Ameliorate Disease Pathogenesis in the R6/2 Mouse Model of
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100 Global changes to the ubiquitin system in Huntington's disease. Nature, 2007, 448, 704-708. 30.6 501

101 Metabolic Characterization of the R6/2 Transgenic Mouse Model of Huntington's Disease by High-Resolution
MAS1H NMR Spectroscopy. Journal of Proteome Research, 2006, 5, 483-492. 2.2 122

102 Histone deacetylase inhibitors as therapeutics for polyglutamine disorders. Nature Reviews Neuroscience, 2006,
7, 784-796. 14.5 198

103 Mouse Models of Triplet Repeat Diseases. Molecular Biotechnology, 2006, 32, 147-158. 1.7 20

104 Evaluation of the benzothiazole aggregation inhibitors riluzole and PGL-135 as therapeutics for Huntington's
disease. Neurobiology of Disease, 2006, 21, 228-236. 3.5 75
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proteasome activator REGγ as a therapeutic target. Human Molecular Genetics, 2006, 15, 665-665. 2.1 1



8

Gillian  Bates

# Article IF Citations

109 Progressive alterations in the hypothalamic-pituitary-adrenal axis in the R6/2 transgenic mouse model of
Huntington's disease. Human Molecular Genetics, 2006, 15, 1713-1721. 2.1 128

110 Biomarkers for neurodegenerative diseases. Current Opinion in Neurology, 2005, 18, 698-705. 2.4 78
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