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ARTICLE

eQTLHap: a tool for comprehensive eQTL analysis considering haplotypic and genotypic effects.
Briefings in Bioinformatics, 2021, 22, .

Evaluation of consensus strategies for haplotype phasing. Briefings in Bioinformatics, 2020, 22, .

Exploring effective approaches for haplotype block phasing. BMC Bioinformatics, 2019, 20, 540.

Machine learning polymer models of three-dimensional chromatin organization in human
lymphoblastoid cells. Methods, 2019, 166, 83-90.

Three-dimensional Epigenome Statistical Model: Genome-wide Chromatin Looping Prediction. Scientific
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