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996 yewFpvidenceFofFtheFtmportanceFofF eakFtnteractionsFinFtheFqormationFofF†xwSmodiesTTF
InternationalUJournalUofUMolecularUSciencesRF2022RFXYRF 6.3 2

995 lgeSdependentFaggregationFofF˛–SsynucleinFinFtheFnervousFsystemFofFgutSbrainFaxisFisFassociatedF
withFcaspaseSWFactivationTTFMetabolicUBrainUDiseaseRF2022RFW 3.9 0

994 watentFpotentialsFofFcamelMsFmilkTTFEuropeanUFoodUResearchUandUTechnologyRF2022RFXZcRFWSX 3.4

993 pxperimentalFmethodsFtoFstudyFintrinsicallyFdisorderedFproteinsF2022RF_V_S_YY 2

992 mioactiveF†eptideseF“ynthesisRF“ourcesRFlpplicationsRFandF†roposedFxechanismsFofFlctionTTF
InternationalUJournalUofUMolecularUSciencesRF2022RFXYRF 6.3 14

991 xethodsFtoFstudyFtheFeffectFofFsolutionFvariablesFonFtheFconformationalFdynamicsFofFintrinsicallyF
disorderedFproteinsF2022RF__WS_aY

990 nomputationalFmethodsFtoFstudyFintrinsicallyFdisorderedFproteinsF2022RFZcdS_VZ 1

989 tdentificationFofFtheF“l’“Sno—SXFsurfaceFtherapeuticFtargetsFandFdrugsFusingFmolecularFmodelingF
methodsFforFinhibitionFtheFvirusFentryTTFJournalUofUMolecularUStructureRF2022RFWYXZcc 3.4 1

988 ”heFimportanceFofFaccessoryFproteinFvariantsFinFtheFpathogenicityFofF“l’“Sno—SXTTFArchivesUofU
BiochemistryUandUBiophysicsRF2022RFbWbRFWVdWXZ 4.1 2

987 ”heFaqueousFhumorFproteomeFisFintrinsicallyFdisorderedTTFBiochemistryUandUBiophysicsUReportsRF2022RF
XdRFWVWXVX 2.2

986 ”heFamyloidFstateFofFproteinseFlFboonForFbanejTFInternationalUJournalUofUBiologicalUMacromoleculesRF
2022RFXVVRF_dYSaWb 7.9 0

985 nomputationalRFpxperimentalRFandFnlinicalFpvidenceFofFaF“pecificFbutF†eculiarFpvolutionaryFyatureF
ofFNnz—toSWdOF“l’“Sno—SXTTFJournalUofUProteomeUResearchRF2022RF 5.6 3

984 noSoptingFdisorderFintoFordereFtntrinsicallyFdisorderedFproteinsFandFtheFearlyFevolutionFofFcomplexF
multicellularityTTFInternationalUJournalUofUBiologicalUMacromoleculesRF2022RFXVWRFXdSYa 7.9 1

983 †haseFseparationFofFqrSnucleoporinsFinFnuclearFporeFcomplexesTTFBiochimicaUEtUBiophysicaUActaUkU
MolecularUCellUResearchRF2022RFWcadRFWWdXV_ 4.9 4

982 qromFQuantumFxechanicsRFnlassicalFxechanicsRFandFmioinformaticsFtoFlrtificialFtntelligenceF“tudiesF
inFyeurodegenerativeFoiseasesTTFMethodsUinUMolecularUBiologyRF2022RFXYZVRFWYdSWbY 1.4

981 tntrinsicallyFoisorderedF†roteinseFnriticalFnomponentsFofFtheF etwareTTFChemicalUReviewsRF2022RF 68.1 4

980 qerritinophagyFandF˛–S“ynucleineF†harmacologicalF”argetingFofFlutophagyFtoF’estoreFtronF
’egulationFinF†arkinsonMsFoiseaseTTFInternationalUJournalUofUMolecularUSciencesRF2022RFXYRF 6.3 1
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979 tdentificationFofFintrinsicallyFdisorderFregionsFinFnonSstructuralFproteinsFofF“l’“Sno—SXeFyewF
insightsFintoFdrugFandFvaccineFresistanceTTFMolecularUandUCellularUBiochemistryRF2022RFZbbRFWaVb 4.2 0

978 tntrinsicallyFdisorderedFproteinsFplayFdiverseFrolesFinFcellFsignalingTTFCellUCommunicationUandU
SignalingRF2022RFXVRFXV 7.5 8

977 tntrinsicFdisorderFinFproteinsFassociatedFwithFoxidativeFstressSinducedFuyvFsignalingTTFCellularUandU
MolecularULifeUSciencesRF2022RFbdRFXVX 10.3 2

976 l”†FsynthaseFqqFstructureRFfunctionRFandFstructureSbasedFdrugFdesignTTFCellularUandUMolecularULifeU
SciencesRF2022RFbdRFWbd 10.3 0

975 mxtWF“ilencingFtnducesFxitochondrialFoysfunctionFinFwungFppithelialFnellsFpxposedFtoFsyperoxiaTTF
FrontiersUinUPhysiologyRF2022RFWYRFcWZ_WV 4.6

974 tntrinsicallyFdisorderedFproteinseFpnsemblesFatFtheFlimitsFofFlnfinsenMsFdogmaTFBiophysicsUReviewsRF
2022RFYRFVWWYVa 2.6 1

973 lnFissueFofFconcerneFuniqueFtruncatedFz’qcFproteinFvariantsFofF“l’“Sno—SXTTFPeerJRF2022RFWVRFeWYWYa 3.1 1

972 lnFlyurgenomicsFlpproacheF†rakritiSmasedForugFoiscoveryFandFoevelopmentFforF†ersonalizedF
nareTTFFrontiersUinUPharmacologyRF2022RFWYRFcaacXb 5.6

971 oesignFandFlnalysisFofFaFxutantFformFofFtheFtceSmindingF†roteinFfromFnhoristoneuraFfumiferanaTTF
ProteinUJournalRF2022RFW 3.9 0

970 mrainFxetaboliteRFxyoSinositolRFtnhibitsFnatalaseFlctivityeFlFxechanismFofFtheFoistortionFofFtheF
lntioxidantFoefenseF“ystemFinFllzheimerMsFdiseaseTTFACSUOmegaRF2022RFbRFWXadVSWXbVV 3.9 1

969 wiquidSliquidFphaseFseparationFasFanForganizingFprincipleFofFintracellularFspaceeFoverviewFofFtheF
evolutionFofFtheFcellFcompartmentalizationFconceptTTFCellularUandUMolecularULifeUSciencesRF2022RFbdRFX_W 10.3 9

968  ouldFyewF“l’“Sno—SXF—ariantsFnhangeFtheF arFagainstFnz—toSWdjTFEpidemiologiaRF2022RFYRFXXdSXYb 2.8 0

967 lssociationsFandFoiseaseâ��oiseaseFtnteractionsFofFnz—toSWdFwithFnongenitalFandFreneticFoisorderseF
lFnomprehensiveF’eviewTFVirusesRF2022RFWZRFdWV 6.2 1

966  hatFtsF†arvalbuminFforjTFBiomoleculesRF2022RFWXRFa_a 5.9 2

965 ”heaterFinFtheF“elfSnleaningFnelleFtntrinsicallyFoisorderedF†roteinsForF†roteinF’egionsFlctingFwithF
xembranesFinFlutophagyTFMembranesRF2022RFWXRFZ_b 3.8 0

964 “hellFoisorderFxodelsFoetectF”hatFzmicronFsasFsarderF“hellsFwithFlttenuationFbutFtsFyotFaF
oescendantFofFtheF uhanSsuSWF“l’“Sno—SXTFBiomoleculesRF2022RFWXRFaYW 5.9 1

963 tbuprofenFqavorsFmindingFofFlmyloidS˛†F†eptideFtoFttsFoepotRF“erumFllbuminTFInternationalUJournalU
ofUMolecularUSciencesRF2022RFXYRFaWac 6.3 1

962 mtl†““eFlFnomprehensiveF†hysicochemicalFlnalyzerFofF†roteinsF–ndergoingFwiquidâ��wiquidF†haseF
“eparationTFInternationalUJournalUofUMolecularUSciencesRF2022RFXYRFaXVZ 6.3 4
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961 yaturalFcontainerFforFdrugFstorageFandFdeliveryeFchimericFrq†FwithFembeddedFxenogenicFpeptideTF
JournalUofUBiomolecularUStructureUandUDynamicsRF2021RFYdRFZWdXSZWdb 3.6

960 znFtheFpotentialFroleFofFexosomesFinFtheFnz—toSWdFreinfectionUreactivationFopportunityTFJournalUofU
BiomolecularUStructureUandUDynamicsRF2021RFYdRF_cYWS_cZX 3.6 37

959 “pecificFcytokinesFofFinterleukinSaFfamilyFinteractFwithF“WVVFproteinsTTFCellUCalciumRF2021RFWVWRFWVX_XV 4 1

958 pmergenceFofFuniqueF“l’“Sno—SXFz’qWVFvariantsFandFtheirFimpactFonFproteinFstructureFandF
functionTFInternationalUJournalUofUBiologicalUMacromoleculesRF2021RFWdZRFWXcSWZY 7.9 2

957 ”heFgutFmetaboliteRFtrimethylamineFySoxideFinhibitsFproteinFfoldingFbyFaffectingFcisStransF
isomerizationFandFinducesFcellFcycleFarrestTTFCellularUandUMolecularULifeUSciencesRF2021RFbdRFWX 10.3 1

956 ”heFproteinFdisorderFcycleTTFBiophysicalUReviewsRF2021RFWYRFWW__SWWaX 3.7 3

955 †rotectiveFqaceFxaskseFnurrentF“tatusFandFqutureF”rendsTFACSUAppliedUMaterialsUdampyUInterfacesRF
2021RFWYRF_abX_S_ab_W 9.5 16

954 qunctionalFimpactFofFtitinFN””yOFmutationsFinFocularFsurfaceFsquamousFneoplasiaTFInternationalU
JournalUofUBiologicalUMacromoleculesRF2021RFWd_RFdYSdY 7.9 0

953
“tructuralFandFfunctionalFsignificanceFofFtheFaminoFacidFdifferencesF—al”hrRF“erllaRFlsn“erRFandF
lla“erFinFYnSlikeFproteinasesFfromF“l’“Sno—SXFandF“l’“Sno—TFInternationalUJournalUofUBiologicalU
MacromoleculesRF2021RFWdYRFXWWYSXWWY

7.9 1

952
†roteinFfoldingRFmisfoldingRFandFunUnonSfoldingeFoverviewFofFtheF“†WaF“essionFatFtheFXVFt–†lmF
congressRFZ_FlnnualFxeetingFofF“mmfRFandF_VFlnnualFxeetingFofF“mmqTTFBiophysicalUReviewsRF2021RF
WYRFcbdSccX

3.7 0

951 lreFtheFfunctionsFofFmilkFexosomesFrestrictedFtoFtheirFproteinFcargoesjTFBiomedicineUandU
PharmacotherapyRF2021RFWZaRFWWX_ZV 7.5

950
yonSspecificFporinsFofFrramSnegativeFbacteriaFasFproteinsFcontainingFintrinsicallyFdisorderedF
regionsFwithFamyloidogenicFpotentialTFProgressUinUMolecularUBiologyUandUTranslationalUScienceRF2021RF
WcYRFb_Sdd

4 0

949 oirectedFregulationFofFtheFhumanFmicrobiomeeFcontributionFtoFtheFsolutionFofFtheFdemographicF
problemFinF’ussiaTFJournalUBiomedRF2021RFWbRFddSWV_ 0.4

948 ”heFsignalFpeptideFofFtheFamyloidFprecursorFproteinFformsFamyloidSlikeFaggregatesFandFenhancesF
l˛†ZXFaggregationTFCellUReportsUPhysicalUScienceRF2021RFXRFWVV_dd 6.1 0

947 “tructuralFandFfunctionalFpropertiesFofFthermolableFbacteriocinFproducedFbyFtheF
wimosilactobacillusFfermentumFttpFxoSW_VFstrainTFJournalUBiomedRF2021RFWbRFWWZSWWb 0.4

946 mioinformaticsSmasedFtdentificationFofF“electiveFnationicFlmphipaticFlntibacterialF†eptideseFlureinF
WTXF—ariantsFnaseTFCurrentUProteomicsRF2021RFWcRF_V_S_Wc 0.7

945 oisps“caneFlFxultiS“equenceF ebF”oolFforF†redictingF†roteinFoisorderFasFaFqunctionFofFpsTF
BiomoleculesRF2021RFWWRF 5.9 1

944 tnhibitionFandFdisruptionFofFamyloidFformationFbyFtheFantibioticFlevofloxacineFlFnewFdirectionFforF
antibioticsFinFanFeraFofFmultiSdrugFresistanceTFArchivesUofUBiochemistryUandUBiophysicsRF2021RFbWZRFWVdVbb 4.1 1
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943 ”heFlatitudeFhypothesisRFvitaminFoRFandF“l’“SnoS—XTFJournalUofUBiomolecularUStructureUandUDynamics
RF2021RFYdRFaWacSaWbV 3.6 4

942 ”heFstructuralFbasisFofFacceleratedFhostFcellFentryFbyF“l’“Sno—SXâ� TFFEBSUJournalRF2021RFXccRF_VWVS_VXV 5.7 73

941 ”heF†articipationFofFtheFtntrinsicallyFoisorderedF’egionsFofFtheFbswsS†l“F”ranscriptionFqactorsFinF
oiseaseFoevelopmentTFInternationalUJournalUofUMolecularUSciencesRF2021RFXXRF 6.3 1

940
nomprehensiveFtntrinsicFoisorderFlnalysisFofFaWVcF—iralF†roteomeseFqromFtheFpxtentFofFtntrinsicF
oisorderF†enetranceFtoFqunctionalFlnnotationFofFoisorderedF—iralF†roteinsTFJournalUofUProteomeU
ResearchRF2021RFXVRFXbVZSXbWY

5.6 4

939 p’F“tressFinFnardiometabolicFoiseaseseFqromFxolecularFxechanismsFtoF”herapeuticsTFEndocrineU
ReviewsRF2021RFZXRFcYdScbW 27.2 18

938 znFtheF’oleFofFyormalFlgingF†rocessesFinFtheFznsetFandF†athogenesisFofFoiseasesFlssociatedFwithF
theFlbnormalFlccumulationFofF†roteinFlggregatesTFBiochemistryUfMoscowgRF2021RFcaRFXb_SXcd 2.9 2

937
”heFhighlyFflexibleFdisorderedFregionsFofFtheF“l’“Sno—SXFnucleocapsidFyFproteinFwithinFtheFWSXZcF
residueFconstructeFsequenceSspecificFresonanceFassignmentsFthroughFyx’TFBiomolecularUNMRU
AssignmentsRF2021RFW_RFXWdSXXb

0.7 7

936 †redictingFlssociationsFofFmi’ylsFandFnandidateFrastricFnancerFrenesFforFyanomedicineTF
NanomaterialsRF2021RFWWRF 5.4 2

935 “mallFheatFshockFproteinFXXFkoaFcanFmodulateFtheFaggregationFandFliquidSliquidFphaseFseparationF
behaviorFofFtauTFProteinUScienceRF2021RFYVRFWY_VSWY_d 6.3 9

934 “impleFandFefficientFprotocolFforFimmunoglobulinF³FpurificationFfromFchickenFeggFyolkTFPoultryU
ScienceRF2021RFWVVRFWVVd_a 3.9 3

933 †revalenceFandFfunctionalityFofFintrinsicFdisorderFinFhumanFqrSnucleoporinsTFInternationalUJournalUofU
BiologicalUMacromoleculesRF2021RFWb_RFW_aSWbV 7.9 8

932 yaturalFresourcesFtoFcontrolFnz—toSWdeFcouldFlactoferrinFamendF“l’“Sno—SXFinfectivityjTFPeerJRF
2021RFdRFeWWYVY 3.1 5

931 tnsightsFintoFtheFevolutionaryFforcesFthatFshapeFtheFcodonFusageFinFtheFviralFgenomeFsegmentsF
encodingFintrinsicallyFdisorderedFproteinFregionsTFBriefingsUinUBioinformaticsRF2021RFXXRF 13.4 3

930 narbonSmasedFyanomaterialseF†romisingFlntiviralFlgentsFtoFnombatFnz—toSWdFinFtheF
xicrobialS’esistantFpraTFACSUNanoRF2021RFW_RFcVadScVca 16.7 59

929 †hotoSdependentFmembraneSlessForganellesFformedFfromFplantFphymFandF†tqaFproteinsFinF
mammalianFcellsTFInternationalUJournalUofUBiologicalUMacromoleculesRF2021RFWbaRFYX_SYYW 7.9 5

928 ”heFQpsWFplasmidFisFaFvirulenceFfactorFforFcolonizingFboneFmarrowSderivedFmurineFmacrophagesTF
JournalUofUBacteriologyRF2021RF 3.5 3

927 “tructuralFleitmotifFandFfunctionalFvariationsFofFtheFstructuralFcatalyticFcoreFinFNchymoOtrypsinSlikeF
serineUcysteineFfoldFproteinasesTFInternationalUJournalUofUBiologicalUMacromoleculesRF2021RFWbdRFaVWSaVd 7.9 2

926
“tructuresFofFxp’“Sno—FmacroFdomainFinFaqueousFsolutionFwithFdynamicseFtmpactsFofFparallelF
temperingFsimulationFtechniquesFandFnsl’xxYamFandFlxmp’dd“mFforceFfieldFparametersTF
ProteinsxUStructurejUFunctionUandUBioinformaticsRF2021RFcdRFWXcdSWXdd

4.2 0
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925
’ecentFoevelopmentsFinFtheFqieldFofFtntrinsicallyFoisorderedF†roteinseFtntrinsicFoisorderSmasedF
pmergenceFinFnellularFmiologyFinFwightFofFtheF†hysiologicalFandF†athologicalFwiquidSwiquidF†haseF
”ransitionsTFAnnualUReviewUofUBiophysicsRF2021RF_VRFWY_SW_a

21.1 23

924 ”heF’oleFofFyonS“pecificFtnteractionsFinFnanonicalFandFlw”SlssociatedF†xwSmodiesFqormationFandF
oynamicsTFInternationalUJournalUofUMolecularUSciencesRF2021RFXXRF 6.3 4

923 nhemicalFsynthesisFofFpeptidoglycanFmimeticSdisaccharideStetrapeptideFconjugateFandFitsF
hydrolysisFbyFbacteriophageF”_RF’mZYFandF’mZdFwSalanylSoSglutamateFpeptidasesTFPeerJRF2021RFdRFeWWZcV3.1

922 “erotoninF†romotesF“erumFllbuminFtnteractionFwithFtheFxonomericFlmyloidF˛†F†eptideTF
InternationalUJournalUofUMolecularUSciencesRF2021RFXXRF 6.3 4

921 lnFemergingFroleFforFmlrYFinFgynaecologicalFmalignanciesTFBritishUJournalUofUCancerRF2021RFWX_RFbcdSbdb 8.7 2

920 lFuniqueFviewFofF“l’“Sno—SXFthroughFtheFlensFofFz’qcFproteinTFComputersUinUBiologyUandUMedicineRF
2021RFWYYRFWVZYcV 7 23

919 –nderstandingFstructuralFmalleabilityFofFtheF“l’“Sno—SXFproteinsFandFrelationFtoFtheFcomorbiditiesTF
BriefingsUinUBioinformaticsRF2021RFXXRF 13.4 2

918 yotableFsequenceFhomologyFofFtheFz’qWVFproteinFintrospectsFtheFarchitectureFofF“l’“Sno—SXTF
InternationalUJournalUofUBiologicalUMacromoleculesRF2021RFWcWRFcVWScVd 7.9 25

917 lnalysisFofFtheFdarkFproteomeFofFnhandipuraFvirusFrevealsFmaximumFpropensityFforFintrinsicF
disorderFinFphosphoproteinTFScientificUReportsRF2021RFWWRFWYX_Y 4.9 3

916 yetworksFofFyetworkseFlnFpssayFonFxultiSwevelFmiologicalFzrganizationTFFrontiersUinUGeneticsRF2021RF
WXRFbVaXaV 4.5 7

915 ”udorFstaphylococcalFnucleaseFisFaFdockingFplatformFforFstressFgranuleFcomponentsFandFisFessentialF
forF“n’vWFactivationFinFlrabidopsisTFEMBOUJournalRF2021RFZVRFeWV_VZY 13 4

914 nomputationalFstudiesFonFphylogenyFandFdrugFdesigningFusingFmolecularFsimulationsFforFnz—toSWdTF
JournalUofUBiomolecularUStructureUandUDynamicsRF2021RFWSWV 3.6 4

913
“tructuralFxodelingFofFtheF”reponemaFpallidumFzuterFxembraneF†roteinF’epertoireeFaF’oadFxapF
forFoeconvolutionFofF“yphilisF†athogenesisFandFoevelopmentFofFaF“yphilisF—accineTFJournalUofU
BacteriologyRF2021RFXVYRFeVVVcXXW

3.5 3

912 nz—toSWdF—accinesFandF”hrombosisS’oadblockForFoeadSpndF“treetjTFBiomoleculesRF2021RFWWRF 5.9 13

911 oancingFwithF”rojanFhorseseFanFinterplayFbetweenFtheFextracellularFvesiclesFandFvirusesTFJournalUofU
BiomolecularUStructureUandUDynamicsRF2021RFYdRFYVYZSYVaV 3.6 15

910
†henotypicFsuppressionFcausedFbyFresonanceFwithFlightSdarkFcyclesFindicatesFtheFpresenceFofFaF
XZShoursFoscillatorFinFyeastFandFsuggestsFaFnewFroleFofFintrinsicallyFdisorderedFproteinFregionsFasF
internalFmediatorsTFJournalUofUBiomolecularUStructureUandUDynamicsRF2021RFYdRFXZdVSX_VW

3.6 6

909 tnF—itroFyS”erminalFlcetylationFofFmacteriallyFpxpressedF†arvalbuminsFbyFyS”erminalF
lcetyltransferasesFfromFpscherichiaFcoliTFAppliedUBiochemistryUandUBiotechnologyRF2021RFWdYRFWYa_SWYbc 3.2 0

908 “tructuralFfacetsFofF†z–XqWFinFlightFofFtheFfunctionalFannotationsFandFsequenceSstructureFpatternsTF
JournalUofUBiomolecularUStructureUandUDynamicsRF2021RFYdRFWVdYSWWV_ 3.6 0
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907 qunctionalFcharacterizationFofFanFunknownFsoybeanFintrinsicallyFdisorderedFproteinFinFvitroFandFinF
pscherichiaFcoliTFInternationalUJournalUofUBiologicalUMacromoleculesRF2021RFWaaRF_YcS_Zd 7.9 0

906 lFmultitudeFofFsignalingFpathwaysFassociatedFwithFllzheimerMsFdiseaseFandFtheirFrolesFinFloF
pathogenesisFandFtherapyTFMedicinalUResearchUReviewsRF2021RFZWRFXacdSXbZ_ 14.4 3

905 –nderstandingFnz—toSWdFviaFcomparativeFanalysisFofFdarkFproteomesFofF“l’“Sno—SXRFhumanF“l’“F
andFbatF“l’“SlikeFcoronavirusesTFCellularUandUMolecularULifeUSciencesRF2021RFbcRFWa__SWacc 10.3 51

904 to†ologyFofFtheFlivingFcelleFintrinsicFdisorderFinFtheFsubcellularFcompartmentsFofFtheFhumanFcellTF
CellularUandUMolecularULifeUSciencesRF2021RFbcRFXYbWSXYc_ 10.3 6

903 mioinformaticsFanalysisFofFcorrelationFbetweenFproteinFfunctionFandFintrinsicFdisorderTFInternationalU
JournalUofUBiologicalUMacromoleculesRF2021RFWabRFZZaSZ_a 7.9 1

902 nomparativeFanalysisFofFtheFactiveFsitesFofForthologousFendolysinsFofFtheFpscherichiaFlyticF
bacteriophagesF”_RF’mZYRFandF’mZdTFInternationalUJournalUofUBiologicalUMacromoleculesRF2021RFWaaRFWVdaSWWV_7.9 1

901 “evereFacuteFrespiratoryFsyndromeFcoronavirusFXFinfectionFreachesFtheFhumanFnervousFsystemeF
sowjTFJournalUofUNeuroscienceUResearchRF2021RFddRFb_VSbbb 4.4 20

900 QuestionsFconcerningFtheFproximalForiginFofF“l’“Sno—SXTFJournalUofUMedicalUVirologyRF2021RFdYRFWXVZSWXVa19.7 31

899 “hellFdisorderFandFtheFst—FvaccineFmysteryeFlessonsFfromFtheFlegendaryFzswaldFlveryTFJournalUofU
BiomolecularUStructureUandUDynamicsRF2021RFWSWV 3.6 2

898 xobilityFandFdisorderFinFantibodyFandFantigenFbindingFsitesFdoFnotFpreventFimmunochemicalF
recognitionTFCriticalUReviewsUinUBiochemistryUandUMolecularUBiologyRF2021RF_aRFWZdSW_a 8.7 5

897 xultifunctionalityFandFintrinsicFdisorderFofFroyalFjellyFproteomeTFProteomicsRF2021RFXWRFeXVVVXYb 4.8 4

896 mioinformaticsSbasedFtdentificationFofF†roteinsFpxpressedFbyFlrthropodSFborneF—irusesF”ransmittedF
byFledesFlegyptiFxosquitoTFCurrentUProteomicsRF2021RFWcRFcWSdZ 0.7 1

895 “econdaryFstructureFdependenceFofFamyloidS˛†NWSZVOFonFsimulationFtechniquesFandFforceFfieldF
parametersTFChemicalUBiologyUandUDrugUDesignRF2021RFdbRFWWVVSWWVc 2.9 3

894 maicaleinFinhibitsFheparinSinducedF”auFaggregationFbyFinitializingFnonStoxicF”auFoligomerFformationTF
CellUCommunicationUandUSignalingRF2021RFWdRFWa 7.5 9

893 znFtheF†revalenceFandF†otentialFqunctionalityFofFanFtntrinsicFoisorderFinFtheFxp’“Sno—F†roteomeTF
VirusesRF2021RFWYRF 6.2 2

892 znFtheFirrationalityFofFrationalFdesignFofFanFst—FvaccineFinFlightFofFproteinFintrinsicFdisorderTFArchivesU
ofUVirologyRF2021RFWaaRFWXcYSWXda 2.6 4

891 ”heFqiniteF“izeFpffectsFandF”woS“tateF†aradigmFofF†roteinFqoldingTFInternationalUJournalUofU
MolecularUSciencesRF2021RFXXRF 6.3 1

890 nlassificationFofFnhromosomalFoylF“equencesF–singFsybridFoeepFwearningFlrchitecturesTFCurrentU
BioinformaticsRF2021RFW_RFWWYVSWWYa 4.7 6
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889 ”heFviralFcapsidFasFnovelFnanomaterialsFforFdrugFdeliveryTFFutureUScienceUOARF2021RFbRFq“zbZZ 2.7 3

888  hatMsFinFtheFmlrsjFtntrinsicFdisorderFangleFofFtheFmultifunctionalityFofFtheFmembersFofFaFfamilyFofF
chaperoneFregulatorsTFJournalUofUCellularUBiochemistryRF2021RF 4.7 1

887 †erFasperaFadFchaoseFaFpersonalFjourneyFtoFtheFwonderlandFofFintrinsicFdisorderTFBiochemicalUJournal
RF2021RFZbcRFYVW_SYVXZ 3.8 4

886 pffectsFofFdifferentFsolutesFonFtheFphysicalFchemicalFpropertiesFofFaqueousFsolutionsFviaF
rearrangementFofFhydrogenFbondsFinFwaterTFJournalUofUMolecularULiquidsRF2021RFYY_RFWWaXcc 6 1

885 tnterfaceSbasedFdesignFofFtheFfavipiravirSbindingFsiteFinF“l’“Sno—SXF’ylSdependentF’ylF
polymeraseFrevealsFmutationsFconferringFresistanceFtoFchainFterminationTFFEBSULettersRF2021RF_d_RFXYaaSXYcX3.8 7

884
lssociationFlnalysisFofFreneticF—ariantsFofF“odiumF”aurocholateFnoS”ransportingF†olypeptideF
y”n†FreneFN“wnWVlWOFandFsm—FtnfectionF“tatusFinFaFnohortFofFpgyptianF†atientsTFGastroenterologyU
InsightsRF2021RFWXRFYcZSYdY

2.1

883
xechanismsFofFamyloidFproteinsFaggregationFandFtheirFinhibitionFbyFantibodiesRFsmallFmoleculeF
inhibitorsRFnanoSparticlesFandFnanoSbodiesTFInternationalUJournalUofUBiologicalUMacromoleculesRF2021RF
WcaRF_cVS_dV

7.9 6

882
pvaluationFofF”h”FaugmentationFandF’w“FinnerFfilterFeffectFcausedFbyFhighlyFfluorescentFcoumarinF
derivativeFandFestablishingFitFasFtrueFinhibitorFofFamyloidFfibrillationTFArchivesUofUBiochemistryUandU
BiophysicsRF2021RFbVdRFWVcdcW

4.1 2

881 lutoimmunityFrootsFofFtheFthromboticFeventsFafterFnz—toSWdFvaccinationTFAutoimmunityUReviewsRF
2021RFXVRFWVXdZW 13.6 9

880
“S†roteinFofFtheF†robioticF“trainFwactobacillusFcrispatusFXVXdF†reventsFtheFrrowthFofF†ermeabilityF
ofFtheFnacoSXFxonolayerFofFsumanFpnterocytesFtnducedFbyFtntestinalFtnfectionsTFJournalUBiomedRF
2021RFWbRFbdScY

0.4

879 pvolutionaryF“ignaturesFroverningFtheFnodonF–sageFmiasFinFnoronavirusesFandF”heirFtmplicationsF
forF—irusesFtnfectingF—ariousFmatF“peciesTFVirusesRF2021RFWYRF 6.2 4

878 ”argetingFautophagyFinFischemicFstrokeeFqromFmolecularFmechanismsFtoFclinicalFtherapeuticsTF
PharmacologyUdUTherapeuticsRF2021RFXX_RFWVbcZc 13.9 18

877 †eriodicallyFaperiodicFpatternFofF“l’“Sno—SXFmutationsFunderpinsFtheFuncertaintyFofFitsForiginFandF
evolutionTFEnvironmentalUResearchRF2021RFXVZRFWWXVdX 7.9 1

876 †otentialFxolecularFxechanismsFofF’areFlntiS”umorFtmmuneF’esponseFbyF“l’“Sno—SXFinFtsolatedF
nasesFofFwymphomasTFVirusesRF2021RFWYRF 6.2 1

875
wiquidSliquidFphaseFseparationFasFaFcommonForganizingFprincipleFofFintracellularFspaceFandF
biomembranesFprovidingFdynamicFadaptiveFresponsesTFBiochimicaUEtUBiophysicaUActaUkUMolecularUCellU
ResearchRF2021RFWcacRFWWdWVX

4.9 16

874 ”heFmechanismFbehindFflaringUtriggeringFofFautoimmunityFdisordersFassociatedFwithFnz—toSWdTF
AutoimmunityUReviewsRF2021RFXVRFWVXdVd 13.6 4

873 tntrinsicFoisorderFinFsumanF’ylSmindingF†roteinsTFJournalUofUMolecularUBiologyRF2021RFZYYRFWabXXd 6.5 4

872
“SlayerFproteinFXFofFvaginalFwactobacillusFcrispatusFXVXdFenhancesFgrowthRFdifferentiationRF—prqF
productionFandFbarrierFfunctionsFinFintestinalFepithelialFcellFlineFnacoSXTFInternationalUJournalUofU
BiologicalUMacromoleculesRF2021RFWcdRFZWVSZWd

7.9 1
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871 tmplicationsFderivedFfromF“SproteinFvariantsFofF“l’“Sno—SXFfromFsixFcontinentsTFInternationalU
JournalUofUBiologicalUMacromoleculesRF2021RFWdWRFdYZSd__ 7.9 1

870 ”heFroleFofFamyloidsFinFllzheimerMsFandF†arkinsonMsFdiseasesTFInternationalUJournalUofUBiologicalU
MacromoleculesRF2021RFWdVRFZZS__ 7.9 6

869 tntrinsicallyFdisorderedFproteinseFnhronologyFofFaFdiscoveryTFBiophysicalUChemistryRF2021RFXbdRFWVaadZ 3.5 3

868 qeasibilityFofFtheFvaccineFdevelopmentFforF“l’“Sno—SXFandFotherFvirusesFusingFtheFshellFdisorderF
analysisTFPacificUSymposiumUonUBiocomputingUPacificUSymposiumUonUBiocomputingRF2021RFXaRFWZYSW_Y 1.3 1

867 †eptidoglycanSqreeFmacterialFrhostsFnonferFpnhancedF†rotectionFagainstFtnfectionTTFVaccinesRF2021RF
WVRF 5.3 1

866 nirculatingFextracellularFvesiclesFandFrheumatoidFarthritiseFaFproteomicFanalysisTTFCellularUandU
MolecularULifeUSciencesRF2021RFbdRFW 10.3 2

865 †ossibleF”ransmissionFqlowFofF“l’“Sno—SXFmasedFonFlnpXFqeaturesTFMoleculesRF2020RFX_RF 4.8 21

864 tntrinsicFdisorderFperspectiveFofFanFinterplayFbetweenFtheFreninSangiotensinSaldosteroneFsystemF
andF“l’“Sno—SXTFInfectionjUGeneticsUandUEvolutionRF2020RFc_RFWVZ_WV 4.5 6

863 oecipheringFtheFstructuralFintricacyFinFvirulenceFeffectorsFforFprotonSmotiveFforceFmediatedF
unfoldingFinFtypeStttFproteinFsecretionTFInternationalUJournalUofUBiologicalUMacromoleculesRF2020RFW_dRFWcSYY7.9 2

862 uapaneseFencephalitisFvirusFSFexploringFtheFdarkFproteomeFandFdisorderSfunctionFparadigmTFFEBSU
JournalRF2020RFXcbRFYb_WSYbba 5.7 11

861 tntrinsicFdisorderSbasedFdesignFofFstableFglobularFproteinsTFProgressUinUMolecularUBiologyUandU
TranslationalUScienceRF2020RFWbZRFW_bSWca 4 0

860 tntrinsicFoisorderFinF”etratricopeptideF’epeatF†roteinsTFInternationalUJournalUofUMolecularUSciencesRF
2020RFXWRF 6.3 2

859 tntrinsicFdisorderFinFproteinFsenseSantisenseFrecognitionTFJournalUofUMolecularURecognitionRF2020RFYYRFeXcac2.6 3

858 –nstructuredFmiologyFofF†roteinsFfromF–biquitinS†roteasomeF“ystemeF’olesFinFnancerFandF
yeurodegenerativeFoiseasesTFBiomoleculesRF2020RFWVRF 5.9 9

857 “hellFdisorderFanalysisFpredictsFgreaterFresilienceFofFtheF“l’“Sno—SXFNnz—toSWdOFoutsideFtheFbodyF
andFinFbodyFfluidsTFMicrobialUPathogenesisRF2020RFWZZRFWVZWbb 3.8 46

856 qoldingFandFstructuralFpolymorphismFofFp_Y´ nSterminalFdomaineFzneFpeptideFwithFmanyF
conformationsTFArchivesUofUBiochemistryUandUBiophysicsRF2020RFacZRFWVcYZX 4.1 17

855
ymnΑoneeF–niversalFthreeSdimensionalFconstructionFofFelevenFaminoFacidsFnearFtheFcatalyticF
nucleophileFandFbaseFinFtheFsuperfamilyFofFNchymoOtrypsinSlikeFserineFfoldFproteasesTFInternationalU
JournalUofUBiologicalUMacromoleculesRF2020RFW_YRFYddSZWW

7.9 4

854
“equentialFandFlsynchronousF“trengtheningFofFtheFtnfluenceFofF”emperatureFonFtheFpndoSFandF
pxocytosisFofFtnsulinFinFtheFtsolatedF—ertebrataFsepatocyteseF“ummingFupF†reviousF“tudiesTFCurrentU
ProteinUandUPeptideUScienceRF2020RFXWRFXXSY_

2.8

(2020-2021)

9



853 lnFinSvitroFelucidationFofFinhibitoryFpotentialFofFcarminicFacideF†ossibleFtherapeuticFapproachFforF
neurodegenerativeFdiseasesTFJournalUofUMolecularULiquidsRF2020RFYVYRFWWXadX 6 9

852 xouseF“WVVrFproteinFexhibitsFpropertiesFcharacteristicFofFaFcalciumFsensorTFCellUCalciumRF2020RFcbRFWVXWc_4 2

851 tnterfacialFtensionFandFmechanismFofFliquidSliquidFphaseFseparationFinFaqueousFmediaTFPhysicalU
ChemistryUChemicalUPhysicsRF2020RFXXRFZ_bZSZ_cV 3.6 9

850
“SlayerFproteinFXFofFwactobacillusFcrispatusFXVXdRFitsFstructuralFandFimmunomodulatoryF
characteristicsFandFrolesFinFprotectiveFpotentialFofFtheFwholeFbacteriaFagainstFfoodborneF
pathogensTFInternationalUJournalUofUBiologicalUMacromoleculesRF2020RFW_VRFZVVSZWX

7.9 9

849 yipahFshellFdisorderRFmodesFofFinfectionRFandFvirulenceTFMicrobialUPathogenesisRF2020RFWZWRFWVYdba 3.8 10

848 tntrinsicallyFoisorderedF†roteinsF2020RF_cbSaWX 4

847 “erumFalbuminSmediatedFstrategyFforFtheFeffectiveFtargetingFofF“l’“Sno—SXTFMedicalUHypothesesRF
2020RFWZVRFWVdbdV 3.8 19

846 tntrinsicallyFdisorderedFproteinsFofFviruseseFtnvolvementFinFtheFmechanismFofFcellFregulationFandF
pathogenesisTFProgressUinUMolecularUBiologyUandUTranslationalUScienceRF2020RFWbZRFWSbc 4 22

845 yewFtechnologiesFtoFanalyseFproteinFfunctioneFanFintrinsicFdisorderFperspectiveTFFonnnResearchRF
2020RFdRF 3.6 9

844 ’pw”FstainsFprominentlyFinFmScellFlymphomasFandFbindsFtheFhematopoieticFtranscriptionFfactorF
xoqtnTFBiochemistryUandUBiophysicsUReportsRF2020RFXZRFWVVcac 2.2 0

843 ”argetingFtheFy”†aseFsiteFofFΑikaFvirusFy“YFhelicaseFforFinhibitorFdiscoveryTFJournalUofUBiomolecularU
StructureUandUDynamicsRF2020RFYcRFZcXbSZcYb 3.6 9

842
rranulinsFmodulateFliquidSliquidFphaseFseparationFandFaggregationFofFtheFprionSlikeFnSterminalF
domainFofFtheFneurodegenerationSassociatedFproteinF”o†SZYTFJournalUofUBiologicalUChemistryRF2020RF
Xd_RFX_VaSX_Wd

5.4 11

841 yucleationSdependentFamyloidFfibrillationFofFhumanFr’l“†__FinFaqueousFsolutionTFEuropeanU
BiophysicsUJournalRF2020RFZdRFWYYSWZY 1.9 5

840 ”heFdarkFsideFofFllzheimerMsFdiseaseeFunstructuredFbiologyFofFproteinsFfromFtheFamyloidFcascadeF
signalingFpathwayTFCellularUandUMolecularULifeUSciencesRF2020RFbbRFZWaYSZXVc 10.3 15

839 qoldingFperspectivesFofFanFintrinsicallyFdisorderedFtransactivationFdomainFandFitsFsingleFmutationF
breakingFtheFfoldingFpropensityTFInternationalUJournalUofUBiologicalUMacromoleculesRF2020RFW__RFWY_dSWYbX7.9 6

838 nhemicalFcomplementarityFbetweenFimmuneFreceptorFno’YsFandFtosWFmutantsFcorrelatesFwithF
increasedFsurvivalFforFlowerFgradeFgliomaTFOncogeneRF2020RFYdRFWbbYSWbcY 9.2 9

837 –nderstandingFtheFpenetranceFofFintrinsicFproteinFdisorderFinFrotavirusFproteomeTFInternationalU
JournalUofUBiologicalUMacromoleculesRF2020RFWZZRFcdXSdVc 7.9 16

836
ppitopeFregionFidentificationFchallengesFofFintrinsicallyFdisorderedFproteinsFinFneurodegenerativeF
diseaseseF“econdaryFstructureFdependenceFofF˛–SsynucleinFonFsimulationFtechniquesFandFforceFfieldF
parametersTFChemicalUBiologyUandUDrugUDesignRF2020RFdaRFa_dSaab

2.9 6
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835
nomprehensiveFanalysisFofFtheFmolecularFdockingFofFsmallFmoleculeFinhibitorsFtoFtheFl˛†FpeptideF
andFitsFzsakaSmutanteFinsightsFintoFtheFmolecularFmechanismsFofFl˛†SpeptideFinhibitionTFJournalUofU
BiomolecularUStructureUandUDynamicsRF2020RFYcRFZ_YaSZ_aa

3.6 3

834 wiquidSliquidFphaseFseparationFandFfibrillationFofFtheFprionFproteinFmodulatedFbyFaFhighSaffinityF
oylFaptamerTFFASEBUJournalRF2020RFYZRFYa_SYc_ 0.9 22

833 pxpandingFtheFunderstandingFofFtheFheterogeneousFnatureFofFmelanomaFwithFbioinformaticsFandF
disorderSbasedFproteomicsTFInternationalUJournalUofUBiologicalUMacromoleculesRF2020RFW_VRFWXcWSWXdY 7.9 3

832 oeeplddeF†roteinFfunctionFpredictionFfromFkSmerFembeddingFandFadditionalFfeaturesTF
ComputationalUBiologyUandUChemistryRF2020RFcdRFWVbYbd 3.6 3

831 miophysicalFcharacterizationFofFintrinsicallyFdisorderedFhumanFrolgiFmatrixFproteinFr’l“†a_TF
InternationalUJournalUofUBiologicalUMacromoleculesRF2020RFWaXRFWdcXSWddY 7.9 4

830 lFyovelF“trategyFforFtheFoevelopmentFofF—accinesFforF“l’“Sno—SXFNnz—toSWdOFandFztherF—irusesF
–singFltFandF—iralF“hellFoisorderTFJournalUofUProteomeUResearchRF2020RFWdRFZY__SZYaY 5.6 6

829 †lasminogenFlctivatorTFBiomoleculesRF2020RFWVRF 5.9 4

828
wiquidSwiquidF†haseF“eparationFbyFtntrinsicallyFoisorderedF†roteinF’egionsFofF—iruseseF’olesFinF—iralF
wifeFnycleFandFnontrolFofF—irusSsostFtnteractionsTFInternationalUJournalUofUMolecularUSciencesRF2020RF
XWRF

6.3 25

827 orugFoiscoveryF”argetingFtheFoisorderS”oSzrderF”ransitionF’egionsFthroughFtheFnonformationalF
oiversityFximickingFandF“tatisticalFlnalysisTFInternationalUJournalUofUMolecularUSciencesRF2020RFXWRF 6.3 2

826 sspXXFwithFanFyS”erminalFoomainF”runcationFxediatesFaF’eductionFinF”auF†roteinFwevelsTF
InternationalUJournalUofUMolecularUSciencesRF2020RFXWRF 6.3 3

825 woopsFlinkingFsecondaryFstructureFelementsFaffectFtheFstabilityFofFtheFmoltenFglobuleFintermediateF
stateFofFapomyoglobinTFFEBSULettersRF2020RF_dZRFYXdYSYYVZ 3.8 1

824 winearF’elationshipsFbetweenF†artitionFnoefficientsFofFoifferentFzrganicFnompoundsFandF†roteinsF
inFlqueousF”woS†haseF“ystemsFofF—ariousF†olymerFandFtonicFnompositionsTFPolymersRF2020RFWXRF 4.5 1

823 “hellFoisorderFlnalysisF“uggestsF”hatF†angolinsFzfferedFaF indowFforFaF“ilentF“preadFofFanF
lttenuatedF“l’“Sno—SXF†recursorFamongFsumansTFJournalUofUProteomeUResearchRF2020RFWdRFZ_ZYSZ__X 5.6 17

822 oisorderFandFcysteinesFinFproteinseFlFdesignFforForchestrationFofFconformationalFseeSsawFandF
modulatoryFfunctionsTFProgressUinUMolecularUBiologyUandUTranslationalUScienceRF2020RFWbZRFYYWSYbY 4 4

821
†apainSlikeFcysteineFproteinaseFzoneFN†n†SzoneOFandF†n†FstructuralFcatalyticFcoreFN†n†S“nnOFofF
enzymesFwithFcysteineFproteinaseFfoldTFInternationalUJournalUofUBiologicalUMacromoleculesRF2020RF
Wa_RFWZYcSWZZa

7.9 2

820
znFtheFrolesFofFcalciumFandFzincFionsFinFtheFformationFofFaFcatalyticallyFactiveFformFofFtheF
metalloenzymeRFlSalanylSdSglutamateFpeptidaseFofFtheFbacteriophageF”_FNpndo”_OTFInternationalU
JournalUofUBiologicalUMacromoleculesRF2020RFWaZRFXbWWSXbWa

7.9 2

819 ”heFexquisiteFstructuralFbiophysicsFofFtheFrolgiF’eassemblyFandF“tackingF†roteinsTFInternationalU
JournalUofUBiologicalUMacromoleculesRF2020RFWaZRFYaYXSYaZZ 7.9 2

818 souseholdFpetsFandF“l’“Sno—XFtransmissibilityFinFtheFlightFofFtheFlnpXFintrinsicFdisorderFstatusTF
JournalUofUBiomolecularUStructureUandUDynamicsRF2020RFWSZ 3.6 3

(2020-2020)
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817 znFtheForiginFofFmatrixFmechanismFinFprotocellsFandFkeyFproblemsFofFmolecularFbiologyTFJournalUofU
BiomolecularUStructureUandUDynamicsRF2020RFWSWX 3.6

816 ”heF†athophysiologicalF“ignificanceFofFqibulinSYTFBiomoleculesRF2020RFWVRF 5.9 5

815 ΑoomingFintoFtheFoarkF“ideFofFsumanFlnnexinS“WVVFnomplexeseFoynamicFlllianceFofFqlexibleF
†artnersTFInternationalUJournalUofUMolecularUSciencesRF2020RFXWRF 6.3 8

814 tntrinsicFoisorderFinFsumanF†roteinsFpncodedFbyFnoreFoupliconFreneFqamiliesTFJournalUofUPhysicalU
ChemistryUBRF2020RFWXZRFcV_VScVbV 3.4 0

813 tnsulinFfibrillationeFtowardFstrategiesFforFattenuatingFtheFprocessTFChemicalUCommunicationsRF2020RF
_aRFWWY_ZSWWYbY 5.8 19

812 tnterferonFmetaFlctivityFtsFxodulatedFviaFmindingFofF“pecificF“WVVF†roteinsTFInternationalUJournalUofU
MolecularUSciencesRF2020RFXWRF 6.3 2

811 oeeplS’m†m“eFlFhybridFconvolutionFandFrecurrentFneuralFnetworkFcombinedFwithFattentionF
mechanismFforFpredictingF’m†FbindingFsiteTFJournalUofUBiomolecularUStructureUandUDynamicsRF2020RFWSd 3.6 1

810 zuterFxembraneF—esiclesFasF†otentialF—accineFnandidatesFinF†rotectingFagainstF†lagueTF
BiomoleculesRF2020RFWVRF 5.9 1

809 macteriostaticFandFmactericidalFlctivitiesFofFnamelFwactoferrinsFlgainstF“almonellaFentericaF“erovarF
”yphiTFProbioticsUandUAntimicrobialUProteinsRF2020RFWXRFWcSYW 5.5 12

808
lnalyzingFaggregationFpropensitiesFofFclinicallyFrelevantF†”pyFmutantseFaFnewFculpritFinF
pathogenesisFofFcancerFandFotherF†”pyopathiesTFJournalUofUBiomolecularUStructureUandUDynamicsRF
2020RFYcRFXX_YSXXaa

3.6 2

807 nanFaFretroSpolypeptideFfoldFintoFaFglobulejTFJournalUofUBiomolecularUStructureUandUDynamicsRF2020RF
YcRFXbaYSXbab 3.6

806 nodonFselectionFreducesFrnFcontentFbiasFinFnucleicFacidsFencodingFforFintrinsicallyFdisorderedF
proteinsTFCellularUandUMolecularULifeUSciencesRF2020RFbbRFWZdSWaV 10.3 2

805 oisorderFinFmilkFproteinseFadipophilinFandF”t†ZbRFimportantFconstituentsFofFtheFmilkFfatFglobuleF
membraneTFJournalUofUBiomolecularUStructureUandUDynamicsRF2020RFYcRFWXWZSWXXd 3.6 1

804 “ingleScellF’ylS“eqeFaFnextFgenerationFsequencingFtoolFforFaFhighSresolutionFviewFofFtheFindividualF
cellTFJournalUofUBiomolecularUStructureUandUDynamicsRF2020RFYcRFYbYVSYbY_ 3.6 0

803 “tructuralFandFfunctionalFanalysisFofFHnonSsmellyHFproteinsTFCellularUandUMolecularULifeUSciencesRF
2020RFbbRFXZXYSXZZV 10.3 6

802 nurrentFnhallengesFandFwimitationsFinFtheF“tudiesFofFtntrinsicallyFoisorderedF†roteinsFinF
yeurodegenerativeFoiseasesFbyFnomputerF“imulationsTFCurrentUAlzheimerUResearchRF2020RFWbRFcV_ScWc 3 6

801 qunctionsFofFshortFlifetimeFbiologicalFstructuresFatFlargeeFtheFcaseFofFintrinsicallyFdisorderedF
proteinsTFBriefingsUinUFunctionalUGenomicsRF2020RFWdRFaVSac 4.9 11

800 lnalyzingFto†sFinFtnteractomesTFMethodsUinUMolecularUBiologyRF2020RFXWZWRFcd_SdZ_ 1.4 7
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799 xanyStoSoneFbindingFbyFintrinsicallyFdisorderedFproteinFregionsTFPacificUSymposiumUonUBiocomputingU
PacificUSymposiumUonUBiocomputingRF2020RFX_RFW_dSWbV 1.3 5

798 xodulatingFtnsulinFqibrillationF–singFpngineeredFmSnhainsFwithFxutatedFnS”erminiTFBiophysicalU
JournalRF2019RFWWbRFWaXaSWaZW 2.9 8

797
xolecularFbasisFofFtheFinhibitionFandFdisaggregationFofFthermallySinducedFamyloidFfibrilsFofFhumanF
serumFalbuminFbyFanFantiS†arkinsonMsFdrugRFbenserazideFhydrochlorideTFJournalUofUMolecularULiquidsRF
2019RFXbcRF__YS_ab

6 18

796 “tructureFoeterminationFbyF“ingleS†articleFnryoSplectronFxicroscopyeFznlyFtheF“kyFNandFtntrinsicF
oisorderOFisFtheFwimitTFInternationalUJournalUofUMolecularUSciencesRF2019RFXVRF 6.3 30

795 “upramolecularFquzzinessFofFtntracellularFwiquidForopletseFwiquidSwiquidF†haseF”ransitionsRF
xembraneSwessFzrganellesRFandFtntrinsicFoisorderTFMoleculesRF2019RFXZRF 4.8 18

794 tntrinsicallyFoisorderedF†roteinsFandF”heirFâ��xysteriousâ��FNxetaO†hysicsTFFrontiersUinUPhysicsRF2019RFbRF 3.9 188

793
llanineF“canningFpffectsFonFtheFmiochemicalFandFmiophysicalF†ropertiesFofFtntrinsicallyFoisorderedF
†roteinseFlFnaseF“tudyFofFtheFsistidineFtoFllanineFxutationsFinFlmyloidS˛†TFJournalUofUChemicalU
InformationUandUModelingRF2019RF_dRFcbWSccZ

6.1 7

792 pffectsFofFhisStagsFonFphysicalFpropertiesFofFparvalbuminsTFCellUCalciumRF2019RFbbRFWSb 4 3

791 tntrinsicFoisorderSmasedFpmergenceFinFnellularFmiologyeF†hysiologicalFandF†athologicalFwiquidSwiquidF
†haseF”ransitionsFinFnellsTFPolymersRF2019RFWWRF 4.5 33

790 qerroptosisFSFlnFironSFandFdisorderSdependentFprogrammedFcellFdeathTFInternationalUJournalUofU
BiologicalUMacromoleculesRF2019RFWY_RFWV_XSWVad 7.9 23

789 ”heF“tructuralFandFqunctionalFoiversityFofFtntrinsicallyFoisorderedF’egionsFinF”ransmembraneF
†roteinsTFJournalUofUMembraneUBiologyRF2019RFX_XRFXbYSXdX 2.3 8

788 †roteinFintrinsicFdisorderFandFstructureSfunctionFcontinuumTFProgressUinUMolecularUBiologyUandU
TranslationalUScienceRF2019RFWaaRFWSWb 4 44

787 st—F—accineFxysteryFandF—iralF“hellFoisorderTFBiomoleculesRF2019RFdRF 5.9 25

786 “tochasticityFofFmiologicalF“oftFxattereFpmergingFnonceptsFinFtntrinsicallyFoisorderedF†roteinsFandF
miologicalF†haseF“eparationTFTrendsUinUBiochemicalUSciencesRF2019RFZZRFbWaSbXc 10.3 53

785 yetworkFmappingFofFtheFconformationalFheterogeneityFofF“zoWFbyFdeployingFstatisticalFclusterF
analysisFofFq”t’FspectraTFCellularUandUMolecularULifeUSciencesRF2019RFbaRFZWZ_SZW_Z 10.3 3

784 pffectFofFnuFandFΑnFionsFonFhumanFserumFalbuminFinteractionFwithFplasmaFunsaturatedFfattyFacidsTF
InternationalUJournalUofUBiologicalUMacromoleculesRF2019RFWYWRF_V_S_Vd 7.9 3

783 “tructuralFandFoynamicalFzrderFofFaFoisorderedF†roteineFxolecularFtnsightsFintoFnonformationalF
“witchingFofF†lrpZFatFtheF“ystemsFwevelTFBiomoleculesRF2019RFdRF 5.9 11

782 nyclizedFyorlFmodifiesFdynamicF˛–SsynucleinFmonomersFpreventingFaggregationFandFtoxicityTF
ScientificUReportsRF2019RFdRFXdYb 4.9 20
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781 “ynergisticFvillingFofF†athogenicFpscherichiaFcoliF–singFnamelFwactoferrinFfromFoifferentF“audiF
namelFnlansFandF—ariousFlntibioticsTFProteinUJournalRF2019RFYcRFZbdSZda 3.9 2

780 lnalyzingFtheFstructuralFandFfunctionalFrolesFofFresiduesFfromFtheFMblackMFandFMgrayMFclustersFofF
humanF“WVV†FproteinTFCellUCalciumRF2019RFcVRFZaS__ 4 2

779 znFtheFyeedFtoFoevelopFruidelinesFforFnharacterizingFandF’eportingFtntrinsicFoisorderFinF†roteinsTF
ProteomicsRF2019RFWdRFeWcVVZW_ 4.8 3

778 tntrinsicFoisorderSmasedFoesignFofF“tableFrlobularF†roteinsTFBiomoleculesRF2019RFWVRF 5.9 4

777
xultiSfunctionalityFofFproteinsFinvolvedFinFr†n’FandFrFproteinFsignalingeFmakingFsenseFofF
structureSfunctionFcontinuumFwithFintrinsicFdisorderSbasedFproteoformsTFCellularUandUMolecularULifeU
SciencesRF2019RFbaRFZZaWSZZdX

10.3 28

776 lnFinterplayFofFstructureFandFintrinsicFdisorderFinFtheFfunctionalityFofFpeptidylarginineFdeiminasesRFaF
familyFofFkeyFautoimmunitySrelatedFenzymesTFCellularUandUMolecularULifeUSciencesRF2019RFbaRFZaY_SZaaX 10.3 16

775 tntrinsicallyFdisorderedFproteinsFinFvariousFhypothesesFonFtheFpathogenesisFofFllzheimerMsFandF
†arkinsonMsFdiseasesTFProgressUinUMolecularUBiologyUandUTranslationalUScienceRF2019RFWaaRFWZ_SXXY 4 11

774 _SlminolevulinateFsynthaseFcatalysiseF”heFcatcherFinFhemeFbiosynthesisTFMolecularUGeneticsUandU
MetabolismRF2019RFWXcRFWbcSWcd 3.7 14

773 tntroductionFtoFintrinsicallyFdisorderedFproteinsFandFregionsF2019RFWSYZ 7

772 “mallFseatF“hockF†roteinsRFmigFtmpactFonF†roteinFlggregationFinFyeurodegenerativeFoiseaseTF
FrontiersUinUPharmacologyRF2019RFWVRFWVZb 5.6 53

771 ΑikaFandFqlavivirusF“hellFoisordereF—irulenceFandFqetalFxorbidityTFBiomoleculesRF2019RFdRF 5.9 17

770 oevelopmentFofFaFxpwFnellSoerivedFlllograftFxouseFxodelFforFnancerF’esearchTFCancersRF2019RFWWRF 6.6 1

769 miophysicalFplucidationFofFlmyloidFqibrillationFtnhibitionFandF†reventionFofF“econdaryFyucleationF
byFnholicFlcideFlnF–nexploredFqunctionFofFnholicFlcidTFACSUChemicalUNeuroscienceRF2019RFWVRFZbVZSZbW_ 5.7 9
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MathematicalUBiosciencesUandUEngineeringRF2019RFWaRFX_YXSX_Zc 2.1 2

766 yanoparticleFformulationsFinFtheFdiagnosisFandFtherapyFofFllzheimerMsFdiseaseTFInternationalU
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inFaqueousFdextranSpolyethyleneFglycolFandFpolyethyleneFglycolSsodiumFsulfateFtwoSphaseFsystemsTF
JournalUofUChromatographyUARF2019RFW_cYRFXcSYc
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3.6 8
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RF2018RFYaRFW_XSWa_

3.6 4

736 pffectFofFhumanFheatFshockFproteinFsspmaFonFtheFsolventFfeaturesFofFwaterFinFaqueousFsolutionsTF
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730 †otentialFfunctionsFofFwplFproteinsFfromFtheFbrineFshrimpFlrtemiaFfranciscanaFSFanhydrobiosisF
meetsFbioinformaticsTFJournalUofUBiomolecularUStructureUandUDynamicsRF2018RFYaRFYXdWSYYVd 3.6 17
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tnsightsFintoFtheFxolecularFxechanismsFofFllzheimerMsFandF†arkinsonMsFoiseasesFwithFxolecularF
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715 ˛–SsynucleinFinhibitsF“nxYSretromerSmediatedFretrogradeFrecyclingFofFironFtransportersFinFaF“TF
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714 lF“tatisticalFlpproachFtoFoetectFtntrinsicallyFoisorderedF†roteinsFlssociatedFwithF–terineF
weiomyomaTFProteinUandUPeptideULettersRF2018RFX_RFZcYSZdW 1.9 1

713 “tabilizingFproteinsFtoFpreventFconformationalFchangesFrequiredFforFamyloidFfibrilFformationTF
JournalUofUCellularUBiochemistryRF2018RFWXVRFXaZX 4.7 15

712 tnFsilicoFevaluationFofFtheFresistanceFofFtheF”bdVxFvariantFofFepidermalFgrowthFfactorFreceptorF
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711 yotFallFlxwp”sFareFmadeFequaleFcomplexesFofFcowFandFcamelF˛–SlactalbuminFwithFoleicFacidFshowF
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707 pffectFofFanFtntrinsicallyFoisorderedF†lantF“tressF†roteinFonFtheF†ropertiesFofF aterTFBiophysicalU
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706 tntrinsicallyFoisorderedF†roteinseF”heFoarkFsorseFofFtheFoarkF†roteomeTFProteomicsRF2018RFWcRFeWcVVVaW4.8 39

705 ”axonomicFwandscapeFofFtheFoarkF†roteomeseF holeS†roteomeF“caleFtnterplayFmetweenF“tructuralF
oarknessRFtntrinsicFoisorderRFandFnrystallizationF†ropensityTFProteomicsRF2018RFWcRFeWcVVXZY 4.8 23

704 qunctionallyFlberrantFxutantFvnyQWF ithFtntermediateFseterozygousFandFsomozygousF
†henotypesTFCanadianUJournalUofUCardiologyRF2018RFYZRFWWbZSWWcZ 3.8 1

703 qlexibilityFofFtheF“ecWYUYWFcageFisFinfluencedFbyFtheF“ecYWFnSterminalFdisorderedFdomainTFJournalUofU
StructuralUBiologyRF2018RFXVZRFX_VSXaV 3.4 6

702 nomprehensiveFanalysisFofFtheFrolesFofFMblackMFandFMgrayMFclustersFinFstructureFandFfunctionFofFratF
˛†SparvalbuminTFCellUCalciumRF2018RFb_RFaZSbc 4 7

701 znFtheFrelationshipFbetweenFtheFconservedFMblackMFandFMgrayMFstructuralFclustersFandFintrinsicF
disorderFinFparvalbuminsTFInternationalUJournalUofUBiologicalUMacromoleculesRF2018RFWXVRFWV__SWVaX 7.9 5

700 ’ecombinantFqusionF†roteinFuoiningFpF†roteinFoomainFtttFofF”ickSmorneFpncephalitisF—irusFandF
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698 “tructureSqunctionF’elationshipsFinFtheFzligomericFylo†sSoependentFlssimilatoryF“ulfiteF
’eductaseTFBiochemistryRF2018RF_bRFYbaZSYbbX 3.2 5

697 oissectionFofFtheFdeepSblueFautofluorescenceFchangesFaccompanyingFamyloidFfibrillationTFArchivesU
ofUBiochemistryUandUBiophysicsRF2018RFa_WRFWYSXV 4.1 31

696 tnterleukinSWWFbindsFspecificFpqShandFproteinsFviaFtheirFconservedFstructuralFmotifsTFJournalUofU
BiomolecularUStructureUandUDynamicsRF2017RFY_RFbcSdW 3.6 18

695 pffectsFofFlowFureaFconcentrationsFonFproteinSwaterFinteractionsTFJournalUofUBiomolecularUStructureU
andUDynamicsRF2017RFY_RFXVbSXWc 3.6 5

694 lbundanceFandFfunctionalFrolesFofFintrinsicFdisorderFinFtheFantimicrobialFpeptidesFofFtheFyvSlysinF
familyTFJournalUofUBiomolecularUStructureUandUDynamicsRF2017RFY_RFcYaSc_a 3.6 8

693 pvidenceFforFtheFresidualFtertiaryFstructureFinFtheFureaSunfoldedFformFofFbacteriophageF”_F
endolysinTFJournalUofUBiomolecularUStructureUandUDynamicsRF2017RFY_RFWYYWSWYYc 3.6 6

692 †roteinFintrinsicFdisorderSbasedFliquidSliquidFphaseFtransitionsFinFbiologicalFsystemseFnomplexF
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691 pffectsFofFosmolytesFonFsolventFfeaturesFofFwaterFinFaqueousFsolutionsTFJournalUofUBiomolecularU
StructureUandUDynamicsRF2017RFY_RFWV__SWVac 3.6 23

690 pffectsFofFtheFsofmeisterFseriesFofFsodiumFsaltsFonFtheFsolventFpropertiesFofFwaterTFPhysicalU
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veraTFExperimentalUHematologyRF2017RF_VRF_YSba 3.1 9

684 †urificationRFbiochemicalRFandFstructuralFcharacterizationFofFaFnovelFfibrinolyticFenzymeFfromFxucorF
subtilissimusF–n†FWXaXTFBioprocessUandUBiosystemsUEngineeringRF2017RFZVRFWXVdSWXWd 3.7 21

683 ”yrosineF’egulatesF˛†S“heetF“tructureFqormationFinFlmyloidS˛†eFlFyewFnlusteringFllgorithmFforF
oisorderedF†roteinsTFJournalUofUChemicalUInformationUandUModelingRF2017RF_bRFWYZXSWY_c 6.1 19

682 ois†rotFbTVeFaFmajorFupdateFofFtheFdatabaseFofFdisorderedFproteinsTFNucleicUAcidsUResearchRF2017RF
Z_RFoXWdSoXXb 20.1 182

681 QuarterlyFintrinsicFdisorderFdigestFNlprilSxaySuuneRFXVWZOTFIntrinsicallyUDisorderedUProteinsRF2017RF_RFeWXcb_V_

680 tntrinsicFdisorderFhereRFthereRFandFeverywhereRFandFnowhereFtoFescapeFfromFitTFCellularUandU
MolecularULifeUSciencesRF2017RFbZRFYVa_SYVab 10.3 21
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CellularUandUMolecularULifeUSciencesRF2017RFbZRFYVadSYVdV 10.3 122
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677 oisulfideFbondsFandFdisorderFinFgranulinSYeFlnFunusualFhandshakeFbetweenFstructuralFstabilityFandF
plasticityTFProteinUScienceRF2017RFXaRFWb_dSWbbX 6.3 10
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6.9 11
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661 nancerU”estisFlntigenseFH“martHFmiomarkersFforFoiagnosisFandF†rognosisFofF†rostateFandFztherF
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trimethylamineFySoxideFN”xlzOTFFluidUPhaseUEquilibriaRF2017RFZZdRFXWbSXXZ 2.5 5
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3.6 11

644
pffectFofFnaturalFpolymorphismFonFstructureFandFfunctionFofFtheF³ersiniaFpestisFouterFmembraneF
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642 “tructuralFpliabilityFadjacentFtoFtheFkinaseFdomainFhighlightsFcontributionFofFqlvWFto’sFtoF
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635 nalreticulineFnhallengesF†osedFbyFtheFtntrinsicallyFoisorderedFyatureFofFnalreticulinFtoFtheF“tudyFofF
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632 oiagnosticFandFprognosticFrelevanceFofFn†XcFandF³³WFexpressionFinFhepatocellularFcarcinomaTF
OncotargetRF2017RFcRFXZYcdSXZZVV 3.3 14

631 tnF—itroFpxplorationFofFtheFlntiSsn—F†otentialFofFtheF“yntheticF“pacerF†eptidesFoerivedFfromF
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andUBiophysicsRF2016RFbZRFXc_Sda 3.2 12
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607 ruidelinesFforFtheFuseFandFinterpretationFofFassaysFforFmonitoringFautophagyFNYrdFeditionOTF
AutophagyRF2016RFWXRFWSXXX 10.2 3838
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oisorderF†ropensityRFandFnontributionFtoF—irulenceTFPLoSUONERF2016RFWWRFeVWacVcd 3.7 5
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566 tntrinsicFdisorderFinFspondinsFandFsomeFofFtheirFinteractingFpartnersTFIntrinsicallyUDisorderedUProteins
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554 lFsimplifiedFmethodFforFtheFpurificationFofFanFintrinsicallyFdisorderedFcoagulantFproteinFfromF
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550 pffectsFofFosmolytesFonFproteinSsolventFinteractionsFinFcrowdedFenvironmenteFlnalyzingFtheFeffectF
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4 15

535 tdentificationFofFintrinsicallyFdisorderedFregionsFinF†”pyFandFdelineationFofFitsFfunctionFviaFaF
networkFapproachTFMethodsRF2015RFbbSbcRFadSbZ 4.6 10

534 oigestedFdisorderRFQuarterlyFintrinsicFdisorderFdigestFNzctoberSyovemberSoecemberRFXVWYOTF
IntrinsicallyUDisorderedUProteinsRF2015RFYRFedcZ_ad 2

533 †liableFnaturalFbiocideeFuaburetoxFisFanFintrinsicallyFdisorderedFinsecticidalFandFfungicidalF
polypeptideFderivedFfromFjackFbeanFureaseTFFEBSUJournalRF2015RFXcXRFWVZYSaZ 5.7 23

532 ”heFintrinsicFdisorderFalphabetTFtttTFoualFpersonalityFofFserineTFIntrinsicallyUDisorderedUProteinsRF2015RF
YRFeWVXbVYX 20

531 miophysicalFxethodsFtoFtnvestigateFtntrinsicallyFoisorderedF†roteinseFlvoidingFanFHplephantFandF
mlindFxenHF“ituationTFAdvancesUinUExperimentalUMedicineUandUBiologyRF2015RFcbVRFXW_SaV 3.6 26

530 tntrinsicallyFdisorderedFproteinsFinFtheFnucleusFofFhumanFcellsTFBiochemistryUandUBiophysicsUReportsRF
2015RFWRFYYS_W 2.2 37
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529 sumanFprythroidF_SlminolevulinateF“ynthaseFxutationsFlssociatedFwithF²SwinkedF†rotoporphyriaF
oisruptFtheFnonformationalFpquilibriumFandFpnhanceF†roductF’eleaseTFBiochemistryRF2015RF_ZRF_aWbSYW 3.2 16

528
lnalysisFofFpartitioningFofForganicFcompoundsFandFproteinsFinFaqueousFpolyethyleneFglycolSsodiumF
sulfateFaqueousFtwoSphaseFsystemsFinFtermsFofFsoluteSsolventFinteractionsTFJournalUofU
ChromatographyUARF2015RFWZW_RFWSWV

4.5 28

527 tntrinsicallyFdisorderedFproteinsFasFcrucialFconstituentsFofFcellularFaqueousFtwoFphaseFsystemsFandF
coacervatesTFFEBSULettersRF2015RF_cdRFW_SXX 3.8 153

526 tntrinsicFdisorderFmediatesFhepatitisFnFvirusFcoreShostFcellFproteinFinteractionsTFProteinUScienceRF
2015RFXZRFXXWSY_ 6.3 34

525 †roteinsFwithoutFuniqueFYoFstructureseFbiotechnologicalFapplicationsFofFintrinsicallyF
unstableUdisorderedFproteinsTFBiotechnologyUJournalRF2015RFWVRFY_aSaa 5.6 19

524 pxceptionallyFabundantFexceptionseFcomprehensiveFcharacterizationFofFintrinsicFdisorderFinFallF
domainsFofFlifeTFCellularUandUMolecularULifeUSciencesRF2015RFbXRFWYbS_W 10.3 234

523 meyondFtheFexcludedFvolumeFeffectseFmechanisticFcomplexityFofFtheFcrowdedFmilieuTFMoleculesRF
2015RFXVRFWYbbSZVd 4.8 118

522 –nstructuralFbiologyFofFtheFoengueFvirusFproteinsTFFEBSUJournalRF2015RFXcXRFYYacSdZ 5.7 43

521 tdentifyingF“imilarF†atternsFofF“tructuralFqlexibilityFinF†roteinsFbyFoisorderF†redictionFandFoynamicF
†rogrammingTFInternationalUJournalUofUMolecularUSciencesRF2015RFWaRFWYcXdSZd 6.3 5

520 HtnSplantHFyx’eFanalysisFofFtheFintactFplantF—esiculariaFdubyanaFbyFhighFresolutionFyx’F
spectroscopyTFMoleculesRF2015RFXVRFZY_dSac 4.8 3

519 “olventF†ropertiesFofF aterFinFlqueousF“olutionsFofFplastinSwikeF†olypeptideTFInternationalUJournalU
ofUMolecularUSciencesRF2015RFWaRFWY_XcSZb 6.3 17

518 sotRFsotterRFandFsottestF”rendsFinF˛–S“ynucleinF’esearchTFCurrentUProteinUandUPeptideUScienceRF2015RF
WaRFacXSb 2.8 5

517 tdentificationFofFproteinsFassociatedFwithFamyloidosisFbyFpolarityFindexFmethodTFActaUBiochimicaU
PolonicaRF2015RFaXRFZWS__ 2 3

516 tntrinsicallyFdisorderedFproteinsFandFtheirFNdisorderedOFproteomesFinFneurodegenerativeFdisordersTF
FrontiersUinUAgingUNeuroscienceRF2015RFbRFWc 5.3 109

515 “hellFdisorderRFimmuneFevasionFandFtransmissionFbehaviorsFamongFhumanFandFanimalFretrovirusesTF
MolecularUBioSystemsRF2015RFWWRFXYWXSXY 17

514 oetectionFofFlinksFbetweenFpbolaFnucleocapsidFandFvirulenceFusingFdisorderFanalysisTFMolecularU
BioSystemsRF2015RFWWRFXYYbSZZ 15

513 pffectFofFsodiumFchlorideFonFsoluteSsolventFinteractionsFinFaqueousFpolyethyleneFglycolSsodiumF
sulfateFtwoSphaseFsystemsTFJournalUofUChromatographyUARF2015RFWZX_RF_WSaW 4.5 11

512 tnFvariousFproteinFcomplexesRFdisorderedFprotomersFhaveFlargeFperSresidueFsurfaceFareasFandFareaF
ofFproteinSRFoylSFandF’ylSbindingFinterfacesTFFEBSULettersRF2015RF_cdRFX_aWSd 3.8 30
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511 ’oleFofFmonomerFarrangementFinFtheFamyloidFselfSassemblyTFBiochimicaUEtUBiophysicaUActaUkU
ProteinsUandUProteomicsRF2015RFWc_ZRFXWcSXc 4 14

510 qunctionalFrolesFofFtransientlyFandFintrinsicallyFdisorderedFregionsFwithinFproteinsTFFEBSUJournalRF
2015RFXcXRFWWcXSd 5.7 121

509 oisorderFinFmilkFproteinseFcaseinsRFintrinsicallyFdisorderedFcolloidsTFCurrentUProteinUandUPeptideU
ScienceRF2015RFWaRFXXcSZX 2.8 28

508 oisorderFinFmilkFproteinseFstructureRFfunctionalFdisorderRFandFbiocidalFpotentialsFofFlactoperoxidaseTF
CurrentUProteinUandUPeptideUScienceRF2015RFWaRFY_XSa_ 2.8 17

507 tntrinsicallyFdisorderedFcaldesmonFbindsFcalmodulinFviaFtheFHbuttonsFonFaFstringHFmechanismTFPeerJRF
2015RFYRFeWXa_ 3.1 7

506 nompartmentalizationFandFqunctionalityFofFyuclearFoisordereFtntrinsicFoisorderFandF†roteinS†roteinF
tnteractionsFinFtntraSyuclearFnompartmentsTFInternationalUJournalUofUMolecularUSciencesRF2015RFWbRF 6.3 78

505 lFcreatureFwithFaFhundredFwagglyFtailseFintrinsicallyFdisorderedFproteinsFinFtheFribosomeTFCellularU
andUMolecularULifeUSciencesRF2014RFbWRFWZbbS_VZ 10.3 98

504 lFputativeFroleFofFtheF“upY_pFnSterminalFdomainFinFtheFcytoskeletonForganizationFduringFyeastF
mitosisTFMolecularUBioSystemsRF2014RFWVRFdX_SZV 4

503
“tructuralFfeaturesFimportantFforFdifferencesFinFproteinFpartitioningFinFaqueousF
dextranSpolyethyleneFglycolFtwoSphaseFsystemsFofFdifferentFionicFcompositionsTFBiochimicaUEtU
BiophysicaUActaUkUProteinsUandUProteomicsRF2014RFWcZZRFadZSbVZ

4 20

502 oisorderedFproteinaceousFmachinesTFChemicalUReviewsRF2014RFWWZRFacVaSZY 68.1 92

501 †athologicalFunfoldomicsFofFuncontrolledFchaoseFintrinsicallyFdisorderedFproteinsFandFhumanF
diseasesTFChemicalUReviewsRF2014RFWWZRFacZZSbd 68.1 186

500 “tructuralFdisorderFinFviralFproteinsTFChemicalUReviewsRF2014RFWWZRFaccVSdWW 68.1 133

499 tntroducingFproteinFintrinsicFdisorderTFChemicalUReviewsRF2014RFWWZRFa_aWScc 68.1 487

498
nontributionFofFprolineFtoFtheFpreSstructuringFtendencyFofFtransientFhelicalFsecondaryFstructureF
elementsFinFintrinsicallyFdisorderedFproteinsTFBiochimicaUEtUBiophysicaUActaUkUGeneralUSubjectsRF2014RF
WcZVRFddYSWVVY

4 26

497 ”heFcrowdFyouMreFinFwitheFeffectsFofFdifferentFtypesFofFcrowdingFagentsFonFproteinFaggregationTF
BiochimicaUEtUBiophysicaUActaUkUProteinsUandUProteomicsRF2014RFWcZZRFYZaS_b 4 66

496 tdentificationFofFltgYFasFanFintrinsicallyFdisorderedFpolypeptideFyieldsFinsightsFintoFtheFmolecularF
dynamicsFofFautophagySrelatedFproteinsFinFyeastTFAutophagyRF2014RFWVRFWVdYSWVZ 10.2 26

495
”heFintrinsicallyFdisorderedFstructuralFplatformFofFtheFplantFdefenceFhubFproteinF’†xWSinteractingF
proteinFZFprovidesFinsightsFintoFitsFmodeFofFactionFinFtheFhostSpathogenFinterfaceFandFevolutionFofF
theFnitrateSinducedFdomainFproteinFfamilyTFFEBSUJournalRF2014RFXcWRFYd__Sbd

5.7 27

494 ”heFintrinsicFdisorderFstatusFofFtheFhumanFhepatitisFnFvirusFproteomeTFMolecularUBioSystemsRF2014RF
WVRFWYZ_SaY 52
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493 qundamentalsFofF†roteinFqoldingF2014RFWSaW

492 ”owardFaFcommonFaggregationFmechanismFforFaF˛†SbarrelFproteinFfamilyeFinsightsFderivedFfromFaF
stableFdimericFspeciesTFBiochimicaUEtUBiophysicaUActaUkUProteinsUandUProteomicsRF2014RFWcZZRFW_ddSaVb 4 7

491 “creeningFtheFantiFinfectivityFpotentialsFofFnativeFySFandFnSlobesFderivedFfromFtheFcamelFlactoferrinF
againstFhepatitisFnFvirusTFBMCUComplementaryUandUAlternativeUMedicineRF2014RFWZRFXWd 4.7 33

490
natalyticallyFactiveFalkalineFmoltenFglobularFenzymeeFpffectFofFpsFandFtemperatureFonFtheF
structuralFintegrityFofF_SaminolevulinateFsynthaseTFBiochimicaUEtUBiophysicaUActaUkUProteinsUandU
ProteomicsRF2014RFWcZZRFXWZ_S_Z

4 15

489 †otentialFlactoferrinFactivityFagainstFpathogenicFvirusesTFComptesURendusUkUBiologiesRF2014RFYYbRF_cWSd_ 1.4 58

488 nlassificationFofFintrinsicallyFdisorderedFregionsFandFproteinsTFChemicalUReviewsRF2014RFWWZRFa_cdSaYW 68.1 1141

487 nonditionallyFandFtransientlyFdisorderedFproteinseFawakeningFcrypticFdisorderFtoFregulateFproteinF
functionTFChemicalUReviewsRF2014RFWWZRFabbdScV_ 68.1 136

486 oancingFretroeFsolutionFstructureFandFmicelleFinteractionsFofFtheFretroS“sYSdomainRF
retroS“ssSMmergeracMTFJournalUofUBiomolecularUStructureUandUDynamicsRF2014RFYXRFX_bSbX 3.6 7

485 xolecularFxechanismsFofF†roteinFxisfoldingF2014RFWSWZ

484 †resenceFandFutilityFofFintrinsicallyFdisorderedFregionsFinFkinasesTFMolecularUBioSystemsRF2014RFWVRFXcbaScc 22

483 tntrinsicFdisorderFinFproteinsFinvolvedFinFtheFinnateFantiviralFimmunityeFanotherFflexibleFsideFofFaF
molecularFarmsFraceTFJournalUofUMolecularUBiologyRF2014RFZXaRFWYXXS_V 6.5 27

482 ”heFstructuralFandFfunctionalFsignaturesFofFproteinsFthatFundergoFmultipleFeventsFofF
postStranslationalFmodificationTFProteinUScienceRF2014RFXYRFWVbbSdY 6.3 226

481 tntracellularFprocessingFofFdiseaseSassociatedF˛–SsynucleinFinFtheFhumanFbrainFsuggestsFprionSlikeF
cellStoScellFspreadTFNeurobiologyUofUDiseaseRF2014RFadRFbaSdX 7.5 78

480  reckedFregulationFofFintrinsicallyFdisorderedFproteinsFinFdiseaseseFpathogenicityFofFderegulatedF
regulatorsTFFrontiersUinUMolecularUBiosciencesRF2014RFWRFa 5.6 68

479 tmprovingFproteinForderSdisorderFclassificationFusingFchargeShydropathyFplotsTFBMCUBioinformaticsRF
2014RFW_F“upplFWbRF“Z 3.6 38

478 tntrinsicFdisorderFinFtheFmvFchannelFandFitsFinteractomeTFPLoSUONERF2014RFdRFedZYYW 3.7 14

477 ”heFtripleFpowerFofFo´‡eFproteinFintrinsicFdisorderFinFdegenerativeFdiseasesTFFrontiersUinUBioscienceUkU
LandmarkRF2014RFWdRFWcWSX_c 2.8 62

476 ppSomeFaFdatabaseFofFstructuralFensemblesFofFintrinsicallyFdisorderedFandFofFunfoldedFproteinsTF
NucleicUAcidsUResearchRF2014RFZXRFoYXaSY_ 20.1 159
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475  hatFmacromolecularFcrowdingFcanFdoFtoFaFproteinTFInternationalUJournalUofUMolecularUSciencesRF
2014RFW_RFXYVdVSWZV 6.3 318

474 oigestedFdisordereFQuarterlyFintrinsicFdisorderFdigestFNuulySlugustS“eptemberRFXVWYOTFIntrinsicallyU
DisorderedUProteinsRF2014RFXRFeXbcYY 5

473 lctinousFenigmaForFenigmaticFactineFqoldingRFstructureRFandFfunctionsFofFtheFmostFabundantF
eukaryoticFproteinTFIntrinsicallyUDisorderedUProteinsRF2014RFXRFeYZ_VV 10

472 –nreportedFintrinsicFdisorderFinFproteinseFmuildingFconnectionsFtoFtheFliteratureFonFto†sTFIntrinsicallyU
DisorderedUProteinsRF2014RFXRFedbVZdd 7

471
†robioticF†ropertiesFofFwactobacillusFcrispatusFXRVXdeFsomeostaticFtnteractionFwithFnervicovaginalF
ppithelialFnellsFandFlntagonisticFlctivityFtoFrenitourinaryF†athogensTFProbioticsUandUAntimicrobialU
ProteinsRF2014RFaRFWa_Sba

5.5 30

470 lminoFacidUwaterFinteractionsFstudyeFaFnewFaminoFacidFscaleTFJournalUofUBiomolecularUStructureUandU
DynamicsRF2014RFYXRFd_dSac 3.6 34

469 o’xWFandFo’xXFexpressionFregulationeFpotentialFroleFofFspliceFvariantsFinFresponseFtoFstressFandF
environmentalFfactorsFinFlrabidopsisTFMolecularUGeneticsUandUGenomicsRF2014RFXcdRFYWbSYX 3.1 24

468 tdentifyingFnovelFcellFcycleFproteinsFinFlpicomplexaFparasitesFthroughFcoSexpressionFdecisionF
analysisTFPLoSUONERF2014RFdRFedbaX_ 3.7 8

467 oisorderedFinteractomeFofFhumanFpapillomavirusTFCurrentUPharmaceuticalUDesignRF2014RFXVRFWXbZSdX 3.3 17

466 “tructuralFheterogeneityFandFmultifunctionalityFofFlactoferrinTFCurrentUProteinUandUPeptideUScienceRF
2014RFW_RFbbcSdb 2.8 34

465 †redictionFofFintrinsicFdisorderFinFproteinsFusingFxqopXTFMethodsUinUMolecularUBiologyRF2014RFWWYbRFWZbSaX1.4 32

464 lminoFacidFcodeFforFpoteinFfoldingRFmisfoldingRFandFnonSfoldingTFAminoUAcidsjUPeptidesUandUProteinsRF
2014RFWdXSXYa 2.7 3

463 –nusualFbiophysicsFofFintrinsicallyFdisorderedFproteinsTFBiochimicaUEtUBiophysicaUActaUkUProteinsUandU
ProteomicsRF2013RFWcYZRFdYXS_W 4 377

462 sighFthroughputFcharacterizationFofFstructuralFdifferencesFbetweenFcloselyFrelatedFproteinsFinF
solutionTFBiochimicaUEtUBiophysicaUActaUkUProteinsUandUProteomicsRF2013RFWcYZRF_cYSdX 4 25

461 tnterplayFbetweenFestrogenFreceptorFandFlv”FinFestradiolSinducedFalternativeFsplicingTFBMCU
MedicalUGenomicsRF2013RFaRFXW 3.7 19

460 xodulatingFtheFintrinsicFdisorderFinFtheFcytoplasmicFdomainFaltersFtheFbiologicalFactivityFofFtheF
ySmethylSoSaspartateSsensitiveFglutamateFreceptorTFJournalUofUBiologicalUChemistryRF2013RFXccRFXX_VaSW_5.4 26

459 –nderSfoldedFproteinseFnonformationalFensemblesFandFtheirFrolesFinFproteinFfoldingRFfunctionRFandF
pathogenesisTFBiopolymersRF2013RFddRFcbVScb 2.2 33

458 oistinctF˛†SsheetFstructureFinFproteinFaggregatesFdeterminedFbyFl”’Sq”t’FspectroscopyTF
BiochemistryRF2013RF_XRF_WbaScY 3.2 154
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457 “olventFinteractionFanalysisFofFintrinsicallyFdisorderedFproteinsFinFaqueousFtwoSphaseFsystemsTF
MolecularUBioSystemsRF2013RFdRFYVacSbd 14

456 tntrinsicallyFdisorderedFregionsFofFp_YFfamilyFareFhighlyFdiversifiedFinFevolutionTFBiochimicaUEtU
BiophysicaUActaUkUProteinsUandUProteomicsRF2013RFWcYZRFbX_SYc 4 58

455 †roteinFintrinsicFdisorderFinFtheFacetylomeFofFintracellularFandFextracellularF”oxoplasmaFgondiiTF
MolecularUBioSystemsRF2013RFdRFaZ_S_b 39

454 ”heF†”pyFwongFyStailFisFintrinsicallyFdisorderedeFincreasedFviabilityFforF†”pyFtherapyTFMolecularU
BioSystemsRF2013RFdRFXcbbScc 38

453 –tilizationFofFproteinFintrinsicFdisorderFknowledgeFinFstructuralFproteomicsTFBiochimicaUEtUBiophysicaU
ActaUkUProteinsUandUProteomicsRF2013RFWcYZRFZcbSdc 4 46

452 pxploringFtheFbindingFdiversityFofFintrinsicallyFdisorderedFproteinsFinvolvedFinFoneStoSmanyFbindingTF
ProteinUScienceRF2013RFXXRFX_cSbY 6.3 132

451 ’l†toeFfastFandFaccurateFsequenceSbasedFpredictionFofFintrinsicFdisorderFcontentFonFproteomicF
scaleTFBiochimicaUEtUBiophysicaUActaUkUProteinsUandUProteomicsRF2013RFWcYZRFWabWScV 4 35

450 ”heF–mpXpFproteinsFasFconjugatingFdisperserseFextendingFfunctionFwithFextendedFextensionsTF
JournalUofUMolecularUBiologyRF2013RFZX_RFZVabSbV 6.5 3

449 “tochasticFmachinesFasFaFcolocalizationFmechanismFforFscaffoldFproteinFfunctionTFFEBSULettersRF2013
RF_cbRFW_cbSdW 3.8 33

448 pffectFofFsaltFadditivesFonFproteinFpartitionFinFpolyethyleneFglycolSsodiumFsulfateFaqueousF
twoSphaseFsystemsTFBiochimicaUEtUBiophysicaUActaUkUProteinsUandUProteomicsRF2013RFWcYZRFXc_dSaa 4 31

447 xulttotxensionalityFofFtotxseFintrinsicFdisorderFinFautoinhibitionTFStructureRF2013RFXWRFYW_Sa 5.2 4

446 lFdecadeFandFaFhalfFofFproteinFintrinsicFdisordereFbiologyFstillFwaitsFforFphysicsTFProteinUScienceRF2013
RFXXRFadYSbXZ 6.3 341

445 “equenceFmicroheterogeneityFofFparvalbuminRFtheFmajorFfishFallergenTFBiochimicaUEtUBiophysicaUActaU
kUProteinsUandUProteomicsRF2013RFWcYZRFWaVbSWZ 4 7

444 ”heFpffectsFofFxutationsFonF†roteinFqunctioneFlFnomparativeF“tudyFofF”hreeFoatabasesFofF
xutationsFinFsumansTFIsraelUJournalUofUChemistryRF2013RF_YRFXWbSXXa 3.4 2

443 ’esilienceFofFdeatheFintrinsicFdisorderFinFproteinsFinvolvedFinFtheFprogrammedFcellFdeathTFCellUDeathU
andUDifferentiationRF2013RFXVRFWX_bSab 12.7 62

442 ”heFmostFimportantFthingFisFtheFtaileFmultitudinousFfunctionalitiesFofFintrinsicallyFdisorderedFproteinF
terminiTFFEBSULettersRF2013RF_cbRFWcdWSdVW 3.8 95

441 tmbalanceFofFsspbVFfamilyFvariantsFfostersFtauFaccumulationTFFASEBUJournalRF2013RFXbRFWZ_VSd 0.9 84

440 ”argetingFtheFchameleoneFaFfocusedFlookFatF˛–SsynucleinFandFitsFrolesFinFneurodegenerationTF
MolecularUNeurobiologyRF2013RFZbRFZZaS_d 6.2 17
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439 lgrochemicalsRF˛–SsynucleinRFandF†arkinsonMsFdiseaseTFMolecularUNeurobiologyRF2013RFZbRF_dcSaWX 6.2 24

438 oistributionFandFclusterFanalysisFofFpredictedFintrinsicallyFdisorderedFproteinF†famFdomainsTF
IntrinsicallyUDisorderedUProteinsRF2013RFWRFeX_bXZ 9

437 oigestedFdisordereFQuarterlyFintrinsicFdisorderFdigestFNuanuaryUqebruaryUxarchRFXVWYOTFIntrinsicallyU
DisorderedUProteinsRF2013RFWRFeX_Zda 8

436 ”heFalphabetFofFintrinsicFdisordereFttTF—ariousFrolesFofFglutamicFacidFinForderedFandFintrinsicallyF
disorderedFproteinsTFIntrinsicallyUDisorderedUProteinsRF2013RFWRFeXZacZ 54

435 “tructuralFcharacterizationsFofFphosphorylatableFresiduesFinFtransmembraneFproteinsFfromTF
IntrinsicallyUDisorderedUProteinsRF2013RFWRFeX_bWY 5

434 –nderstandingFtheFmolecularFmechanismsFunderlyingFcomplexFcancerFgenomeFrearrangementsTF
IntrinsicallyUDisorderedUProteinsRF2013RFWRFeX_d_Z

433 sypothesiseF”heFunfoldingFpowerFofFproteinFdielectricityTFIntrinsicallyUDisorderedUProteinsRF2013RFWRFeX_bX_ 3

432 oigestedFdisordereFQuarterlyFintrinsicFdisorderFdigestFNlprilSxaySuuneRFXVWYOTFIntrinsicallyUDisorderedU
ProteinsRF2013RFWRFeXbZ_Z 6

431 miophysicalFnharacterizationFofF˛–S“ynucleinFandF’otenoneFtnteractionTFBiomoleculesRF2013RFYRFbVYSYX 5.9 22

430  hatMsFinFaFnamejF hyFtheseFproteinsFareFintrinsicallyFdisorderedeF hyFtheseFproteinsFareF
intrinsicallyFdisorderedTFIntrinsicallyUDisorderedUProteinsRF2013RFWRFeXZW_b 171

429 tntrinsicFdisorderFinF†”pyFandFitsFinteractomeFconfersFstructuralFplasticityFandFfunctionalFversatilityTF
ScientificUReportsRF2013RFYRFXVY_ 4.9 59

428 xultifariousFrolesFofFintrinsicFdisorderFinFproteinsFillustrateFitsFbroadFimpactFonFplantFbiologyTFPlantU
CellRF2013RFX_RFYcS__ 11.6 103

427
pxtractingFstructuralFinformationFfromFchargeSstateFdistributionsFofFintrinsicallyFdisorderedF
proteinsFbyFnonSdenaturingFelectrospraySionizationFmassFspectrometryTFIntrinsicallyUDisorderedU
ProteinsRF2013RFWRFeX_Vac

22

426 ”heFalphabetFofFintrinsicFdisordereFtTFlctFlikeFaF†roeFznFtheFabundanceFandFrolesFofFprolineFresiduesF
inFintrinsicallyFdisorderedFproteinsTFIntrinsicallyUDisorderedUProteinsRF2013RFWRFeXZYaV 143

425 tntrinsicFdisorderFinFpathogenFeffectorseFproteinFflexibilityFasFanFevolutionaryFhallmarkFinFaF
molecularFarmsFraceTFPlantUCellRF2013RFX_RFYW_YSb 11.6 48

424 oisorderFinFtheFlifetimeFofFaFproteinTFIntrinsicallyUDisorderedUProteinsRF2013RFWRFeXabcX 2

423 llterationFofFtropomyosinSbindingFpropertiesFofFtropomodulinSWFaffectsFitsFcappingFabilityFandF
localizationFinFskeletalFmyocytesTFJournalUofUBiologicalUChemistryRF2013RFXccRFZcddSdVb 5.4 11

422 ’apidFevolutionaryFdynamicsFofFstructuralFdisorderFasFaFpotentialFdrivingFforceFforFbiologicalF
divergenceFinFflavivirusesTFGenomeUBiologyUandUEvolutionRF2013RF_RF_VZSWY 3.9 23
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421 lcceleratedFneurodegenerationFthroughFchaperoneSmediatedFoligomerizationFofFtauTFJournalUofU
ClinicalUInvestigationRF2013RFWXYRFZW_cSad 15.9 169

420 zrderedFdisorderFofFtheFastrocyticFdystrophinSassociatedFproteinFcomplexFinFtheFnormFandF
pathologyTFPLoSUONERF2013RFcRFebYZba 3.7 10

419 tntrinsicFdisorderSbasedFproteinFinteractionsFandFtheirFmodulatorsTFCurrentUPharmaceuticalUDesignRF
2013RFWdRFZWdWSXWY 3.3 185

418 o´††´†eFdatabaseFofFdisorderedFproteinFpredictionsTFNucleicUAcidsUResearchRF2013RFZWRFo_VcSWa 20.1 398

417 znFtheFintrinsicFdisorderFstatusFofFtheFmajorFplayersFinFprogrammedFcellFdeathFpathwaysTF
FonnnResearchRF2013RFXRFWdV 3.6 18

416 †redictionFofFtntrinsicFoisorderFinFxp’“Sno—Usno—SpxnF“upportsFaFsighFzralSqecalF”ransmissionTF
PLOSUCurrentsRF2013RF_RF 48

415 lctinidiaFo’xWSSanFintrinsicallyFdisorderedFproteinFwhoseFm’ylFexpressionFisFinverselyFcorrelatedF
withFspringFbudbreakFinFkiwifruitTFPLoSUONERF2013RFcRFe_bY_Z 3.7 17

414 ”heFcaseFforFintrinsicallyFdisorderedFproteinsFplayingFcontributoryFrolesFinFmolecularFrecognitionF
withoutFaFstableFYoFstructureTFFonnnUBiologyUReportsRF2013RF_RFW 70

413 wookingFatFmicrobialFmetabolismFbyFhighSresolutionFNXOsSyx’FspectroscopyTFPeerJRF2013RFWRFeWVW 3.1 1

412 xalleableFribonucleoproteinFmachineeFproteinFintrinsicFdisorderFinFtheF“accharomycesFcerevisiaeF
spliceosomeTFPeerJRF2013RFWRFeX 3.1 30

411 xappingFnonformationalFoynamicsFinF–nfoldedF†olypeptideFnhainsF–singF“hortFxodelF†eptidesFbyF
yx’F“pectroscopyF2012RFWcbSXWd

410 “econdaryF“tructureFandFoynamicsFofFaFqamilyFofFoisorderedF†roteinsF2012RFXXWSXYc

409 mindingFstoichiometryFandFaffinityFofFfluorescentFdyesFtoFproteinsFinFdifferentFstructuralFstatesTF
MethodsUinUMolecularUBiologyRF2012RFcd_RFZZWSaV 1.4 14

408 oenaturantSinducedFconformationalFtransitionsFinFintrinsicallyFdisorderedFproteinsTFMethodsUinU
MolecularUBiologyRF2012RFcdaRFWdbSXWY 1.4 3

407 tntrinsicallyFdisorderedFproteinsFandFnovelFstrategiesFforFdrugFdiscoveryTFExpertUOpinionUonUDrugU
DiscoveryRF2012RFbRFZb_Scc 6.2 78

406 “izeSexclusionFchromatographyFinFstructuralFanalysisFofFintrinsicallyFdisorderedFproteinsTFMethodsUinU
MolecularUBiologyRF2012RFcdaRFWbdSdZ 1.4 35

405 tnsightsFinFtheFNunOstructuralForganizationFofFmacillusFpasteuriiF–rerRFanFintrinsicallyFdisorderedF
r”†aseFenzymeTFMolecularUBioSystemsRF2012RFcRFXXVSc 40

404 sighSthroughputFcharacterizationFofFintrinsicFdisorderFinFproteinsFfromFtheF†roteinF“tructureF
tnitiativeTFJournalUofUStructuralUBiologyRF2012RFWcVRFXVWSW_ 3.4 31
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403 ”hermodynamicFandFvineticFxodelsFforFlggregationFofFtntrinsicallyFoisorderedF†roteinsF2012RFZWYSZZV 1

402 xoreFthanFjustFtailseFintrinsicFdisorderFinFhistoneFproteinsTFMolecularUBioSystemsRF2012RFcRFWccaSdVW 87

401 “†typSoeFaccurateFpredictionFofFshortFandFlongFdisorderedFregionsFbyFaFsingleFneuralSnetworkFbasedF
methodTFJournalUofUBiomolecularUStructureUandUDynamicsRF2012RFXdRFbddScWY 3.6 126

400 ”heFrolesFofFintrinsicFdisorderFinForchestratingFtheF ntSpathwayTFJournalUofUBiomolecularUStructureU
andUDynamicsRF2012RFXdRFcZYSaW 3.6 37

399 qibrillationFmechanismFofFaFmodelFintrinsicallyFdisorderedFproteinFrevealedFbyFXoFcorrelationFdeepF
–—FresonanceF’amanFspectroscopyTFBiomacromoleculesRF2012RFWYRFW_VYSd 6.9 18

398 “weepingFawayFproteinFaggregationFwithFentropicFbristleseFintrinsicallyFdisorderedFproteinFfusionsF
enhanceFsolubleFexpressionTFBiochemistryRF2012RF_WRFbX_VSaX 3.2 78

397 oisorderedFcompetitiveFrecruitereFfastFandFfoldableTFJournalUofUMolecularUBiologyRF2012RFZWcRFXabSc 6.5 20

396 ˛�SsynucleinFmisfoldingFandF†arkinsonMsFdiseaseTFBiochimicaUEtUBiophysicaUActaUkUMolecularUBasisUofU
DiseaseRF2012RFWcXXRFXaWSc_ 6.9 406

395 zxidativeF“tressFandF†roteinFzxidationF2012RFWSXWZ 2

394 ““S“tabilizingF†roteinsF’ationallyeFtntrinsicFoisorderSmasedFoesignFofF“tabilizingFoisulphideFmridgesF
inFrq†TFJournalUofUBiomolecularUStructureUandUDynamicsRF2012RFXdRFcW_SXZ 3.6 21

393  hyFareFweFtnterestedFinFtheF–nfoldedF†eptidesFandF†roteinsjF2012RFWS_Z 4

392 †roteinFintrinsicFdisorderFandFinducedFpluripotentFstemFcellsTFMolecularUBioSystemsRF2012RFcRFWYZS_V 32

391 †roteinFoisorderFandFsumanFreneticFoiseaseF2012RF 2

390 xultiparametricFanalysisFofFintrinsicallyFdisorderedFproteinseFlookingFatFintrinsicFdisorderFthroughF
compoundFeyesTFAnalyticalUChemistryRF2012RFcZRFXVdaSWVZ 7.8 70

389 tnfluenceFofFserumFproteinsFonFconformationFofFprostateSspecificFantigenTFJournalUofUBiomolecularU
StructureUandUDynamicsRF2012RFXdRFWV_WSaZ 3.6 16

388 xodifiersFofF†roteinFlggregationâ��qromFyonspecificFtoF“pecificFtnteractionsF2012RFZZWSZbc 2

387 †eculiaritiesFofFcopperFbindingFtoFalphaSsynucleinTFJournalUofUBiomolecularUStructureUandUDynamicsRF
2012RFXdRFcX_SZX 3.6 26

386 lnalyzingFthioflavinF”FbindingFtoFamyloidFfibrilsFbyFanFequilibriumFmicrodialysisSbasedFtechniqueTF
PLoSUONERF2012RFbRFeYVbXZ 3.7 54

(2012-2012)
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385 qreeFcysteineFmodulatesFtheFconformationFofFhumanFnUpm†FhomologousFproteinTFPLoSUONERF2012RF
bRFeYZacV 3.7 3

384 lnFintrinsicallyFdisorderedFregionFofFtheFacetyltransferaseFpYVVFwithFsimilarityFtoFprionSlikeF
domainsFplaysFaFroleFinFaggregationTFPLoSUONERF2012RFbRFeZcXZY 3.7 24

383 zrderlyForderFinFproteinFintrinsicFdisorderFdistributioneFdisorderFinFY_VVFproteomesFfromFvirusesF
andFtheFthreeFdomainsFofFlifeTFJournalUofUBiomolecularUStructureUandUDynamicsRF2012RFYVRFWYbSZd 3.6 370

382 †roteinFintrinsicFdisorderFasFaFflexibleFarmorFandFaFweaponFofFst—SWTFCellularUandUMolecularULifeU
SciencesRF2012RFadRFWXWWS_d 10.3 82

381 lFnewFtrendFinFtheFexperimentalFmethodologyFforFtheFanalysisFofFtheFthioflavinF”FbindingFtoF
amyloidFfibrilsTFMolecularUNeurobiologyRF2012RFZ_RFZccSdc 6.2 46

380 tnteractionsFbetweenFtheFnSterminusFofFvvWT_FandFvv˛†FregulateFpyridineFnucleotideSdependentF
changesFinFchannelFgatingTFPflugersUArchivUEuropeanUJournalUofUPhysiologyRF2012RFZaYRFbddScWc 4.6 31

379 wengthSdependentFcompactionFofFintrinsicallyFdisorderedFproteinsTFFEBSULettersRF2012RF_caRFbVSY 3.8 24

378 nommonFfeaturesFatFtheFstartFofFtheFneurodegenerationFcascadeTFPLoSUBiologyRF2012RFWVRFeWVVWYY_ 9.7 52

377 oiseaseSassociatedFmutationsFdisruptFfunctionallyFimportantFregionsFofFintrinsicFproteinFdisorderTF
PLoSUComputationalUBiologyRF2012RFcRFeWVVXbVd 5 95

376 xo’qpredRFaFcomputationalFtoolFforFsequenceSbasedFpredictionFandFcharacterizationFofFshortF
disorderStoSorderFtransitioningFbindingFregionsFinFproteinsTFBioinformaticsRF2012RFXcRFib_ScY 7.2 254

375 s“qFtranscriptionFfactorFfamilyRFheatFshockFresponseRFandFproteinFintrinsicFdisorderTFCurrentUProteinU
andUPeptideUScienceRF2012RFWYRFcaSWVY 2.8 79

374 lccurateFpredictionFofFproteinFstructuralFclassesFusingFfunctionalFdomainsFandFpredictedFsecondaryF
structureFsequencesTFJournalUofUBiomolecularUStructureUandUDynamicsRF2012RFXdRFaXYSYY 3.6 15

373 yz”F”sl”F’trtoFxtorp”“FlyoFyz”F“zFqwp²tmwpFrtly”“eFzyF”spFlm–yolynpFlyoF’zwp“FzqF
ty”’ty“tnFot“z’op’FtyF“sz’”FlyoFwzyrF†’z”pty“TFJournalUofUBiologicalUSystemsRF2012RFXVRFZbWS_WW 1.6 16

372 –nderstandingF—iralF”ransmissionFmehaviorFviaF†roteinFtntrinsicFoisorderF†redictioneFnoronavirusesTF
JournalUofUPathogensRF2012RFXVWXRFbYc_dV 1.9 32

371 wocalFflexibilityFfacilitatesFoxidizationFofFburiedFmethionineFresiduesTFProteinUandUPeptideULettersRF
2012RFWdRFaccSdb 1.9 21

370 “elfSlssemblingFllanineS’ichF†eptidesFofFmiomedicalFandFmiotechnologicalF’elevanceF2012RFYVbSY_V 2

369 “tructuralFplementsF’egulatingFtnteractionsFinFtheFparlyF“tagesFofFqibrillogenesiseFlFsumanF
nalcitoninFxodelF“ystemF2012RFY_WSYcc 1

368 nomputationalF“tudiesFofFqoldingFandFlssemblyFofFlmyloidogenicF†roteinsF2012RFZbdS_Xb
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367 tntrinsicFqlexibilityFofFyucleicFlcidFnhaperoneF†roteinsFfromF†athogenicF’ylF—irusesF2012RFXbdSYVa

366 mindingF†romiscuityFofF–nfoldedF†eptidesF2012RFXYdSXbb 0

365 xolecularFprofilingeFanFessentialFtechnologyFenablingFpersonalizedFmedicineFinFbreastFcancerTF
CurrentUDrugUTargetsRF2012RFWYRF_ZWS_Z 3 5

364 zligomersFofF˛–S“ynucleinFinFtheF†athogenesisFofF†arkinsonâ��sFoiseaseF2012RFWcdSXWa

363 tntrinsicFproteinFdisorderFandFproteinSproteinFinteractionsTFPacificUSymposiumUonUBiocomputingU
PacificUSymposiumUonUBiocomputingRF2012RFWWaSXb 1.3 42

362 “ubclassifyingFdisorderedFproteinsFbyFtheFnsSnoqFplotFmethodTFPacificUSymposiumUonUBiocomputingU
PacificUSymposiumUonUBiocomputingRF2012RFWXcSYd 1.3 29

361 “–mnwl““tq³tyrFot“z’op’poF†’z”pty“Fm³F”spFnsSnoqF†wz”Fxp”szoF2011RF 11

360 tntrinsicallyFoisorderedFnhaperonesFandFyeurodegenerationF2011RFWSaY 1

359 ’edoxF’egulationFofF†roteinFxisfoldingRF“ynapticFoamageRFandFyeuronalFwossFinF
yeurodegenerativeFoiseasesF2011RFa_Sdd

358 nhaperoneFandFlntiSnhaperoneF†ropertiesFofF“ynucleineFtmplicationsFforFoevelopmentRFlgingRFandF
yeurodegenerativeFoiseaseF2011RFWYdSWbb

357 pmergingFlreaeF”orsinlRFaFyovelFl”†SoependentFqactorFwinkedFtoFoystoniaF2011RFY_dSYcY 1

356 tntrinsicFdisorderFofFtheFextracellularFmatrixTFMolecularUBioSystemsRF2011RFbRFYY_YSa_ 46

355 qlexibleFnetsFofFmalleableFguardianseFintrinsicallyFdisorderedFchaperonesFinFneurodegenerativeF
diseasesTFChemicalUReviewsRF2011RFWWWRFWWYZSaa 68.1 59

354 tntrinsicallyFdisorderedFproteinsFfromFlFtoFΑTFInternationalUJournalUofUBiochemistryUandUCellUBiologyRF
2011RFZYRFWVdVSWVY 5.6 322

353 xolecularFmechanismsFofFtheFanomalousFthermalFaggregationFofFgreenFfluorescentFproteinTF
BiochimicaUEtUBiophysicaUActaUkUProteinsUandUProteomicsRF2011RFWcWZRFWdYVSd 4 14

352 tntrinsicFdisorderFinF“WVVFproteinsTFMolecularUBioSystemsRF2011RFbRFXWaZScV 21

351 “equentialFmeltingFofFtwoFhydrophobicFclustersFwithinFtheFgreenFfluorescentFproteinFrq†ScycleYTF
BiochemistryRF2011RF_VRFbbY_SZZ 3.2 13

350 xodulatingFLalphafSsynucleinFmisfoldingFandFfibrillationFinFvitroFbyFagrochemicalsTFResearchUandU
ReportsUinUBiologyRF2011RFZY 1

(2011-2012)
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349 lnalyzingFandFmappingFsweatFmetabolomicsFbyFhighSresolutionFyx’FspectroscopyTFPLoSUONERF2011
RFaRFeXccXZ 3.7 61

348 ooF—iralF†roteinsF†ossessF–niqueFqeaturesjF2011RFWSYZ 4

347 tntrinsicallyFoisorderedFoomainsFofF“esbaniaFxosaicF—irusFpncodedF†roteinsF2011RFX_bSXba

346 tntrinsicFoisorderFinFrenomeSwinkedF—iralF†roteinsF—†gsFofF†otyvirusesF2011RFXbbSYWX

345 noreSwationsFmetweenFtntrinsicFoisorderFandFxultifacetedFlctivitiesFinFsepatitisFnF—irusFandF’elatedF
—irusesF2011RFYb_SZVb

344 ”heFy“_lFoomainFttFofFsn—eFnonservationFofFtntrinsicFoisorderFinF“everalFrenotypesF2011RFZVdSZXZ 1

343 macteriophageF˛»FyF†roteinFoisorderSzrderF”ransitionsFuponFtnteractionsFwithF’ylForF†roteinsF2011
RFZX_SZZZ

342 “tructuralFoisorderFwithinFtheFyucleoproteinFandF†hosphoproteinFfromFxeaslesRFyipahRFandFsendraF
—irusesF2011RFZbSdZ 5

341 “tructuralFoisorderFwithinF“endaiF—irusFyucleoproteinFandF†hosphoproteinF2011RFd_SWWZ

340 “tructuralFoisorderFinFxatrixF†roteinsFofFst—S’elatedF—irusesF2011RFWZYSWab

339 xakingFzrderFinFtheFtntrinsicallyFoisorderedF’egionsFofFst—SWF—ifF†roteinF2011RFXVWSXXW 1

338 zrderFfromFoisordereF“tructureRFqunctionRFandFoynamicsFofFtheFst—SWF”ransactivatorFofF
”ranscriptionF2011RFXXYSX_a

337 nharacterizationFofFtheFnonSfibrillarF˛–SsynucleinFoligomersTFProteinUandUPeptideULettersRF2011RFWcRFXYVSZV 1.9 40

336 ty”’ty“tnF†’z”ptyFot“z’op’FlyoF†’z”ptyS†’z”ptyFty”p’ln”tzy“F2011RF 5

335 yS”erminalFpxtensionF’egionFofFsordeivirusFxovementF”rmWF†roteinFnonsistsFofF”woFoomainsF
withFoifferentFnontentFofFoisorderedF“tructureF2011RFZZ_SZbW

334 “tructuralFoisorderFinF†roteinsFofFtheF’habdoviridaeF’eplicationFnomplexF2011RFWW_SWZW

333 qunctionalF’oleFofF“tructuralFoisorderFinFnapsidF†roteinsF2011RFY_SZa 2

332 “tructuralFoisorderFinF†roteinsFfromFtnfluenzaF—irusF2011RFWadSXVV
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331 tntrinsicFoisorderFinFtheFsumanF†apillomavirusFpbF†roteinF2011RFYWYSYZa 2

330 ”heF“emlikiFqorestF—irusFnapsidF†roteaseFisFoisorderedFandF³etFoisplaysFnatalyticFlctivityF2011RFYZbSYbY

329 ’egionsFofFintrinsicFdisorderFhelpFidentifyFaFnovelFnuclearFlocalizationFsignalFinF”oxoplasmaFgondiiF
histoneFacetyltransferaseF”grny_SmTFMolecularUandUBiochemicalUParasitologyRF2011RFWb_RFWdXS_ 1.9 18

328 ’oleFofFmetalFionsFinFaggregationFofFintrinsicallyFdisorderedFproteinsFinFneurodegenerativeF
diseasesTFMetallomicsRF2011RFYRFWWaYScV 4.5 88

327 xultitudeFofFbindingFmodesFattainableFbyFintrinsicallyFdisorderedFproteinseFaFportraitFgalleryFofF
disorderSbasedFcomplexesTFChemicalUSocietyUReviewsRF2011RFZVRFWaXYSYZ 58.5 199

326
lFfunctionallyFrequiredFunfoldomeFfromFtheFplantFkingdomeFintrinsicallyFdisorderedFySterminalF
domainsFofFr’l“FproteinsFareFinvolvedFinFmolecularFrecognitionFduringFplantFdevelopmentTFPlantU
MolecularUBiologyRF2011RFbbRFXV_SXY

4.6 99

325 tnSsilicoFpredictionFofFdisorderFcontentFusingFhybridFsequenceFrepresentationTFBMCUBioinformaticsRF
2011RFWXRFXZ_ 3.6 37

324 lbundanceFandFfunctionalFrolesFofFintrinsicFdisorderFinFallergenicFproteinsFandFallergenF
representativeFpeptidesTFProteinsxUStructurejUFunctionUandUBioinformaticsRF2011RFbdRFX_d_SaVa 4.2 5

323 “ystematicFanalysisFofFtropomodulinUtropomyosinFinteractionsFuncoversFfineStunedFbindingF
specificityFofFintrinsicallyFdisorderedFproteinsTFJournalUofUMolecularURecognitionRF2011RFXZRFaZbS__ 2.6 31

322 tntrinsicallyFdisorderedFproteinsFmayFescapeFunwantedFinteractionsFviaFfunctionalFmisfoldingTF
BiochimicaUEtUBiophysicaUActaUkUProteinsUandUProteomicsRF2011RFWcWZRFadYSbWX 4 52

321 oifferentialFoccurrenceFofFproteinFintrinsicFdisorderFinFtheFcytoplasmicFsignalingFdomainsFofFcellF
receptorsTFSelfmnonselfRF2011RFXRF__SbX 22

320 pffectsFofFsxryFvariantsFonFtheFcellularFtranscriptionFprofileTFNucleicUAcidsUResearchRF2011RFYdRFZVbaScb 20.1 29

319 †redictiveF†owerFpstimationFllgorithmFN††plOSSaFnewFalgorithmFtoFreduceFoverfittingFforFgenomicF
biomarkerFdiscoveryTFPLoSUONERF2011RFaRFeXZXYY 3.7 5

318 †roteinFtandemFrepeatsFâ��FtheFmoreFperfectRFtheFlessFstructuredTFFEBSUJournalRF2010RFXbbRFXabYSXacX 5.7 90

317 xysteriousFoligomerizationFofFtheFamyloidogenicFproteinsTFFEBSUJournalRF2010RFXbbRFXdZVS_Y 5.7 151

316 “†leF“hortFpeptideFanalyzerFofFintrinsicFdisorderFstatusFofFshortFpeptidesTFGenesUToUCellsRF2010RFW_RFaY_SZa2.3 7

315 pffectsFofF—ariousFqlavonoidsFonFtheF˛–S“ynucleinFqibrillationF†rocessTFParkinsonesUDiseaseRF2010RF
XVWVRFa_VbdZ 2.6 67

314 qluorescenceFquantumFyieldFofFthioflavinF”FinFrigidFisotropicFsolutionFandFincorporatedFintoFtheF
amyloidFfibrilsTFPLoSUONERF2010RF_RFeW_Yc_ 3.7 131

(2010-2011)
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313 zncogenicFpartnershipseFp “SqwtWFproteinFinteractionsFinitiateFkeyFpathwaysFofFpwingMsFsarcomaTF
ClinicalUCancerUResearchRF2010RFWaRFZVbbScY 12.9 107

312 ySterminalFdomainsFofFopwwlFproteinsFareFintrinsicallyFunstructuredFinFtheFabsenceFofFinteractionF
withFrtoWUgibberellicFacidFreceptorsTFJournalUofUBiologicalUChemistryRF2010RFXc_RFWW__bSbW 5.4 55

311 lFbimodalFdistributionFofFtwoFdistinctFcategoriesFofFintrinsicallyFdisorderedFstructuresFwithF
separateFfunctionsFinFqrFnucleoporinsTFMolecularUandUCellularUProteomicsRF2010RFdRFXXV_SXZ 7.6 232

310 ”heFmysteriousFunfoldomeeFstructurelessRFunderappreciatedRFyetFvitalFpartFofFanyFgivenFproteomeTF
JournalUofUBiomedicineUandUBiotechnologyRF2010RFXVWVRF_acVac 173

309 ’etroSxo’qseFidentifyingFproteinFbindingFsitesFbyFnormalFandFreverseFalignmentFandFintrinsicF
disorderFpredictionTFInternationalUJournalUofUMolecularUSciencesRF2010RFWWRFYbX_SZb 6.3 35

308 —iralFdisorderForFdisorderedFviruseseFdoFviralFproteinsFpossessFuniqueFfeaturesjTFProteinUandUPeptideU
LettersRF2010RFWbRFdYXS_W 1.9 96

307 xetalloproteomicsFandFmetalFtoxicologyFofF˛–SsynucleinTFMetallomicsRF2010RFXRFYbcSdX 4.5 79

306 ”argetingFintrinsicallyFdisorderedFproteinsFinFneurodegenerativeFandFproteinFdysfunctionFdiseaseseF
anotherFillustrationFofFtheFoNXOFconceptTFExpertUReviewUofUProteomicsRF2010RFbRF_ZYSaZ 4.2 100

305 –niqueFphysicalFpropertiesFandFinteractionsFofFtheFdomainsFofFmethylatedFoylFbindingFproteinFXTF
BiochemistryRF2010RFZdRFZYd_SZWV 3.2 77

304 †roteomicFidentificationFofFsscbVFasFaFmediatorFofF’r“dSXFdegradationFbyFinFvivoFinteractomeF
analysisTFJournalUofUProteomeUResearchRF2010RFdRFW_WVSXW 5.6 13

303 orugsFforFMproteinFcloudsMeFtargetingFintrinsicallyFdisorderedFtranscriptionFfactorsTFCurrentUOpinionUinU
PharmacologyRF2010RFWVRFbcXSc 5.1 132

302
xethionineFoxidationFstabilizesFnonStoxicFoligomersFofFalphaSsynucleinFthroughFstrengtheningFtheF
autoSinhibitoryFintraSmolecularFlongSrangeFinteractionsTFBiochimicaUEtUBiophysicaUActaUkUMolecularU
BasisUofUDiseaseRF2010RFWcVXRFYXXSYV

6.9 75

301
nharacterizationFofFintrinsicallyFdisorderedFproteinsFwithFelectrosprayFionizationFmassF
spectrometryeFconformationalFheterogeneityFofFalphaSsynucleinTFProteinsxUStructurejUFunctionUandU
BioinformaticsRF2010RFbcRFbWZSXX

4.2 73

300 lnalysisFofFtheFmetabolitesFinFapicalFareaFofFllliumFcepaFrootsFbyFhighFresolutionFyx’FspectroscopyF
methodTFProteinUandUPeptideULettersRF2010RFWbRFcaSdW 1.9 6

299 nalbindinSoXcvFactsFasFaFcalciumSdependentFchaperoneFsuppressingF˛–SsynucleinFfibrillationFinFvitroTF
OpenULifeUSciencesRF2010RF_RFWWSXV 1.2 2

298
”heFproteinFkingdomFextendedeForderedFandFintrinsicallyFdisorderedFproteinsRFtheirFfoldingRF
supramolecularFcomplexFformationRFandFaggregationTFProgressUinUBiophysicsUandUMolecularUBiologyRF
2010RFWVXRFbYScZ

4.7 157

297 “evenFlessonsFfromFoneFto†FstructuralFanalysisTFStructureRF2010RFWcRFWVadSbW 5.2 11

296 to†sFandF†roteinFoegradationFinFtheFnellF2010RFWSYa 3
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295 nircularFoichroismFofFtntrinsicallyFoisorderedF†roteinsF2010RFYVYSYXW 15

294 qluorescenceF“pectroscopyFofFtntrinsicallyFoisorderedF†roteinsF2010RFYXYSYZZ

293 sydrationFofFtntrinsicallyFoisorderedF†roteinsFfromF ideSwineFyx’F2010RFYZ_SYac 5

292 “ingleSxoleculeF“pectroscopyFofF–nfoldedF†roteinsF2010RFYadSYcd 2

291 xonitoringFtheFnonformationalFpquilibriaFofFxonomericFtntrinsicallyFoisorderedF†roteinsFbyF
“ingleSxoleculeFqorceF“pectroscopyF2010RFYdWSZYV 1

290 lnalyticalF–ltracentrifugationRFaF–sefulF”oolFtoF†robeFtntrinsicallyFoisorderedF†roteinsF2010RFZYWSZZd 6

289 “tructuralFtnsightsFintoFtntrinsicallyFoisorderedF†roteinsFbyF“mallSlngleF²S’ayF“catteringF2010RFZ_WSZba 5

288 oynamicFandF“taticFwightF“catteringF2010RFZbbS_XZ 3

287 lnalyzingFtntrinsicallyFoisorderedF†roteinsFbyF“izeFpxclusionFnhromatographyF2010RF_X_S_ZZ 2

286 nonformationalFmehaviorFofFtntrinsicallyFoisorderedF†roteinseFpffectsFofF“trongFoenaturantsRF
”emperatureRF†sRFnounterionsRFandFxacromolecularFnrowdingF2010RF_Z_S_ac

285 ”heF“tructuralFmiologyFofFto†sFinsideFnellsF2010RFYbS_c

284 oetectingFoisorderedF’egionsFinF†roteinsFbyFwimitedF†roteolysisF2010RF_adSaXa 7

283 xassF“pectrometryF”oolsFforFtheFtnvestigationFofF“tructuralFoisorderFandFnonformationalF
”ransitionsFinF†roteinsF2010RFaXbSa_X

282 ’ecombinantF†roductionFofFtntrinsicallyFoisorderedF†roteinsFforFmiophysicalFandF“tructuralF
nharacterizationF2010RFa_YSabV 1

281 wargeS“caleFtdentificationFofFtntrinsicallyFoisorderedF†roteinsF2010RFabWSadY

280 †urificationFofFtntrinsicallyFoisorderedF†roteinsF2010RFad_SbVZ 3

279 yuclearFxagneticF’esonanceF“pectroscopyFlppliedFtoFNtntrinsicallyOFoisorderedF†roteinsF2010RF_dScb 1

278 ltomicSwevelFnharacterizationFofFoisorderedF†roteinFpnsemblesF–singFyx’F’esidualFoipolarF
nouplingsF2010RFcdSWVa 1

(2010-2010)
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277 oeterminingF“tructuralFpnsemblesFforFtntrinsicallyFoisorderedF†roteinsF2010RFWVbSWXd 1

276 “iteSoirectedF“pinFwabelingFp†’F“pectroscopyF2010RFWYWSWad 3

275 ”heF“tructureFofF–nfoldedF†eptidesFandF†roteinsFpxploredFbyF—ibrationalF“pectroscopyF2010RFWbWSXXZ 4

274 tntrinsicallyFoisorderedF†roteinsFandFtnducedFqoldingF“tudiedFbyFqourierF”ransformFtnfraredF
“pectroscopyF2010RFXX_SX_X 2

273 reneticallyFpngineeredF†olypeptidesFasFaFxodelFofFtntrinsicallyFoisorderedFqibrillogenicF†roteinseF
oeepF–—F’esonanceF’amanF“pectroscopicF“tudyF2010RFX_YSYVX 2

272 †zyo’Sqt”eFaFmetaSpredictorFofFintrinsicallyFdisorderedFaminoFacidsTFBiochimicaUEtUBiophysicaUActaUkU
ProteinsUandUProteomicsRF2010RFWcVZRFddaSWVWV 4 749

271 –nderstandingFproteinFnonSfoldingTFBiochimicaUEtUBiophysicaUActaUkUProteinsUandUProteomicsRF2010RF
WcVZRFWXYWSaZ 4 875

270 lrchaicFchaoseFintrinsicallyFdisorderedFproteinsFinFlrchaeaTFBMCUSystemsUBiologyRF2010RFZF“upplFWRF“W 3.5 99

269 qunctionalFdissectionFofFanFintrinsicallyFdisorderedFproteineFunderstandingFtheFrolesFofFdifferentF
domainsFofFvnrZFproteinFinFproteinSproteinFinteractionsTFProteinUScienceRF2010RFWdRFWYbaSc_ 6.3 10

268 lnalysisFofFnaXQUxgXQFselectivityFinFalphaSlactalbuminFandFnaNXQOSbindingFlysozymeFrevealsFaF
distinctFxgNXQOSspecificFsiteFinFlysozymeTFProteinsxUStructurejUFunctionUandUBioinformaticsRF2010RFbcRFXaVdSXZ4.2 8

267 †roteinFtandemFrepeatsFSFtheFmoreFperfectRFtheFlessFstructuredTFFEBSUJournalRF2010RFXbbRFXabYScX 5.7 58

266 QuantitativeFinteractomeFanalysisFofF’r“dSXFdegradationFmechanismsFinFmammalianFbrainTTFFASEBU
JournalRF2010RFXZRF_XYTX 0.9

265 ’eplacementFofFaromaticFaminoFacidsFbasedFonFtheirFconsensusFtemporalForderFsuggestsFthatF
ancientFproteinsFtendFtoFbeFintrinsicallyFdisorderedTFFASEBUJournalRF2010RFXZRFdVWTX 0.9

264 _S“ynucleinFandFxetalsF2010RFWadSWdW

263 tntrinsicFdisorderFinFproteinsFassociatedFwithFneurodegenerativeFdiseasesTFFrontiersUinUBioscienceUkU
LandmarkRF2009RFWZRF_WccSXYc 2.8 169

262 nryoenzymologyeFenzymeFactionFinFslowFmotionTFCurrentUProteinUandUPeptideUScienceRF2009RFWVRFZVcSW_ 2.8 2

261 lcceleratedFfibrillationFofFalphaSsynucleinFinducedFbyFtheFcombinedFactionFofFmacromolecularF
crowdingFandFfactorsFinducingFpartialFfoldingTFCurrentUAlzheimerUResearchRF2009RFaRFX_XSaV 3 30

260 tnfluenceFofFsequenceFchangesFandFenvironmentFonFintrinsicallyFdisorderedFproteinsTFPLoSU
ComputationalUBiologyRF2009RF_RFeWVVVZdb 5 37
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259 ooFviralFproteinsFpossessFuniqueFbiophysicalFfeaturesjTFTrendsUinUBiochemicalUSciencesRF2009RFYZRF_YSd 10.3 182

258 †roteinFdisorderFinFtheFhumanFdiseasomeeFunfoldomicsFofFhumanFgeneticFdiseasesTFBMCUGenomicsRF
2009RFWVF“upplFWRF“WX 4.5 105

257 –nfoldomicsFofFhumanFdiseaseseFlinkingFproteinFintrinsicFdisorderFwithFdiseasesTFBMCUGenomicsRF
2009RFWVF“upplFWRF“b 4.5 199

256 noqFitFalleFconsensusFpredictionFofFintrinsicallyFdisorderedFproteinsFbasedFonFvariousFcumulativeF
distributionFfunctionsTFFEBSULettersRF2009RF_cYRFWZadSbZ 3.8 99

255 xetalScontrolledFinterdomainFcooperativityFinFparvalbuminsTFCellUCalciumRF2009RFZaRFWaYSb_ 4 18

254 nloseFencountersFofFtheFthirdFkindeFdisorderedFdomainsFandFtheFinteractionsFofFproteinsTFBioEssaysRF
2009RFYWRFYXcSY_ 4.1 197

253
tntrinsicallyFdisorderedFproteinsFandFtheirFenvironmenteFeffectsFofFstrongFdenaturantsRF
temperatureRFpsRFcounterFionsRFmembranesRFbindingFpartnersRFosmolytesRFandFmacromolecularF
crowdingTFProteinUJournalRF2009RFXcRFYV_SX_

3.9 235

252 zrderFpropensityFofFanFintrinsicallyFdisorderedFproteinRFtheFcyclinSdependentSkinaseFinhibitorF“icWTF
ProteinsxUStructurejUFunctionUandUBioinformaticsRF2009RFbaRFbYWSZa 4.2 58

251 “mokingFandF†arkinsonMsFdiseaseeFdoesFnicotineFaffectFalphaSsynucleinFfibrillationjTFBiochimicaUEtU
BiophysicaUActaUkUProteinsUandUProteomicsRF2009RFWbdZRFXcXSdV 4 65

250 “olutionFstructureFandFdynamicsFofFtheFchimericF“sYFdomainsRF“ssSFandF“slSHmergeracsHTF
BiochimicaUEtUBiophysicaUActaUkUProteinsUandUProteomicsRF2009RFWbdZRFWcWYSXX 4 13

249 xolecularFmechanismsFunderlyingFtheFflavonoidSinducedFinhibitionFofFalphaSsynucleinFfibrillationTF
BiochemistryRF2009RFZcRFcXVaSXZ 3.2 106

248 tntrinsicFoisorderFinF†roteinsFlssociatedFwithFyeurodegenerativeFoiseasesTFFocusUonUStructuralU
BiologyRF2009RFXWSb_ 6

247 pxploringFtheFmolecularFdesignFofFproteinFinteractionFsitesFwithFmolecularFdynamicsFsimulationsF
andFfreeFenergyFcalculationsTFBiochemistryRF2009RFZcRFYddSZWZ 3.2 46

246 ltFlowFconcentrationsRFYRZSdihydroxyphenylaceticFacidFNoz†lnOFbindsFnonScovalentlyFtoF
alphaSsynucleinFandFpreventsFitsFfibrillationTFJournalUofUMolecularUBiologyRF2009RFYccRF_dbSaWV 6.5 43

245 tntrinsicFdisorderFinF—iralF†roteinsFrenomeSwinkedeFexperimentalFandFpredictiveFanalysesTFVirologyU
JournalRF2009RFaRFXY 6.1 55

244 †roteinFintrinsicFdisorderFandFinfluenzaFvirulenceeFtheFWdWcFsWyWFandFs_yWFvirusesTFVirologyU
JournalRF2009RFaRFad 6.1 64

243 lnalysisFofFstructuredFandFintrinsicallyFdisorderedFregionsFofFtransmembraneFproteinsTFMolecularU
BioSystemsRF2009RF_RFWaccSWbVX 55

242 †redictingFintrinsicFdisorderFinFproteinseFanFoverviewTFCellUResearchRF2009RFWdRFdXdSZd 24.7 328

(2009-2009)
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241 miophysicsFofF†arkinsonMsFdiseaseeFstructureFandFaggregationFofFalphaSsynucleinTFCurrentUProteinUandU
PeptideUScienceRF2009RFWVRFZcYSdd 2.8 250

240 xechanismsFandFconsequencesFofFproteinFaggregationeFtheFroleFofFfoldingFintermediatesTFCurrentU
ProteinUandUPeptideUScienceRF2009RFWVRFZ_aSaY 2.8 11

239 –nfoldomicsFofFhumanFgeneticFdiseaseseFillustrativeFexamplesFofForderedFandFintrinsicallyF
disorderedFmembersFofFtheFhumanFdiseasomeTFProteinUandUPeptideULettersRF2009RFWaRFW_YYSZb 1.9 52

238 lcidFdenaturationFandFanionSinducedFfoldingFofFglobularFproteinseFmultitudeFofFequilibiumFpartiallyF
foldedFintermediatesTFCurrentUProteinUandUPeptideUScienceRF2009RFWVRFZZbS__ 2.8 13

237 ”onyFqinkFNWdZYSXVVcOeFscientistRFteacherFandFartistTFCurrentUProteinUandUPeptideUScienceRF2009RFWVRFYd_Sa 2.8

236 xalleableFmachinesFtakeFshapeFinFeukaryoticFtranscriptionalFregulationTFNatureUChemicalUBiologyRF
2008RFZRFbXcSYb 11.7 161

235 †otatoFvirusFlFgenomeSlinkedFproteinF—†gFisFanFintrinsicallyFdisorderedFmoltenFglobuleSlikeFproteinF
withFaFhydrophobicFcoreTFVirologyRF2008RFYbbRFXcVSc 3.6 59

234 qlexibleFnetseFdisorderFandFinducedFfitFinFtheFassociationsFofFp_YFandFWZSYSYFwithFtheirFpartnersTF
BMCUGenomicsRF2008RFdF“upplFWRF“W 4.5 425

233 ”heFunfoldomicsFdecadeeFanFupdateFonFintrinsicallyFdisorderedFproteinsTFBMCUGenomicsRF2008RFdF
“upplFXRF“W 4.5 408

232 “hortFwinearFxotifsFrecognizedFbyF“sXRF“sYFandF“erU”hrFvinaseFdomainsFareFconservedFinF
disorderedFproteinFregionsTFBMCUGenomicsRF2008RFdF“upplFXRF“Xa 4.5 54

231 †roteinFintrinsicFdisorderFtoolboxFforFcomparativeFanalysisFofFviralFproteinsTFBMCUGenomicsRF2008RFdF
“upplFXRF“Z 4.5 53

230 qunctionFandFstructureFofFinherentlyFdisorderedFproteinsTFCurrentUOpinionUinUStructuralUBiologyRF
2008RFWcRFb_aSaZ 8.1 746

229 tntrinsicFdisorderFinFscaffoldFproteinseFgettingFmoreFfromFlessTFProgressUinUBiophysicsUandUMolecularU
BiologyRF2008RFdcRFc_SWVa 4.7 213

228 tntrinsicallyFdisorderedFproteinsFinFhumanFdiseaseseFintroducingFtheFoXFconceptTFAnnualUReviewUofU
BiophysicsRF2008RFYbRFXW_SZa 21.1 1018

227 ”hioflavinF”FasFaFmolecularFrotoreFfluorescentFpropertiesFofFthioflavinF”FinFsolventsFwithFdifferentF
viscosityTFJournalUofUPhysicalUChemistryUBRF2008RFWWXRFW_cdYSdVX 3.4 256

226 tntrinsicFdisorderFinFpathogenicFandFnonSpathogenicFmicrobeseFdiscoveringFandFanalyzingFtheF
unfoldomesFofFearlySbranchingFeukaryotesTFMolecularUBioSystemsRF2008RFZRFYXcSZV 101

225 miochemistryTFnontrolledFchaosTFScienceRF2008RFYXXRFWYZVSW 33.3 59

224 lFcomparativeFanalysisFofFviralFmatrixFproteinsFusingFdisorderFpredictorsTFVirologyUJournalRF2008RF_RFWXa 6.1 51
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223 ruidingFproteinFaggregationFwithFmacromolecularFcrowdingTFBiochemistryRF2008RFZbRFcddYSdVVa 3.2 138

222 tntrinsicallyFdisorderedFhumanFnUpm†FhomologousFproteinFregulatesFbiologicalFactivityFofFcolonF
cancerFcellsFduringFcalciumFstressTFJournalUofUMolecularUBiologyRF2008RFYcVRFYWYSXa 6.5 17

221 ”heFeffectFofFmembranesFonFtheFinFvitroFfibrillationFofFanFamyloidogenicFlightSchainFvariableSdomainF
“xlTFJournalUofUMolecularUBiologyRF2008RFYcWRFdcdSdd 6.5 21

220 “tructuralFcharacteristicsFofFalphaSsynucleinFoligomersFstabilizedFbyFtheFflavonoidFbaicaleinTFJournalU
ofUMolecularUBiologyRF2008RFYcYRFXWZSXY 6.5 145

219 pffectFofFmethionineFoxidationFonFtheFstructuralFpropertiesRFconformationalFstabilityRFandF
aggregationFofFimmunoglobulinFlightFchainFwpyTFBiochemistryRF2008RFZbRFcaa_Sbb 3.2 30

218 †roteinFdisorderFisFpositivelyFcorrelatedFwithFgeneFexpressionFinFpscherichiaFcoliTFJournalUofU
ProteomeUResearchRF2008RFbRFXXYZSZ_ 5.6 26

217 †revalenceFofFintrinsicFdisorderFinFtheFintracellularFregionFofFhumanFsingleSpassFtypeFtFproteinseFtheF
caseFofFtheFnotchFligandFoeltaSZTFJournalUofUProteomeUResearchRF2008RFbRFXZdaS_Va 5.6 35

216 lmyloidogenesisFofFnativelyFunfoldedFproteinsTFCurrentUAlzheimerUResearchRF2008RF_RFXaVScb 3 147

215 xalleableFmachinesFinFtranscriptionFregulationeFtheFmediatorFcomplexTFPLoSUComputationalUBiologyRF
2008RFZRFeWVVVXZY 5 91

214 qluorescentFproteinsFasFbiomarkersFandFbiosensorseFthrowingFcolorFlightsFonFmolecularFandFcellularF
processesTFCurrentUProteinUandUPeptideUScienceRF2008RFdRFYYcSad 2.8 117

213 llphaSsynucleinFmisfoldingFandFneurodegenerativeFdiseasesTFCurrentUProteinUandUPeptideUScienceRF
2008RFdRF_VbSZV 2.8 163

212 ”z†Sto†SscaleeFaFnewFaminoFacidFscaleFmeasuringFpropensityFforFintrinsicFdisorderTFProteinUandU
PeptideULettersRF2008RFW_RFd_aSaY 1.9 266

211 noncertedFactionFofFmetalsFandFmacromolecularFcrowdingFonFtheFfibrillationFofFalphaSsynucleinTF
ProteinUandUPeptideULettersRF2008RFW_RFWVbdSc_ 1.9 20

210
“tructureSfunctionFanalysisFofFvnrZU“miWRFaFnewlyFmemberFofFintrinsicallyFdisorderedFproteinsF
familyRFindispensableFinFtheFabsenceFofFaFfunctionalF†vnWS“w”XFpathwayFinF“accharomycesF
cerevisiaeTFYeastRF2008RFX_RF_aYSba

3.4 13

209 lpoSparvalbuminFasFanFintrinsicallyFdisorderedFproteinTFProteinsxUStructurejUFunctionUandU
BioinformaticsRF2008RFbXRFcXXSYa 4.2 46

208 –nderstandingFtheFroleFofFlrgdaFinFstructureFandFstabilityFofFgreenFfluorescentFproteinTFProteinsxU
StructurejUFunctionUandUBioinformaticsRF2008RFbYRF_YdS_W 4.2 13

207 senFeggFwhiteFlysozymeFfibrillationeFaFdeepS–—FresonanceF’amanFspectroscopicFstudyTFJournalUofU
BiophotonicsRF2008RFWRFXW_SXd 3.1 58

206 oynamicsFofFoligomerFformationFbyFdenaturedFcarbonicFanhydraseFttTFBiochimicaUEtUBiophysicaUActaUkU
ProteinsUandUProteomicsRF2008RFWbcZRFcYZSZX 4 7

(2008-2008)
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205 lssessingFnonservationFofFoisorderedF’egionsFinF†roteinsTFTheUOpenUProteomicsUJournalRF2008RFWRFZaS_Y 13

204 tnteractionFofF³ersiniaFpestisF—irulenceFqactorsFwithFtwSW’U”w’F’ecognitionF“ystemF2008RFXW_SXX_

203 xiningFalphaShelixSformingFmolecularFrecognitionFfeaturesFwithFcrossFspeciesFsequenceFalignmentsTF
BiochemistryRF2007RFZaRFWYZacSbb 3.2 270

202 lttachmentFofFwcr—FfromF³ersiniaFpestisFatFdualFbindingFsitesFtoFhumanF”w’SXFandFhumanF
tqySgammaFreceptorTFJournalUofUProteomeUResearchRF2007RFaRFXXXXSYW 5.6 21

201
qunctionalFanthologyFofFintrinsicFdisorderTFXTFnellularFcomponentsRFdomainsRFtechnicalFtermsRF
developmentalFprocessesRFandFcodingFsequenceFdiversitiesFcorrelatedFwithFlongFdisorderedFregionsTF
JournalUofUProteomeUResearchRF2007RFaRFWcddSdWa

5.6 215

200 lFcomputationalFinvestigationFofFallosteryFinFtheFcataboliteFactivatorFproteinTFJournalUofUtheU
AmericanUChemicalUSocietyRF2007RFWXdRFW_aacSba 16.4 62

199 ois†roteFtheFoatabaseFofFoisorderedF†roteinsTFNucleicUAcidsUResearchRF2007RFY_RFobcaSdY 20.1 631

198 nharacterizationFofFmolecularFrecognitionFfeaturesRFxo’qsRFandFtheirFbindingFpartnersTFJournalUofU
ProteomeUResearchRF2007RFaRFXY_WSaa 5.6 386

197 tntrinsicFdisorderFandFfunctionalFproteomicsTFBiophysicalUJournalRF2007RFdXRFWZYdS_a 2.9 571

196 tntrinsicFdisorderFinFtheF†roteinFoataFmankTFJournalUofUBiomolecularUStructureUandUDynamicsRF2007RF
XZRFYX_SZX 3.6 116

195 yanoimagingFinFproteinSmisfoldingFandFSconformationalFdiseasesTFNanomedicineRF2007RFXRFaW_SZY 5.6 12

194 yeuropathologyRFbiochemistryRFandFbiophysicsFofFalphaSsynucleinFaggregationTFJournalUofU
NeurochemistryRF2007RFWVYRFWbSYb 6 373

193 nompositionF†rofilereFaFtoolFforFdiscoveryFandFvisualizationFofFaminoFacidFcompositionFdifferencesTF
BMCUBioinformaticsRF2007RFcRFXWW 3.6 276

192 ’ecoverinFasFaFredoxSsensitiveFproteinTFJournalUofUProteomeUResearchRF2007RFaRFWc__SaY 5.6 16

191 pxpressionFandFlocalizationFofF’r“dSXUrF_U’bm†FcomplexFinFvivoFisFsetFbyFdynamicFcontrolFofFitsF
constitutiveFdegradationFbyFcellularFcysteineFproteasesTFJournalUofUNeuroscienceRF2007RFXbRFWZWWbSXb 6.6 56

190
xultipleFaromaticFsideFchainsFwithinFaFdisorderedFstructureFareFcriticalFforFtranscriptionFandF
transformingFactivityFofFp “FfamilyFoncoproteinsTFProceedingsUofUtheUNationalUAcademyUofUSciencesU
ofUtheUUnitedUStatesUofUAmericaRF2007RFWVZRFZbdScZ

11.5 81

189 “ynucleinSgammaFtargetingFpeptideFinhibitorFthatFenhancesFsensitivityFofFbreastFcancerFcellsFtoF
antimicrotubuleFdrugsTFCancerUResearchRF2007RFabRFaXaSYY 10.1 48

188 ”h”FasFanFinstrumentFforFtestingFandFinvestigationFofFamyloidFandFamyloidSlikeFfibrilsF2007RF 5
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187 qunctionalFanthologyFofFintrinsicFdisorderTFWTFmiologicalFprocessesFandFfunctionsFofFproteinsFwithF
longFdisorderedFregionsTFJournalUofUProteomeUResearchRF2007RFaRFWccXSdc 5.6 455

186 qunctionalFanthologyFofFintrinsicFdisorderTFYTFwigandsRFpostStranslationalFmodificationsRFandFdiseasesF
associatedFwithFintrinsicallyFdisorderedFproteinsTFJournalUofUProteomeUResearchRF2007RFaRFWdWbSYX 5.6 322

185 “pectralFpropertiesFofFthioflavinF”FinFsolventsFwithFdifferentFdielectricFpropertiesFandFinFaF
fibrilSincorporatedFformTFJournalUofUProteomeUResearchRF2007RFaRFWYdXSZVW 5.6 166

184 †redictionFofFintrinsicFdisorderFandFitsFuseFinFfunctionalFproteomicsTFMethodsUinUMolecularUBiologyRF
2007RFZVcRFadSdX 1.4 32

183 ˛–S“ynucleinFlggregationFandF†arkinsonâ��sFoiseaseF2007RFaWSWWV 2

182 ’ationalFdrugFdesignFviaFintrinsicallyFdisorderedFproteinTFTrendsUinUBiotechnologyRF2006RFXZRFZY_SZX 15.1 199

181 yanoimagingFforFproteinFmisfoldingFandFrelatedFdiseasesTFJournalUofUCellularUBiochemistryRF2006RFddRF_XSbV4.7 39

180 yewF—iewsFofF†roteinF“tructureeFlpplicationsFtoFtheFnaseinseF†roteinF“tructureFandFqunctionalityTF
ACSUSymposiumUSeriesRF2006RF_XSbV 0.4 21

179 tntrinsicFdisorderFisFaFcommonFfeatureFofFhubFproteinsFfromFfourFeukaryoticFinteractomesTFPLoSU
ComputationalUBiologyRF2006RFXRFeWVV 5 435

178 wocalFflexibilityFinFmolecularFfunctionFparadigmTFMolecularUandUCellularUProteomicsRF2006RF_RFWXWXSXY 7.6 38

177 ”heFdisorderedFaminoSterminusFofF“tx†wFinteractsFwithFmembersFofFtheFbVSkoaFheatSshockFproteinF
familyTFDNAUandUCellUBiologyRF2006RFX_RFbVZSWZ 3.6 9

176
llternativeFsplicingFinFconcertFwithFproteinFintrinsicFdisorderFenablesFincreasedFfunctionalFdiversityF
inFmulticellularForganismsTFProceedingsUofUtheUNationalUAcademyUofUSciencesUofUtheUUnitedUStatesUofU
AmericaRF2006RFWVYRFcYdVS_

11.5 358

175 lbundanceFofFintrinsicFdisorderFinFproteinFassociatedFwithFcardiovascularFdiseaseTFBiochemistryRF
2006RFZ_RFWVZZcSaV 3.2 152

174 tntrinsicFdisorderFinFtranscriptionFfactorsTFBiochemistryRF2006RFZ_RFacbYScc 3.2 518

173 “tructuralFandFnonformationalF†rerequisitesFofFlmyloidogenesisF2006RFWSXV 4

172 †roteinFintrinsicFdisorderFandFhumanFpapillomaviruseseFincreasedFamountFofFdisorderFinFpaFandFpbF
oncoproteinsFfromFhighFriskFs†—sTFJournalUofUProteomeUResearchRF2006RF_RFWcXdSZX 5.6 117

171 yewF—iewsFofF†roteinF“tructureeFtmplicationsFforF†otentialFyewF†roteinF“tructureSqunctionF
’elationshipsTFACSUSymposiumUSeriesRF2006RFWSWc 0.4 1

170 nonservationFofFintrinsicFdisorderFinFproteinFdomainsFandFfamilieseFttTFfunctionsFofFconservedF
disorderTFJournalUofUProteomeUResearchRF2006RF_RFcccSdc 5.6 107

(2006-2007)
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169 nonformationalFpropertiesFofFtheF“o“SboundFstateFofFalphaSsynucleinFprobedFbyFlimitedF
proteolysiseFunexpectedFrigidityFofFtheFacidicFnSterminalFtailTFBiochemistryRF2006RFZ_RFWW_XYSYW 3.2 49

168 wipidSbindingFactivityFofFintrinsicallyFunstructuredFcytoplasmicFdomainsFofFmultichainFimmuneF
recognitionFreceptorFsignalingFsubunitsTFBiochemistryRF2006RFZ_RFW_bYWSd 3.2 93

167 yanotoolsFforFmegaproblemseFprobingFproteinFmisfoldingFdiseasesFusingFnanomedicineFmodusF
operandiTFJournalUofUProteomeUResearchRF2006RF_RFX_V_SXX 5.6 24

166 nonservationFofFintrinsicFdisorderFinFproteinFdomainsFandFfamilieseFtTFlFdatabaseFofFconservedF
predictedFdisorderedFregionsTFJournalUofUProteomeUResearchRF2006RF_RFcbdScb 5.6 99

165 lnalysisFofFmolecularFrecognitionFfeaturesFNxo’qsOTFJournalUofUMolecularUBiologyRF2006RFYaXRFWVZYS_d 6.5 579

164 nalmodulinFsignalingeFanalysisFandFpredictionFofFaFdisorderSdependentFmolecularFrecognitionTF
ProteinsxUStructurejUFunctionUandUBioinformaticsRF2006RFaYRFYdcSZWV 4.2 86

163
’oleFofFlysineFversusFarginineFinFenzymeFcoldSadaptationeFmodifyingFlysineFtoFhomoSarginineF
stabilizesFtheFcoldSadaptedFalphaSamylaseFfromF†seudoalteramonasFhaloplanktisTFProteinsxU
StructurejUFunctionUandUBioinformaticsRF2006RFaZRFZcaS_VW

4.2 55

162 lssessingFproteinFdisorderFandFinducedFfoldingTFProteinsxUStructurejUFunctionUandUBioinformaticsRF
2006RFaXRFXZSZ_ 4.2 347

161 “tructureSrelatedFstatisticalFsingularitiesFalongFproteinFsequenceseFaFcorrelationFstudyTFJournalUofU
ChemicalUInformationUandUModelingRF2005RFZ_RFWcYSd 6.1 25

160 tmprovingFsolubilityFofF“hewanellaFoneidensisFx’SWFandFnlostridiumFthermocellumFu SXVFproteinsF
expressedFintoFpsherichiaFcoliTFJournalUofUProteomeUResearchRF2005RFZRFWdZXS_W 5.6 38

159 lgrinFbindsFalphaSsynucleinFandFmodulatesFalphaSsynucleinFfibrillationTFGlycobiologyRF2005RFW_RFWYXVSYW 5.8 61

158 parlyFeventsFinFtheFfibrillationFofFmonomericFinsulinTFJournalUofUBiologicalUChemistryRF2005RFXcVRFZXaadSb_5.4 203

157
nonversionFofFhumanFalphaSlactalbuminFtoFanFapoSlikeFstateFinFtheFcomplexesFwithFbasicFpolySaminoF
acidseFtowardFunderstandingFofFtheFmolecularFmechanismFofFantitumorFactionFofFslxwp”TFJournalU
ofUProteomeUResearchRF2005RFZRF_aZSd

5.6 18

156 qorcingFnonamyloidogenicFbetaSsynucleinFtoFfibrillateTFBiochemistryRF2005RFZZRFdVdaSWVb 3.2 95

155 †roteinFinteractionsFandFmisfoldingFanalyzedFbyFlqxFforceFspectroscopyTFJournalUofUMolecularU
BiologyRF2005RFY_ZRFWVXcSZX 6.5 107

154 pffectsFofFnitrationFonFtheFstructureFandFaggregationFofFalphaSsynucleinTFMolecularUBrainUResearchRF
2005RFWYZRFcZSWVX 127

153 oomainFcouplingFinFaFmultimodularFcellobiohydrolaseFnbhlFfromFnlostridiumFthermocellumTFFEBSU
LettersRF2005RF_bdRFZYabSbY 3.8 6

152 nomparingFandFcombiningFpredictorsFofFmostlyFdisorderedFproteinsTFBiochemistryRF2005RFZZRFWdcdSXVVV 3.2 416
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151 –ncoveringFtheFunfoldomeeFenrichingFcellFextractsFforFunstructuredFproteinsFbyFacidFtreatmentTF
JournalUofUProteomeUResearchRF2005RFZRFWaWVSc 5.6 59

150 noupledFfoldingFandFbindingFwithFalphaShelixSformingFmolecularFrecognitionFelementsTFBiochemistry
RF2005RFZZRFWXZ_ZSbV 3.2 541

149 xethionineFoxidationRFalphaSsynucleinFandF†arkinsonMsFdiseaseTFBiochimicaUEtUBiophysicaUActaUkU
ProteinsUandUProteomicsRF2005RFWbVYRFW_bSad 4 134

148 †roteinFdissectionFenhancesFtheFamyloidogenicFpropertiesFofFalphaSlactalbuminTFFEBSUJournalRF2005
RFXbXRFXWbaScc 5.7 32

147 qlexibleFnetsTF”heFrolesFofFintrinsicFdisorderFinFproteinFinteractionFnetworksTFFEBSUJournalRF2005RF
XbXRF_WXdSZc 5.7 895

146 lFrw³mmerFofFinsightFintoFfibrilFformationTFStructureRF2005RFWYRFWVdVSX 5.2 6

145 wysozymeFfibrillationeFdeepF–—F’amanFspectroscopicFcharacterizationFofFproteinFstructuralF
transformationTFBiopolymersRF2005RFbdRF_cSaW 2.2 44

144 “howingFyourFtoeFintrinsicFdisorderFasFanFtoFforFrecognitionRFregulationFandFcellFsignalingTFJournalUofU
MolecularURecognitionRF2005RFWcRFYZYScZ 2.6 660

143 sowFtoFimproveFnatureeFstudyFofFtheFelectrostaticFpropertiesFofFtheFsurfaceFofFalphaSlactalbuminTF
ProteinUEngineeringjUDesignUandUSelectionRF2005RFWcRFZX_SYY 1.9 36

142 tntrinsicFoisorderFisFaFnommonFqeatureFofFsubF†roteinsFfromFqourFpukaryoticFtnteractomesTFPLoSU
ComputationalUBiologyRF2005RFpreprintRFeWVV 5 2

141 “timulationFofFinsulinFfibrillationFbyFureaSinducedFintermediatesTFJournalUofUBiologicalUChemistryRF
2004RFXbdRFWZdddS_VWY 5.4 85

140 tnteractionsFbetweenFimmunoglobulinSlikeFandFcatalyticFmodulesFinFnlostridiumFthermocellumF
cellulosomalFcellobiohydrolaseFnbhlTFProteinUEngineeringjUDesignUandUSelectionRF2004RFWbRFb_dSad 1.9 46

139 yeurotoxicantSinducedFanimalFmodelsFofF†arkinsonMsFdiseaseeFunderstandingFtheFroleFofFrotenoneRF
manebFandFparaquatFinFneurodegenerationTFCellUandUTissueUResearchRF2004RFYWcRFXX_SZW 4.2 218

138 ”heFeffectFofFmacromolecularFcrowdingFonFproteinFaggregationFandFamyloidFfibrilFformationTF
JournalUofUMolecularURecognitionRF2004RFWbRFZ_aSaZ 2.6 249

137 ’ifampicinFinhibitsFalphaSsynucleinFfibrillationFandFdisaggregatesFfibrilsTFChemistryUandUBiologyRF2004
RFWWRFW_WYSXW 176

136 nonformationalFconstraintsFforFamyloidFfibrillationeFtheFimportanceFofFbeingFunfoldedTFBiochimicaU
EtUBiophysicaUActaUkUProteinsUandUProteomicsRF2004RFWadcRFWYWS_Y 4 817

135 nhargeFandFhydrophobicityFpatterningFalongFtheFsequenceFpredictsFtheFfoldingFmechanismFandF
aggregationFofFproteinseFaFcomputationalFapproachTFJournalUofUProteomeUResearchRF2004RFYRFWXZYS_Y 5.6 42

134 nomparativeFstudiesFonFtheFstructureFandFstabilityFofFfluorescentFproteinsFprq†RFzq†_VaRFm’q†WRF
HdimerXHRFandFos’edWTFBiochemistryRF2004RFZYRFWZdWYSXY 3.2 73

(2004-2005)
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133 ’oleFofFindividualFmethioninesFinFtheFfibrillationFofFmethionineSoxidizedFalphaSsynucleinTF
BiochemistryRF2004RFZYRFZaXWSYY 3.2 88

132 –seFofFtheFphaseFdiagramFmethodFtoFanalyzeFtheFproteinFunfoldingSrefoldingFreactionseFfishingFoutF
theFHinvisibleHFintermediatesTFJournalUofUProteomeUResearchRF2004RFYRFZc_SdZ 5.6 120

131 nonformationalFprerequisitesFforFformationFofFamyloidFfibrilsFfromFhistonesTFJournalUofUMolecularU
BiologyRF2004RFYZXRFWYV_SXZ 6.5 69

130 yoFneedFtoFbeFslxwp”ForFmlxwp”FtoFinteractFwithFhistoneseFbindingFofFmonomericF
alphaSlactalbuminFtoFhistonesFandFbasicFpolySaminoFacidsTFBiochemistryRF2004RFZYRF__b_ScX 3.2 42

129 ’oleFofFproteinSwaterFinteractionsFandFelectrostaticsFinFalphaSsynucleinFfibrilFformationTF
BiochemistryRF2004RFZYRFYXcdSYVV 3.2 170

128 ldenylationSdependentFconformationFandFunfoldingFpathwaysFofFtheFyloQSdependentFoylFligaseF
fromFtheFthermophileF”hermusFscotoductusTFBiophysicalUJournalRF2004RFcaRFWVcdSWVZ 2.9 25
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