
Arshi Arora

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/4330164/publications.pdf

Version: 2024-02-01

16

papers

1,081

citations

12

h-index

759233

16

g-index

940533

17

all docs

17

docs citations

17

times ranked

2582

citing authors



Arshi Arora

2

# Article IF Citations

1
Next-Generation Sequencing of Pulmonary Large Cell Neuroendocrine Carcinoma Reveals Small Cell
Carcinomaâ€“like and Nonâ€“Small Cell Carcinomaâ€“like Subsets. Clinical Cancer Research, 2016, 22,
3618-3629.

7.0 342

2 Adipocyte-Derived Lipids Mediate Melanoma Progression via FATP Proteins. Cancer Discovery, 2018, 8,
1006-1025. 9.4 248

3
Next-Generation Sequencing of Stage IV Squamous Cell Lung Cancers Reveals an Association of PI3K
Aberrations and Evidence of Clonal Heterogeneity in Patients with Brain Metastases. Cancer
Discovery, 2015, 5, 610-621.

9.4 129

4 Integrating Clinical and Multiple Omics Data for Prognostic Assessment across Human Cancers.
Scientific Reports, 2017, 7, 16954. 3.3 79

5 LAG-3 expression on peripheral blood cells identifies patients with poorer outcomes after immune
checkpoint blockade. Science Translational Medicine, 2021, 13, . 12.4 54

6 A Validated Prognostic Multigene Expression Assay for Overall Survival in Resected Colorectal
Cancer Liver Metastases. Clinical Cancer Research, 2016, 22, 2575-2582. 7.0 40

7 An IRAK1â€“PIN1 signalling axis drives intrinsic tumour resistance to radiation therapy. Nature Cell
Biology, 2019, 21, 203-213. 10.3 38

8
Radiogenomics of rectal adenocarcinoma in the era of precision medicine: A pilot study of
associations between qualitative and quantitative MRI imaging features and genetic mutations.
European Journal of Radiology, 2019, 113, 174-181.

2.6 38

9 Therapeutic Implications of Detecting MAPK-Activating Alterations in Cutaneous and Unknown
Primary Melanomas. Clinical Cancer Research, 2021, 27, 2226-2235. 7.0 25

10 Pan-cancer identification of clinically relevant genomic subtypes using outcome-weighted integrative
clustering. Genome Medicine, 2020, 12, 110. 8.2 22

11 Identifying Etiologically Distinct Subâ€•Types of Cancer: A Demonstration Project Involving Breast
Cancer. Cancer Medicine, 2015, 4, 1432-1439. 2.8 15

12 Sunburn, sun exposure, and sun sensitivity in the Study of Nevi in Children. Annals of Epidemiology,
2015, 25, 839-843.e4. 1.9 13

13 Comparative genomics of primary prostate cancer and paired metastases: insights from 12 molecular
case studies. Journal of Pathology, 2022, 257, 274-284. 4.5 13

14 Using somatic variant richness to mine signals from rare variants in the cancer genome. Nature
Communications, 2019, 10, 5506. 12.8 10

15 Community-wide hackathons to identify central themes in single-cell multi-omics. Genome Biology,
2021, 22, 220. 8.8 9

16 Incidence and Management of Proteasome Inhibitor-Related Cardiotoxicity in Multiple Myeloma
Patients at Memorial Sloan Kettering Cancer Center. Blood, 2015, 126, 4265-4265. 1.4 6


