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Phylogenetic analysis of forkhead transcription factors in the Panarthropoda. Development Genes
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Embryonic expression patterns of Wnt genes in the RTA-clade spider Cupiennius salei. Gene Expression 0.3 1
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The embryonic expression pattern of a second, hitherto unrecognized, paralog of the pair-rule gene
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Expression of the zinc finger transcription factor Sp6&€“9 in the velvet worm Euperipatoides
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Embryonic expression of priapulid Wnt genes. Development Genes and Evolution, 2019, 229, 125-135. 0.4 14

Phylogenetic analysis and embryonic expression of panarthropod Dmrt genes. Frontiers in Zoology,
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The last common ancestor of Ecdysozoa had an adult terminal mouth. Arthropod Structure and
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Gene expression analysis of potential morphogen signalling modifying factors in Panarthropoda. 13 4
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Embryonic expression patterns and phylogenetic analysis of panarthropod sox genes: insight into

nervous system development, segmentation and gonadogenesis. BMC Evolutionary Biology, 2018, 18, 88.

Embryonic expression of a Long Toll (Loto) gene in the onychophorans Euperipatoides kanangrensis

and Cephalofovea clandestina. Development Genes and Evolution, 2018, 228, 171-178. 04 2

Comparative analysis of gene expression patterns in the arthropod labrum and the onychophoran
frontal appendages, and its implications for the arthropod head problem. EvoDevo, 2017, 8, 1.
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Investigation of endoderm marker-genes during %astrulation and gut-development in the velvet worm
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Gene expression reveals evidence for EGFR-dependent proximal-distal limb patterning in a myriapod. 11 6
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Gene expression analysis reveals that Delta/Notch signalling is not involved in onychophoran
segmentation. Development Genes and Evolution, 2016, 226, 69-77.
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Analysis of the Wnt gene repertoire in an onychophoran provides new insights into the evolution of
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Identification and embryonic expression of Wnt2, Wnt4, Wnt5 and Wnt9 in the millipede Glomeris
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Onychophoran Hox genes and the evolution of arthropod Hox gene expression. Frontiers in Zoology,
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Developmental abnormalities in Glomeris marginata (Villers 1789) (Myriapoda: Diplopoda): implications
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Deciphering the onychophoran &€ segmentation gene cascaded€™: Gene expression reveals limited

involvement of pair rule gene orthologs in segmentation, but a highly conserved segment polarity
gene network. Developmental Biology, 2013, 382, 224-234.

A curious abnormally developed embryo of the pill millipede Glomeris marginata (Villers, 1789). 05 5
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Segment polarity gene expression in a myriapod reveals conserved and diverged aspects of early head
patterning in arthropods. Development Genes and Evolution, 2012, 222, 299-309.

Expression of pair rule gene orthologs in the blastoderm of a myriapod: evidence for pair rule-like
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Deuterostomic Development in the Protostome Priapulus caudatus. Current Biology, 2012, 22,
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Expression of myriapod pair rule gene orthologs. EvoDevo, 2011, 2, 5. 1.3 42
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The hatching larva of the priapulid worm Halicryptus spinulosus. Frontiers in Zoology, 2009, 6, 8.
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Early embryonic development of the priapulid worm <i>Priapulus caudatus«</i>. Evolution & 11 50
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Evolution of dorsal-ventral axis formation in arthropod appendages: H15 and
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