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k Paper IF Citations

85 OpportunityLofLNextYyenerationLSequencingYtasedLShortLTandemLRepeatLSystemLforLTumorLSourceL
’dentificationZZLFrontiersoinoOncologyXL2022XLcdXLjbbbdj 5.3 1

84 wstablishingLanLintegratedLpipelineLforLautomaticLandLefficientLdetectionLofLtraceLvNsLencounteredL
inLforensicLapplicationsZZLScienceoandoJusticeo-oJournaloofotheoForensicoScienceoSocietyXL2022XLhdXLgbYgk 2

83 vevelopmentLandLValidationLofLaLNovelLandLxastLvetectionLMethodLforLlLsLckYPlexLShortLTandemL
RepeatLTypingLSystemZZLFrontiersoinoPlantoScienceXL2022XLceXLjeikfg 6.2

82 NovelL’ndelLVariationLofLNPucLyeneLsssociatesLWithLRiskLofLSuddenLuardiacLveathZZLFrontiersoino
GeneticsXL2022XLceXLjhkjgk 4.5

81 PairwiseLkinshipLanalysisLofLciLpedigreesLusingLmassivelyLparallelLsequencingZZLForensicoScienceo
International:oGeneticsXL2021XLgiXLcbdhfi 4.3 0

80 sLxunctionalL’ndelLPolymorphismLWithinLM’RcggzyL’sLsssociatedLWithLSuddenLuardiacLveathLRiskL
inLaLuhineseLPopulationZLFrontiersoinoCardiovascularoMedicineXL2021XLjXLhicchj 5.4 0

79 vevelopmentLandLvalidationLofLaLforensicLsixYdyeLmultiplexLassayLwithLdkLSTRLlociZLElectrophoresisXL
2021XLfdXLcfckYcfeb 3.6 0

78 ParallelLsequencingLofLjiLSTRLandLdkfLSNPLmarkersLusingLtheLprototypeLofLtheLSifaMPSLpanelLonL
theLMiSeqLxyxâ�¢LsystemZLForensicoScienceoInternational:oGeneticsXL2021XLgdXLcbdfkb 4.3 3

77 yeneticLassociationLstudyLofLaLnovelLindelLpolymorphismLinLzSPsctLwithLtheLriskLofLsuddenLcardiacL
deathLinLtheLuhineseLpopulationsZLForensicoScienceoInternationalXL2021XLecjXLccbhei 2.6 2

76 snalyticalLvalidationLofLanLR’LsampleLcartridgeLwithLtheLRapidz’T´fiL’vLsystemZLInternationaloJournalo
ofoLegaloMedicineXL2021XLcegXLcdgiYcdhg 3.1 3

75
ModulationLofLST’McLbyLaLriskLinsertionadeletionLpolymorphismLunderlyingLgeneticsLsusceptibilityL
toLsuddenLcardiacLdeathLoriginatedLfromLcoronaryLarteryLdiseaseZLForensicoScienceoInternationalXL
2021XLedjXLcccbcb

2.6 0

74 ’nvestigationLofLanLslternativeLMarkerLforLzypermutabilityLwvaluationLinLvifferentLTumorsZLGenesXL
2021XLcdXL 4.2 3

73 sLnewlyLdevisedLmultiplexLassayLofLnovelLpolymorphicLnonYuOv’SLSTRsLasLaLvaluableLtoolLforL
forensicLapplicationZLForensicoScienceoInternational:oGeneticsXL2020XLfjXLcbdefc 4.3 2

72 yeneticLinvestigationLandLphylogeneticLanalysisLofLthreeLuhineseLethnicLgroupsLusingLchLXL
chromosomeLSTRLlociZLAnnalsoofoHumanoBiologyXL2020XLfiXLgkYhf 1.7 4

71 vetectingLgeneticLhypermutabilityLofLgastrointestinalLtumorLbyLusingLaLforensicLSTRLkitZLFrontiersoofo
MedicineXL2020XLcfXLcbcYccc 12 4

70 PilotLstudyLforLforensicLevaluationsLofLtheLPrecisionL’vLylobalxilerâ�¢LNySLSTRLPanelLvdLwithLtheL’onL
Sgâ�¢LsystemZLForensicoScienceoInternational:oGeneticsXL2019XLfeXLcbdcfi 4.3 16

69 ResponseLtoLcommentaryLbyLWhittleXLcommentaryLonlLMoreLonLtheLgenomicLidentificationLofL
forensicLSTRsZLForensicoScienceoInternational:oGeneticsXL2019XLfbXLedfbYedfd 4.3
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68 yeneticLcharacterizationLofLdcLautosomalLSTRLlociLofLyoldeneyeâ�¢LvNsL’vLddNuL®itLinLuhineseLSheL
groupZLLegaloMedicineXL2019XLekXLfgYfj 1.9 5

67 vevelopmentLandLvalidationLofLaLnovelLSixaSTRLdeYplexLsystemZLElectrophoresisXL2019XLfbXLdhffYdhgf 3.6 8

66 sLcommonLindelLpolymorphismLofLtheLvesmogleinYdLTvSydULisLassociatedLwithLsuddenLcardiacLdeathL
inLuhineseLpopulationsZLForensicoScienceoInternationalXL2019XLebcXLejdYeji 2.6 8

65 yeneticLpolymorphismsLinLchLXYSTRLlociLanalyzedLinLtheLSheLpopulationLfromLZhejiangLProvinceXL
uhinaZLLegaloMedicineXL2019XLekXLdgYdj 1.9 3

64 vevelopmentLandLvalidationLofLaLmultiplexLinsertionadeletionLmarkerLpanelXLSifa’nvelLfgplexL
systemZLForensicoScienceoInternational:oGeneticsXL2019XLfcXLcdjYceh 4.3 4

63 xorensicLcharacteristicsLofLehLYYSTRLlociLinLaLuhangzhouLzanLpopulationLandLgeneticLdistanceL
analysisLamongLseveralLuhineseLpopulationsZLForensicoScienceoInternational:oGeneticsXL2019XLfbXLedhjYedib4.3 4

62 xorensicLcharacteristicsLandLphylogeneticLstructureLofLwasternLuhineseLzanLpopulationsLresidingL
alongLtheLYangtzeLtasinLrevealedLbyLckLautosomalLSTRLlociZLMolecularoBiologyoReportsXL2019XLfhXLdgfcYdgfh2.8

61
MassLspectrometryYbasedLSNPLgenotypingLasLaLpotentialLtoolLforLancestryLinferenceLandLhumanL
identificationLinLuhineseLzanLandLUygurLpopulationsZLScienceoandoJusticeo-oJournaloofotheoForensico
ScienceoSocietyXL2019XLgkXLddjYdee

2 3

60 yeneticLpolymorphismsLofLdcLSTRLlociLofLyoldenyeâ�¢LvNsL’vLddNuLkitLinLfiveLethnicLgroupsLofLuhinaZL
ForensicoSciencesoResearchXL2019XLfXLefjYegb 3.6 3

59 yeneticLcharacterizationLofLfourLdogLbreedsLwithL’lluminaLuaninezvLteaduhipZLForensicoScienceso
ResearchXL2019XLfXLegfYegi 3.6 0

58 yeneticLpolymorphismLofLckbLYYSNPsLinLzanLpopulationLfromL™iangsuLprovinceXLuhinaZLForensico
ScienceoInternational:oGeneticsoSupplementoSeriesXL2019XLiXLggdYggf 0.5

57 MutationLratesLinLfatherYsonLpairsLofLtheLdiLYYSTRLlociLinLtheLvezhouLzanLpopulationLfromL
ShandongLprovinceXLeasternLuhinaZLJournaloofoClinicaloForensicoandoLegaloMedicineXL2019XLhiXLhcYhe 1.7

56 ValidationLofLtheL’nvestigatorLdfplexLQSL®itlLaLhYdyeLmultiplexLPuRLassayLforLforensicLapplicationLinL
theLuhineseLzanLpopulationZLForensicoSciencesoResearchXL2019XLcYk 3.6 1

55 ParallelLsequencingLofLfjLYYchromosomeLSTRLandLSNPLmarkersZLForensicoScienceoInternational:o
GeneticsoSupplementoSeriesXL2019XLiXLefiYefj 0.5

54 yeneticLinvestigationLofLuhineseLsheLethnicLbasedLonLautosomalLSTRsLandLXYSTRsZLForensicoScienceo
International:oGeneticsoSupplementoSeriesXL2019XLiXLejYfb 0.5

53 yeneticLpolymorphismsLofLdiLYYSTRLlociLinLtheLvezhouLzanLpopulationLfromLShandongLprovinceXL
wasternLuhinaZLForensicoScienceoInternational:oGeneticsXL2019XLekXLedhYedj 4.3 5

52 yeneticLcharacterizationLofLdiLYYSTRLlociLanalyzedLinLtheLNantongLzanLpopulationLresidingLalongL
theLYangtzeLtasinZLForensicoScienceoInternational:oGeneticsXL2019XLekXLecbYece 4.3 6

51 ’nvestigationLofLcdLXYSTRLlociLinLMongolianLandLwasternLzanLpopulationsLofLuhinaLwithLcomparisonL
toLotherLpopulationsZLScientificoReportsXL2018XLjXLfdji 4.9 15

(2018-2019)
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50 SequenceLinvestigationLofLefLforensicLautosomalLSTRsLwithLmassivelyLparallelLsequencingZLScientifico
ReportsXL2018XLjXLhjcb 4.9 5

49 xorensicLinvestigationLofLdeLautosomalLSTRsLandLapplicationLinLzanLandLMongoliaLethnicLgroupsZL
ForensicoSciencesoResearchXL2018XLeXLcejYcff 3.6 5

48 yeneticLdiversityLofLdcLforensicLautosomalLSTRsLandLvYSekcLinLtheLzanLpopulationLfromLShanghaiXL
wasternLuhinaZLForensicoScienceoInternational:oGeneticsXL2018XLeiXLedeYedg 4.3 1

47 SeparationaextractionXLdetectionXLandLinterpretationLofLvNsLmixturesLinLforensicLscienceLTreviewUZL
InternationaloJournaloofoLegaloMedicineXL2018XLcedXLcdfiYcdhc 3.1 13

46 PopulationLgeneticsLstudyLusingLdhLYYchromosomalLSTRLlociLinLtheLzuiLethnicLgroupLinLuhinaZL
ForensicoScienceoInternational:oGeneticsXL2017XLdjXLedhYedi 4.3 17

45 RevisitingLtheLmaleLgeneticLlandscapeLofLuhinalLaLmultiYcenterLstudyLofLalmostLejXbbbLYYSTRL
haplotypesZLHumanoGeneticsXL2017XLcehXLfjgYfki 6.3 51

44 PopulationLgeneticsLofLebLinsertionadeletionLpolymorphismsLinLzanLuhineseLpopulationLfromL
ZhejiangLProvinceZLForensicoScienceoInternational:oGeneticsXL2017XLdjXLeeeYeeg 4.3 7

43 snLinsertionadeletionLpolymorphismLwithinLeSUTRLofLRYRdLmodulatesLsuddenLunexplainedLdeathL
riskLinLuhineseLpopulationsZLForensicoScienceoInternationalXL2017XLdibXLchgYcid 2.6 18

42 vevelopmentalLvalidationLofLaLcustomLpanelLincludingLdieLSNPsLforLforensicLapplicationLusingL’onL
TorrentLPyMZLForensicoScienceoInternational:oGeneticsXL2017XLdiXLgbYgi 4.3 27

41 ParallelLsequencingLofLhbLXYchromosomeLgeneticLmarkersLincludingLSTRsXLSNPsLandL’nvelsZLForensico
ScienceoInternational:oGeneticsoSupplementoSeriesXL2017XLhXLeeciYeeck 0.5 1

40 MassivelyLparallelLsequencingLofLdecLautosomalLSNPsLwithLaLcustomLpanellLaLSNPLtypingLassayL
developedLforLhumanLidentificationLwithL’onLTorrentLPyMZLForensicoSciencesoResearchXL2017XLdXLdhYee 3.6 5

39 sssociationLbetweenLanLindelLpolymorphismLinLtheLeSUTRLofLuOLcsdLandLtheLriskLofLsuddenLcardiacL
deathLinLuhineseLpopulationsZLLegaloMedicineXL2017XLdjXLddYdh 1.9 9

38 snLindelLpolymorphismLwithinLpreYmiRececLconfersLriskLforLhepatocellularLcarcinomaZL
CarcinogenesisXL2017XLejXLchjYcih 4.6 9

37 snalysisLofLgeneticLadmixtureLinLUyghurLusingLtheLdhLYYSTRLlociLsystemZLScientificoReportsXL2016XLhXLckkkj4.9 27

36 uharacterizationLofLmicroRNsLexpressionLprofilesLinLbloodLandLsalivaLusingLtheL’onLPersonalL
yenomeLMachineT´fiULSystemLT’onLPyMâ�¢LSystemUZLForensicoScienceoInternational:oGeneticsXL2016XLdbXLcfbYcfh4.3 27

35 sssociationLbetweenLindelLpolymorphismLinLtheLpromoterLregionLofLlncRNsLysSgLandLtheLriskLofL
hepatocellularLcarcinomaZLCarcinogenesisXL2015XLehXLccehYfe 4.6 90

34 vevelopmentLandLvalidationLofLaLnewLSTRLdgYplexLtypingLsystemZLForensicoScienceoInternational:o
GeneticsXL2015XLciXLhcYhk 4.3 24

33 LogicalLxrameworkLofLxorensicL’dentificationlLsbilityLtoLResistLxabricatedLvNsZLMolecularo
BiotechnologyXL2015XLgiXLcbebYi 3
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32 PhylogeneticLanalysisLofLSheLpopulationLfromLxujianLProvinceLinLuhinaLbasedLonLdhLYYSTRLLociVZL
ForensicoScienceoInternational:oGeneticsoSupplementoSeriesXL2015XLgXLegdbYegde 0.5

31 vifferentiatingLbetweenLmonozygoticLtwinsLinLforensicsLthroughLnextLgenerationLmtyenomeL
sequencingZLForensicoScienceoInternational:oGeneticsoSupplementoSeriesXL2015XLgXLegjYegk 0.5 6

30 vifferentiatingLbetweenLmonozygoticLtwinsLthroughLnextYgenerationLmitochondrialLgenomeL
sequencingZLAnalyticaloBiochemistryXL2015XLfkbXLcYh 3.1 12

29 ParallelLsnalysisLofLcdfLUniversalLSNPsLforLzumanL’dentificationLbyLTargetedLSemiconductorL
SequencingZLScientificoReportsXL2015XLgXLcjhje 4.9 18

28 PopulationLgeneticLstudyLofLefLXYuhromosomeLmarkersLinLgLmainLethnicLgroupsLofLuhinaZLScientifico
ReportsXL2015XLgXLciicc 4.9 11

27 vevelopmentalLvalidationLofLanLXY’nsertionaveletionLpolymorphismLpanelLandLapplicationLinLzsNL
populationLofLuhinaZLScientificoReportsXL2015XLgXLcjeeh 4.9 18

26 SpeciesLidentificationLthroughLpyrosequencingLcdSLrRNsLgeneZLForensicoScienceoInternational:o
GeneticsoSupplementoSeriesXL2015XLgXLeghcYeghe 0.5 2

25 wvaluationLofLz’vY’onLsmpliseqâ�¢LpanelLinLzsNLpopulationZLForensicoScienceoInternational:oGeneticso
SupplementoSeriesXL2015XLgXLegjfYegjh 0.5 1

24 vevelopmentLofLaLnewLdhplexLYYSTRsLtypingLsystemLforLforensicLapplicationZLForensicoScienceo
International:oGeneticsXL2014XLceXLccdYdb 4.3 36

23 PopulationLgeneticsLofLebLinsertionYdeletionLpolymorphismsLinLtwoLuhineseLpopulationsLusingL
QiagenL’nvestigator´fiLv’PplexLkitZLForensicoScienceoInternational:oGeneticsXL2014XLccXLecdYf 4.3 43

22 sLnewLstrategyLforLbodyLsourceLidentificationLofLtumorLsampleZLForensicoScienceoInternational:o
GeneticsoSupplementoSeriesXL2013XLfXLeefhYeefi 0.5 1

21 vevelopmentLofLebL’nvelLmarkersLtypingLsystemLandLgeneticLanalysisLinLfiveLdifferentLuhineseL
populationsZLForensicoScienceoInternational:oGeneticsoSupplementoSeriesXL2013XLfXLecjjYecjk 0.5

20 vifferencesLofLvNsLmethylationLprofilesLbetweenLmonozygoticLtwinsSLbloodLsamplesZLMolecularo
BiologyoReportsXL2013XLfbXLgdigYjb 2.8 33

19 vevelopmentLofLtheLchLXYSTRLlociLtypingLsystemLandLgeneticLanalysisLinLaLShanghaiLzanLpopulationL
fromLuhinaZLElectrophoresisXL2013XLefXLebbjYcg 3.6 17

18 yeneticLpolymorphismsLinLcdLautosomalLSTRsLinLaLShanghaiLzanLpopulationLfromLuhinaZL
ElectrophoresisXL2013XLefXLhceYi 3.6 11

17 sLnewLmultiplexLassayLofLciLautosomalLSTRsLandLsmelogeninLforLforensicLapplicationZLPLoSoONEXL
2013XLjXLegific 3.7 14

16 SelectionLofLdkLhighlyLinformativeL’nvelLmarkersLforLhumanLidentificationLandLpaternityLanalysisLinL
uhineseLzanLpopulationLbyLtheLSNPlexLgenotypingLsystemZLMolecularoBiologyoReportsXL2012XLekXLecfeYgd 2.8 5

15 yeneticLanalysisLofLtheLccLXYSTRLlociLinLUigurLpopulationLfromLuhinaZLForensicoScienceoInternational:o
GeneticsXL2012XLhXLecekYfb 4.3 3

(2012-2015)
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14 yeneticLpolymorphismsLofLcdLXYSTRLforLforensicLpurposesLinLShanghaiLzanLpopulationLfromLuhinaZL
MolecularoBiologyoReportsXL2012XLekXLgibgYi 2.8 29

13 MaternityLexclusionLwithLaLveryLhighLautosomalLSTRsLkinshipLindexZLInternationaloJournaloofoLegalo
MedicineXL2012XLcdhXLhfgYj 3.1 20

12 yeneticLanalysisLofLtheLccLXYSTRLlociLinLUigurLandLNorthernLzanLpopulationsLfromLuhinaZLForensico
ScienceoInternational:oGeneticsoSupplementoSeriesXL2011XLeXLefdeYefdf 0.5 1

11 LinkageLdisequilibriumLanalysisLofLhiLSNPLlociLonLXLchromosomeZLForensicoScienceoInternational:o
GeneticsoSupplementoSeriesXL2011XLeXLefecYefed 0.5 1

10 UT’LpreventingLvNsLdegradationLofLstoringLurinaryLsamplesLforLgenotypingZLForensicoScienceo
International:oGeneticsoSupplementoSeriesXL2011XLeXLeeYef 0.5 1

9 ’denticalLbutLnotLtheLsamelLTheLvalueLofLvNsLmethylationLprofilingLinLforensicLdiscriminationLwithinL
monozygoticLtwinsZLForensicoScienceoInternational:oGeneticsoSupplementoSeriesXL2011XLeXLeeeiYeeej 0.5 16

8 yeneticLpolymorphismLofLdkLhighlyLinformativeL’nvelLmarkersLforLforensicLuseLinLtheLuhineseLzanL
populationZLForensicoScienceoInternational:oGeneticsXL2011XLgXLediYeb 4.3 23

7 vevelopmentLofLccLXYSTRLlociLtypingLsystemLandLgeneticLanalysisLinLTibetanLandLNorthernLzanL
populationsLfromLuhinaZLInternationaloJournaloofoLegaloMedicineXL2011XLcdgXLigeYh 3.1 13

6
uomparisonLstudyLinLdeterminationLofLfullLsiblingLwithL’dentifilerLmultiplexLsystemLbetweenL’TOL
methodLandLidentityLbyLstateLscoringLmethodZLForensicoScienceoInternational:oGeneticsoSupplemento
SeriesXL2011XLeXLeeegYeeeh

0.5 2

5 snalysisLofLcfLhighlyLinformativeLSNPLmarkersLonLXLchromosomeLbyLTaqManLSNPLgenotypingLassayZL
ForensicoScienceoInternational:oGeneticsXL2010XLfXLecfgYj 4.3 17

4 xorensicLparametersLofLfcLYYSTRLlociLinLShandongLzanLindividualsLandLcomparisonLwithLfdLotherL
populationsZLForensicoSciencesoResearchXcYe 3.6

3 RegulatoryLvariationLwithinLeâ��UTRLofLSTsTgsLcorrelatesLwithLsuddenLcardiacLdeathLinLuhineseL
populationsZLForensicoSciencesoResearchXcYcb 3.6

2 vevelopmentalLvalidationLofLtheLnovelLsixYdyeLyoldeneyeTMLvNsL’vLSystemLeg’nvelLkitLforL
forensicLapplicationZLForensicoSciencesoResearchXcYcd 3.6

1 ’nvestigationLonLtheLgeneticYinconsistentLpaternityLcasesLusingLtheLMiSeqLxyxLsystemZLForensico
SciencesoResearchXcYh 3.6
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