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The prognostic impact of minimal residual disease in patients with chronic lymphocytic leukemia

requiring first-line therapy. Haematologica, 2014, 99, 873-880. 3.5 32

Sporadic and reversible chromothripsis in chronic lymphocytic leukemia revealed by longitudinal
genomic analysis. Leukemia, 2013, 27, 2376-2379.
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