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m Paper IF Citations

120 unalysesNofNpigNgenomesNprovideNinsightNintoNporcineNdemographyNandNevolutionbNNatureZN2012ZN
hmeZNgmgal 50.4 928

119 SequencingNandNautomatedNwholeagenomeNopticalNmappingNofNtheNgenomeNofNaNdomesticNgoatN
VwapraNhircusWbNNaturegBiotechnologyZN2013ZNgeZNegiahe 44.5 355

118 βongSu~yNanalysisNofNskeletalNmuscleNatNthreeNprenatalNstagesNinNTongchengNandNβandraceNpigsbN
GenomegBiologyZN2007ZNlZNReei 18.3 93

117 rεVPnNuNεemoryaefficientZNVisualizationaenhancedZNandNParallelaacceleratedNtoolNforN~enomeaWideN
ussociationNStudybNGenomicsvgProteomicsgandgBioinformaticsZN2021ZN 6.5 78

116 TranscriptomeNanalysisNofNmRNuNandNmiRNuNinNskeletalNmuscleNindicatesNanNimportantNnetworkNforN
differentialNResidualNzeedN×ntakeNinNpigsbNScientificgReportsZN2015ZNiZNeemig 4.9 69

115 womprehensiveNvariationNdiscoveryNandNrecoveryNofNmissingNsequenceNinNtheNpigNgenomeNusingN
multipleNdeNnovoNassembliesbNGenomegResearchZN2017ZNfkZNljialkh 9.7 54

114 ~enomeNeditingNwithNtheNwR×SPRawasNsystemnNanNartZNethicsNandNglobalNregulatoryNperspectivebNPlantg
BiotechnologygJournalZN2020ZNelZNejieaejjm 11.6 50

113 uNsurveyNofNtranscriptomeNcomplexityNinNSusNscrofaNusingNsingleamoleculeNlongareadNsequencingbN
DNAgResearchZN2018ZNfiZNhfeahgk 4.5 34

112 éapaneseNencephalitisNvirusNinfectsNporcineNkidneyNepithelialNPαeiNcellsNviaNclathrinaNandN
cholesteroladependentNendocytosisbNVirologygJournalZN2013ZNedZNfil 6.1 32

111 ProstateNβuminalNProgenitorNwellsNinNxevelopmentNandNwancerbNTrendsgingCancerZN2018ZNhZNkjmaklg 12.5 30

110 ProteomicNanalysisNindicatesNthatNmitochondrialNenergyNmetabolismNinNskeletalNmuscleNtissueNisN
negativelyNcorrelatedNwithNfeedNefficiencyNinNpigsbNScientificgReportsZN2017ZNkZNhifme 4.9 28

109 εolecularNcharacterizationNofNtheNporcineN~vPeNandN~vPfNgenesbNMoleculargImmunologyZN2008ZNhiZNfkmkaldk4.3 27

108 zibroblastN~rowthNzactorNfeNVz~zfeWNPromotesNzormationNofNuerobicNεyofibersNviaNtheN
z~zfeaS×RTeauεPαaP~we˛–NPathwaybNJournalgofgCellulargPhysiologyZN2017ZNfgfZNelmgaemdj 7 26

107 αuεβnNimprovingNgenomicNpredictionNaccuracyNofNcomplexNtraitsNusingNmachineNlearningN
determinedNparametersbNGenomegBiologyZN2020ZNfeZNehj 18.3 26

106 PseudorabiesNviralNreplicationNisNinhibitedNbyNaNnovelNtargetNofNmiRafebNVirologyZN2014ZNhijahikZNgemafl 3.6 26

105 wR×SPRaoffindernNaNwR×SPRNguideNRNuNdesignNandNoffatargetNsearchingNtoolNforNuseradefinedN
protospacerNadjacentNmotifbNInternationalgJournalgofgBiologicalgSciencesZN2017ZNegZNehkdaehkl 11.2 26

104 ×dentificationNofNdifferentiallyNexpressedNmiRNusNbetweenNwhiteNandNblackNhairNfolliclesNbyN
RNuasequencingNinNtheNgoatNVwapraNhircusWbNInternationalgJournalgofgMoleculargSciencesZN2014ZNeiZNmigeahi6.3 25
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103 TranscriptomeNunalysisNRevealsNthatNVitaminNuNεetabolismNinNtheNβiverNuffectsNzeedNyfficiencyNinN
PigsbNG3:gGenesvgGenomesvgGeneticsZN2016ZNjZNgjeiagjfh 3.2 21

102 yacadherinNandNZyvfNmodulateNtrophoblastNcellNdifferentiationNduringNplacentalNdevelopmentNinN
pigsbNReproductionZN2017ZNeihZNkjiakki 3.8 20

101 TheNdynamicsNofNzTONbindingNandNdemethylationNfromNtheNmuNmotifsbNRNAgBiologyZN2019ZNejZNeekmaeelm 4.8 19

100 ~enomeaWideNussociationNStudyNRevealsNwandidateN~enesNforN~rowthNRelevantNTraitsNinNPigsbN
FrontiersgingGeneticsZN2019ZNedZNgdf 4.5 19

99
TheNyxpressionNPatternNofNεicroRNusNandNtheNussociatedNPathwaysN×nvolvedNinNtheNxevelopmentNofN
PorcineNPlacentalNzoldsNThatNwontributeNtoNtheNyxpansionNofNtheNyxchangeNSurfaceNureabNBiologygofg
ReproductionZN2015ZNmgZNjf

3.9 19

98 ProteomicNunalysesNofNwysteineNRedoxNinNHighazatazedNandNzastedNεouseNβiversnN×mplicationsNforN
βiverNεetabolicNHomeostasisbNJournalgofgProteomegResearchZN2018ZNekZNefmaehd 5.6 19

97 TranscriptomeNunalysisNofNudiposeNTissueN×ndicatesNThatNtheNcuεPNSignalingNPathwayNuffectsNtheN
zeedNyfficiencyNofNPigsbNGenesZN2018ZNmZN 4.2 18

96
upplicationNofNwR×SPRawasefaNynhancedNzluorescenceNussayNwoupledNwithNNucleicNucidN
umplificationNforNtheNSensitiveNxetectionNofNufricanNSwineNzeverNVirusbNACSgSyntheticgBiologyZN2020ZN
mZNfggmafgid

5.7 18

95 zibroblastN~rowthNzactorNfeNSuppressesNudipogenesisNinNPigN×ntramuscularNzatNwellsbNInternationalg
JournalgofgMoleculargSciencesZN2015ZNekZN 6.3 17

94 unNupdateNofNtheNgoatNgenomeNassemblyNusingNdenseNradiationNhybridNmapsNallowsNdetailedNanalysisN
ofNevolutionaryNrearrangementsNinNvovidaebNBMCgGenomicsZN2014ZNeiZNjfi 4.5 16

93 εicroRNuaefhNreducesNcaveolarNdensityNbyNtargetingNcaveolinaeNinNporcineNkidneyNepithelialNPαeiN
cellsbNMoleculargandgCellulargBiochemistryZN2013ZNglhZNfegam 4.2 16

92 εicroRNuafmaNmediatesNtheNimpairmentNofNintestinalNepithelialNintegrityNinducedNbyNintrauterineN
growthNrestrictionNinNpigbNAmericangJournalgofgPhysiologygxgRenalgPhysiologyZN2017ZNgefZN~hgha~hhf 5.1 15

91
RNuNsequencingNidentifiesNupregulatedNkyphoscoliosisNpeptidaseNandNphosphatidicNacidNsignalingN
pathwaysNinNmuscleNhypertrophyNgeneratedNbyNtransgenicNexpressionNofNmyostatinNpropeptidebN
InternationalgJournalgofgMoleculargSciencesZN2015ZNejZNkmkjamh

6.3 14

90 yxploringNtheN~eneticNResistanceNtoN~astrointestinalNNematodesN×nfectionNinN~oatNUsingN
RNuaSequencingbNInternationalgJournalgofgMoleculargSciencesZN2017ZNelZN 6.3 14

89 ×mmunogenomicsNforNidentificationNofNdiseaseNresistanceNgenesNinNpigsnNaNreviewNfocusingNonN
~ramanegativeNbacillibNJournalgofgAnimalgSciencegandgBiotechnologyZN2012ZNgZNgh 6 14

88 TranscriptomeNunalysisNofNPotentialNmiRNuN×nvolvedNinNudipogenicNxifferentiationNofNwfwefN
εyoblastsbNLipidsZN2018ZNigZNgkiaglj 1.6 14

87 yxpressionNprofilingNrevealsNgenesNinvolvedNinNtheNregulationNofNwoolNfollicleNbulbNregressionNandN
regenerationNinNsheepbNInternationalgJournalgofgMoleculargSciencesZN2015ZNejZNmeifajj 6.3 13

86 WholeNbloodNtranscriptomeNcomparisonNofNpigsNwithNextremeNproductionNofNinNvivoNdsRNuainducedN
serumN×zNaabNDevelopmentalgandgComparativegImmunologyZN2014ZNhhZNgiahg 3.2 13

(2014-2016)
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85 wR×SPRNscreeningNofNporcineNsgRNuNlibraryNidentifiesNhostNfactorsNassociatedNwithNéapaneseN
encephalitisNvirusNreplicationbNNaturegCommunicationsZN2020ZNeeZNiekl 17.4 13

84 lncε~PzNisNaNnovelNpositiveNregulatorNofNmuscleNgrowthNandNregenerationbNJournalgofgCachexiavg
SarcopeniagandgMuscleZN2020ZNeeZNekfgaekhj 10.3 13

83 uNcompendiumNandNcomparativeNepigenomicsNanalysisNofNcisaregulatoryNelementsNinNtheNpigN
genomebNNaturegCommunicationsZN2021ZNefZNffek 17.4 13

82 miRaefhNattenuatesNéapaneseNencephalitisNvirusNreplicationNbyNtargetingNxNεfbNVirologygJournalZN
2016ZNegZNedi 6.1 13

81 PorcineNSeddulNandNSeddumnNmolecularNcharacterizationsNandNcrucialNfunctionsNinNresponseNtoN
HaemophilusNparasuisNinfectionbNDevelopmentalgandgComparativegImmunologyZN2011ZNgiZNhmdaidd 3.2 12

80 ~enomicNunalysisNToN×dentifyNSignaturesNofNurtificialNSelectionNandNβociNussociatedNwithN×mportantN
yconomicNTraitsNinNxurocNPigsbNG3:gGenesvgGenomesvgGeneticsZN2018ZNlZNgjekagjfi 3.2 12

79 PorcineNxeltacoronavirusNuccessoryNProteinNNSkaNuntagonizesN×zNa˛†NProductionNbyNwompetingN
WithNTRuzgNandN×RzgNforNvindingNtoN×αα˛µbNFrontiersgingCellulargandgInfectiongMicrobiologyZN2020ZNedZNfik 5.9 11

78 miRafdlbNmodulatingNskeletalNmuscleNdevelopmentNandNenergyNhomoeostasisNthroughNtargetingN
distinctNtargetsbNRNAgBiologyZN2020ZNekZNkhgakih 4.8 11

77 xetectingNtheNPopulationNStructureNandNScanningNforNSignaturesNofNSelectionNinNHorsesNVWNzromN
Wholea~enomeNSequencingNxatabNEvolutionarygBioinformaticsZN2018ZNehZNeekjmghgelkkiedj 1.9 11

76 SynergisticNeffectsNofNT~z˛†fZNWNTmaZNandNz~zRhNsignalsNattenuateNsatelliteNcellNdifferentiationN
duringNskeletalNmuscleNdevelopmentbNAginggCellZN2018ZNekZNeefkll 9.9 11

75 sRNuPrimerxvnNcomprehensiveNprimerNdesignNandNsearchNwebNserviceNforNsmallNnonacodingNRNusbN
BioinformaticsZN2019ZNgiZNeijjaeikf 7.2 11

74 NeuronalNSignalNTransductiona×nvolvedN~enesNinNPigNHypothalamusNuffectNzeedNyfficiencyNasN
RevealedNbyNTranscriptomeNunalysisbNBioMedgResearchgInternationalZN2018ZNfdelZNiljfike 3 11

73 SelectiveNconstraintsNinNcoldaregionNwildNboarsNmayNdefuseNtheNeffectsNofNsmallNeffectiveNpopulationN
sizeNonNmolecularNevolutionNofNmitogenomesbNEcologygandgEvolutionZN2018ZNlZNledfaleeh 2.8 10

72 miRNuNtranscriptomeNofNhypertrophicNskeletalNmuscleNwithNoverexpressedNmyostatinNpropeptidebN
BioMedgResearchgInternationalZN2014ZNfdehZNgflmgi 3 10

71 yffectNofNbreedZNsexNandNbirthNparityNonNgrowthZNcarcassNandNmeatNqualityNinNpigsbNFrontiersgofg
AgriculturegingChinaZN2008ZNfZNggeaggk 10

70 uNgeneNprioritizationNmethodNbasedNonNaNswineNmultiaomicsNknowledgebaseNandNaNdeepNlearningN
modelbNCommunicationsgBiologyZN2020ZNgZNidf 6.7 10

69 NaturalNzunctionalNSNPsNinNmiRaeiiNulterN×tsNyxpressionNβevelZNvloodNwellNwountsZNandN×mmuneN
ResponsesbNFrontiersgingImmunologyZN2016ZNkZNfmi 8.4 10

68 xifferenceNinNexpressionNpatternsNofNplacentalNcholesterolNtransportersZNuvwueNandNSRav×ZNinN
εeishanNandNYorkshireNpigsNwithNdifferentNplacentalNefficiencybNScientificgReportsZN2016ZNjZNfdidg 4.9 10
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67 ×ntegratedNanalysisNofNmethylomeZNtranscriptomeNandNmiRNuomeNofNthreeNpigNbreedsbNEpigenomicsZN
2018ZNedZNimkajef 4.4 9

66 εelatoninNprotectsNagainstNdefectsNinducedNbyNmalathionNduringNporcineNoocyteNmaturationbN
JournalgofgCellulargPhysiologyZN2020ZNfgiZNflgjaflhj 7 9

65 QuantificationNofNmatureNmicroRNusNusingNpincerNprobesNandNrealatimeNPwRNamplificationbNPLoSg
ONEZN2015ZNedZNedefdejd 3.7 8

64 ~enomeawideNanalysisNofNexpressionNQTβNVeQTβWNandNalleleaspecificNexpressionNVuSyWNinNpigNmuscleN
identifiesNcandidateNgenesNforNmeatNqualityNtraitsbNGeneticsgSelectiongEvolutionZN2020ZNifZNim 4.9 8

63 TranscriptomeNsequencingNrevealsNkeyNpotentialNlongNnonacodingNRNusNrelatedNtoNdurationNofN
fertilityNtraitNinNtheNuterovaginalNjunctionNofNeggalayingNhensbNScientificgReportsZN2018ZNlZNegeli 4.9 8

62 HgαfkmegNxepletionNduringNxifferentiationNPromotesNεyogenicNTranscriptionNinNPorcineNSatelliteN
wellsbNGenesZN2019ZNedZN 4.2 7

61 SingleNnucleotideNpolymorphismsNinNcandidateNgenesNareNsignificantlyNassociatedNwithNresistanceNtoN
infectionNinNgoatsbNJournalgofgAnimalgSciencegandgBiotechnologyZN2019ZNedZNgd 6 7

60 wharacterizationNofNporcineNsimpleNsequenceNrepeatNvariationNonNaNpopulationNscaleNwithNgenomeN
resequencingNdatabNScientificgReportsZN2017ZNkZNfgkj 4.9 7

59 εolecularNcharacterizationNandNexpressionNanalysisNofNtheNporcineNcaveolinagNgenebNBiochemicalgandg
BiophysicalgResearchgCommunicationsZN2006ZNghjZNkaeg 3.4 7

58 ×dentifyingNSelectionNSignaturesNforNvackfatNThicknessNinNYorkshireNPigsNHighlightsNNewNRegionsN
uffectingNzatNεetabolismbNGenesZN2019ZNedZN 4.2 6

57 TheNxNuNεethylationNStatusNofNWntNandNTgf˛†NSignalsN×sNaNαeyNzactorNonNzunctionalNRegulationNofN
SkeletalNεuscleNSatelliteNwellNxevelopmentbNFrontiersgingGeneticsZN2019ZNedZNffd 4.5 6

56 PopulationNsizeNmayNshapeNtheNaccumulationNofNfunctionalNmutationsNfollowingNdomesticationbNBMCg
EvolutionarygBiologyZN2018ZNelZNh 3 6

55 ~enomeascaleNwR×SPRNscreenNidentifiesNTεyεhevNasNaNmultiafunctionNhostNfactorNrequiredNforN
coronavirusNreplicationbNPLoSgPathogensZN2021ZNekZNeededeeg 7.6 6

54 widecNdifferentiallyNregulatesNlipidNdepositionNandNsecretionNthroughNtwoNtissueaspecificNisoformsbN
GeneZN2018ZNjheZNfjiafke 3.8 6

53 ~enomeaWideN×dentificationNofNHistoneNεodificationsN×nvolvedNinNPlacentalNxevelopmentNinNPigsbN
FrontiersgingGeneticsZN2019ZNedZNfkk 4.5 5

52 xNuNmethylationNchangesNandNevolutionNofNRNuabasedNduplicationNinNSusNscrofanNbasedNonNaN
twoastepNstrategybNEpigenomicsZN2018ZNedZNemmafel 4.4 5

51 TrisVeZgadichloroafapropylWNphosphateNdisturbsNmouseNembryonicNdevelopmentNbyNinducingN
apoptosisNandNabnormalNxNuNmethylationbNEnvironmentalgandgMoleculargMutagenesisZN2019ZNjdZNldkalei 3.2 5

50 ynhancingNtheNantibacterialNactivitiesNofNsowNmilkNviaNsiteaspecificNknockainNofNaNlactoferrinNgeneNinN
pigsNusingNwR×SPRcwasmNtechnologybNCellgandgBioscienceZN2020ZNedZNegg 9.8 5

(2020-2018)
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49
wisaNaturalNuntisenseNTranscriptsNureNεainlyNwoaexpressedNwithNTheirNSenseNTranscriptsNandN
PrimarilyNRelatedNtoNynergyNεetabolicNPathwaysNduringNεuscleNxevelopmentbNInternationalgJournalg
ofgBiologicalgSciencesZN2016ZNefZNededafe

11.2 5

48 yvaluationNofNtheNeffectsNofNsequenceNlengthNandNmicrosatelliteNinstabilityNonNsingleaguideNRNuN
activityNandNspecificitybNInternationalgJournalgofgBiologicalgSciencesZN2019ZNeiZNfjheafjig 11.2 5

47 ×ntegrativeNanalysisNofNtranscriptomicNandNmetabolomicNprofilesNrevealNtheNcomplexNmolecularN
regulatoryNnetworkNofNmeatNqualityNinNynshiNblackNpigsbNMeatgScienceZN2022ZNelgZNedljhf 6.4 5

46 ×dentificationNofN~lyceraldehydeagaPhosphateNxehydrogenaseN~eneNasNanNulternativeNSafeNHarborN
βocusNinNPigN~enomebNGenesZN2019ZNedZN 4.2 4

45 ×dentificationNofNβncRNuscmRNusNrelatedNtoNendometriumNfunctionNregulatedNbyNHomeoboxNuedNinN
×shikawaNcellsbNCellgBiologygInternationalZN2015ZNgmZNlhfaie 4.5 4

44 ~enomeaWideNPatternsNofNHomozygosityNandNRelevantNwharacterizationsNonNtheNPopulationN
StructureNinNPiˆ'trainNPigsbNGenesZN2020ZNeeZN 4.2 4

43 whromatinNaccessibilityNisNassociatedNwithNtheNchangedNexpressionNofNmiRNusNthatNtargetNmembersN
ofNtheNHippoNpathwayNduringNmyoblastNdifferentiationbNCellgDeathgandgDiseaseZN2020ZNeeZNehl 9.8 4

42 xeNnovoNassemblyNofNmitochondrialNgenomesNprovidesNinsightsNintoNgeneticNdiversityNandNmolecularN
evolutionNinNwildNboarsNandNdomesticNpigsbNGeneticaZN2018ZNehjZNfkkafli 1.5 4

41 TheNinflammationarelatedNgeneNSedduefNisNpositivelyNregulatedNbyNwcyvP˛†NandNuPaeNinNpigsbN
InternationalgJournalgofgMoleculargSciencesZN2014ZNeiZNegldfaej 6.3 4

40 βncRNusNareNregulatedNbyNchromatinNstatesNandNaffectNtheNskeletalNmuscleNcellNdifferentiationbNCellg
ProliferationZN2020ZNigZNeeflkm 7.9 4

39 ×dentificationNofNreliableNreferenceNgenesNforNexpressionNstudiesNinNmaternalNreproductiveNtissuesN
andNfoetalNtissuesNofNpregnantNcowsbNReproductiongingDomesticgAnimalsZN2020ZNiiZNeiihaeijh 1.6 4

38 TheNcompleteNmitochondrialNgenomeNofNεongNwaiNpigNVWNinNVietnambNMitochondrialgDNAgPartgB:g
ResourcesZN2016ZNeZNffjaffk 0.5 4

37 RapidNVisualNwR×SPRNussaynNuNNakedayyeNwolorimetricNxetectionNεethodNforNNucleicNucidsNvasedNonN
wR×SPRcwasefaNandNaNwonvolutionalNNeuralNNetworkbbNACSgSyntheticgBiologyZN2021ZN 5.7 4

36 NovelNPolymorphismsNinN~eneNussociatedNwithNyggaβayingNRateNinNwhineseNéingNHongNwhickenNusingN
~enomeaWideNSNPNScanbNGenesZN2019ZNedZN 4.2 3

35 ×dentificationNandNwonservationNunalysisNofNaRegulatoryNylementsNinNPigNβiverbNGenesZN2019ZNedZN 4.2 3

34 ~enomeaWideNussociationNStudyNandNzineNεappingNRevealsNwandidateN~enesNforNvirthNWeightNofN
YorkshireNandNβandraceNPigsbNFrontiersgingGeneticsZN2020ZNeeZNelg 4.5 3

33 xynamicsNofNcardiomyocyteNandNmuscleNstemNcellNproliferationNinNpigbNExperimentalgCellgResearchZN
2020ZNgllZNeeelih 4.2 3

32 ×nNvivoNstudyNofNhepatitisNvNvaccineNeffectsNonNinflammationNandNmetabolismNgeneNexpressionbN
MoleculargBiologygReportsZN2012ZNgmZNgffiagg 2.8 3
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31 zibroblastN~rowthNzactorNfeNPromotesNwfwefNwellsNεyogenicNxifferentiationNbyNynhancingNwellN
wycleNyxitbNBioMedgResearchgInternationalZN2017ZNfdekZNejhlkei 3 3

30 ×nteractomeNmappingNrevealsNimportantNpathwaysNinNskeletalNmuscleNdevelopmentNofNpigsbN
InternationalgJournalgofgMoleculargSciencesZN2014ZNeiZNfekllaldf 6.3 3

29
×ntegratingNβwεavasedNSpatioaTemporalNTranscriptomicsNUncoversNwonceptusNandNyndometrialN
βuminalNypitheliumNwommunicationNthatNwoordinatesNtheNwonceptusNuttachmentNinNPigsbN
InternationalgJournalgofgMoleculargSciencesZN2021ZNffZN

6.3 3

28 ~eneticNdiversityNandNpopulationNstructureNamongNeightNwhineseNindigenousNgoatNbreedsNinNtheN
YellowNRiverNvalleybNSmallgRuminantgResearchZN2017ZNehlZNlkamf 1.7 2

27 Wholea~enomeNεethylationNunalysisNRevealsNypigeneticNVariationNinNwlonedNandNxonorNPigsbN
FrontiersgingGeneticsZN2020ZNeeZNfg 4.5 2

26 wandidateN~eneN×dentificationNofNzeedNyfficiencyNandNwoatNwolorNTraitsNinNaNwikvβcjéNˆ�NαunmingNzfN
εiceNPopulationNUsingN~enomeaWideNussociationNStudybNBioMedgResearchgInternationalZN2017ZNfdekZNkegfmhe3 2

25 ussociationNofN˛–c˛†aHydrolaseNxejvNwithNvovineNwonceptionNRateNandNSpermNPlasmaNεembraneN
βipidNwompositionbNInternationalgJournalgofgMoleculargSciencesZN2020ZNfeZN 6.3 2

24 ×dentificationNofNuwTvN~eneNasNaNPotentialNSafeNHarborNβocusNinNPigN~enomebNMolecularg
BiotechnologyZN2020ZNjfZNilmaimk 3 2

23 ~enomeawideNassociationNandNtranscriptomeNstudiesNidentifyNcandidateNgenesNandNpathwaysNforN
feedNconversionNratioNinNpigsbNBMCgGenomicsZN2021ZNffZNfmh 4.5 2

22 TheNadvancementsZNchallengesZNandNfutureNimplicationsNofNtheNwR×SPRcwasmNsystemNinNswineN
researchbNJournalgofgGeneticsgandgGenomicsZN2021ZNhlZNghkagjd 4 2

21 ×dentificationNofNnewNsemenNtraitarelatedNcandidateNgenesNinNxurocNboarsNthroughNgenomeawideN
associationNandNweightedNgeneNcoaexpressionNnetworkNanalysesbNJournalgofgAnimalgScienceZN2021ZNmmZN 0.7 2

20 TranscriptionalNProfilingNofNβeucocyteNwountNVariationNfromNPorcineNPeripheralNvloodNRevealsN
xifferentialN~eneNyxpressionbNBioMedgResearchgInternationalZN2018ZNfdelZNehmjigj 3 2

19 ×dentificationNofNbtaamiRaeia~ejaNclusterNexpressionZNlocalizationNandNregulatedNtargetNinNHolsteinsbN
MoleculargandgCellulargProbesZN2018ZNhdZNlaef 3.3 2

18 unN×nexpensiveNwR×SPRavasedNPointaofawareNTestNforNtheN×dentificationNofNεeatNSpeciesNandNεeatN
ProductsbNGenesZN2022ZNegZNmef 4.2 2

17 WholeNgenomeNvariantsNacrossNikNpigNbreedsNenableNcomprehensiveNidentificationNofNgeneticN
signaturesNthatNunderlieNbreedNfeaturesbNJournalgofgAnimalgSciencegandgBiotechnologyZN2020ZNeeZNeei 6 1

16 ×dentificationNofNfunctionalNmutationsNatNzOXPgNbindingNsiteNwithinNv×wNgeneNthatNalterNtheN
expressionNofNmiRaeiiNinNpigsbNGeneZN2020ZNkhhZNehhjge 3.8 1

15 ummoniaNyxposureN×nducedNwiliaNxysfunctionNofNNasalNεucosaNinNtheNPigletsbNBioMedgResearchg
InternationalZN2020ZNfdfdZNekdiglk 3 1

14 ypigenomicsNanalysisNofNmiRNuNcisaregulatoryNelementsNinNpigNmuscleNandNfatNtissuesbbNGenomicsZN
2022ZNeedfkj 4.3 1

(2022-2017)
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13 xuplexNQuantitativeNPolymeraseNwhainNReactionNofN×S~eiNandNRSuxfN×ncreasesNuccuracyNofNyarlyN
PregnancyNxiagnosisNinNxairyNwowsbNAnnalsgofgAnimalgScienceZN2019ZNemZNglgahde 2 1

12
ussociationNofNsingleNnucleotideNpolymorphismNinNNβRwgZNNβRwiZNH×PeZNandNβRPlNgenesNwithNfecalN
eggNcountsNinNgoatsNnaturallyNinfectedNwithNHaemonchusNcontortusbNTropicalgAnimalgHealthgandg
ProductionZN2020ZNifZNeilgaeiml

1.7 1

11 ×dentificationNofNmRNusNRelatedNtoNTibialNwartilageNxevelopmentNofNYorkshireNPigletsbNBioMedg
ResearchgInternationalZN2019ZNfdemZNfgjihej 3 1

10 RvgkffcNPromotesNSurvivalNinNεacrophagesNbyN×nteractingNWithNTRuzgbNFrontiersgingCellulargandg
InfectiongMicrobiologyZN2021ZNeeZNjfkkml 5.9 1

9 ~lycomicsNrevealNthatNSTj~uβeamediatedNsialylationNregulatesNuterineNlumenNclosureNduringN
implantationbbNCellgProliferationZN2021ZNeegejm 7.9 1

8 TheNassemblyNofNcaprineNYNchromosomeNsequenceNrevealsNaNuniqueNpaternalNphylogeneticNpatternN
andNimprovesNourNunderstandingNofNtheNoriginNofNdomesticNgoatbNEcologygandgEvolutionZN2021ZNeeZNkkkmakkmi2.8 0

7 yxcessNofNretrogeneNtrafficNinNpigNXNchromosomebNGeneticaZN2019ZNehkZNfgagf 1.5 0
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respiratoryNsyndromeNvirusNreplicationbbNVirusgResearchZN2022ZNgehZNemlkgl 6.4 0

5 ×dentificationNofNtheNwαεN~eneNasNaNPotentialNεuscleaSpecificNSafeNHarborNβocusNinNPigN~enomebN
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methodbNScientificgReportsZN2019ZNmZNjggh 4.9

3 ThreeNfunctionalNmutationNsitesNaffectNtheNimmuneNresponseNofNpigsNthroughNalteringNtheN
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tasksbbNGenomicsZN2022ZNeedgjf 4.3
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