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56 TranscriptomeNynalysisNofNPlantsNTreatedNwithNaNNewNCompoundNNatolenijpdNEnhancingNSaltNStressN
TolerancefNPlantsdN2021dNihdN 4.5 1

55
OverexpressionNofNnicotinamidaseNkNXNICkaNgeneNandNtheNexogenousNapplicationNofNnicotinicNacidN
XNyaNenhanceNdroughtNtoleranceNandNincreaseNbiomassNinNyrabidopsisfNPlantnMolecularnBiologydN2021dN
ihodNnkepl

4.6 2

54 InhibitionNofNmitochondrialNcomplexNINbyNtheNnovelNcompoundNFSLhjnhNenhancesNhighNsalinityestressN
toleranceNinNyrabidopsisNthalianafNScientificnReportsdN2020dNihdNpnqi 4.9 6

53 IntegrativeNomicsNapproachesNrevealedNaNcrosstalkNamongNphytohormonesNduringNtuberousNrootN
developmentNinNcassavafNPlantnMolecularnBiologydN2020dNi 4.6 7

52 FieldNtranscriptomeNanalysisNrevealsNaNmolecularNmechanismNforNcassavaefloweringNinNaNmountainousN
environmentNinNSoutheastNysiafNPlantnMolecularnBiologydN2020dNi 4.6 7

51 TranscriptomeNanalysisNofNsoybeanNXGlycineNmaxaNrootNgenesNdifferentiallyNexpressedNinNrhizobialdN
arbuscularNmycorrhizaldNandNdualNsymbiosisfNJournalnofnPlantnResearchdN2019dNikjdNmliemnp 2.6 13

50 RecentNadvancesNinNtheNcharacterizationNofNplantNtranscriptomesNinNresponseNtoNdroughtdNsalinitydN
heatdNandNcoldNstressfNF1000ResearchdN2019dNpdN 3.6 35

49 ziologicalNFunctionNofNChangesNinNRNyNMetabolismNinNPlantNydaptationNtoNybioticNStressfNPlantnandn
CellnPhysiologydN2019dNnhdNipqoeiqhm 4.9 10

48 yceticNycidNTreatmentNEnhancesNDroughtNyvoidanceNinNCassavaNXNCrantzafNFrontiersninnPlantnSciencedN
2019dNihdNmji 6.2 24

47 TheNInvolvementNofNLongNNoncodingNRNysNinNResponseNtoNPlantNStressfNMethodsninnMolecularn
BiologydN2019dNiqkkdNimieioi 1.4 8

46 TranscriptomeNynalysisNofNtheNHierarchicalNResponseNofNHistoneNDeacetylaseNProteinsNThatNRespondN
inNanNyntagonisticNMannerNtoNSalinityNStressfNFrontiersninnPlantnSciencedN2019dNihdNikjk 6.2 9

45 TranscriptomicNanalysisNofNyrabidopsisNthalianaNplantsNtreatedNwithNtheNKyeqNandNKyeojNhistoneN
deacetylaseNinhibitorsfNPlantnSignalingnandnBehaviordN2018dNikdNeillpkkk 2.5 10

44 MonitoringNTranscriptomicNChangesNinNSoileGrownNRootsNandNShootsNofNyrabidopsisNthalianaN
SubjectedNtoNaNProgressiveNDroughtNStressfNMethodsninnMolecularnBiologydN2018dNionidNjjkejkh 1.4 1

43 TheNdurationNofNethanoleinducedNhighesalinityNstressNtoleranceNinNyrabidopsisNthalianafNPlantn
SignalingnandnBehaviordN2018dNikdNeimhhhnm 2.5 1

42 VersatilityNofNHDyiqedeficiencyNinNincreasingNtheNtoleranceNofNyrabidopsisNtoNdifferentN
environmentalNstressesfNPlantnSignalingnandnBehaviordN2018dNikdNeilomphp 2.5 14

41 yrabidopsisNmolybdenumNcofactorNsulfuraseNyzykNcontributesNtoNanthocyaninNaccumulationNandN
oxidativeNstressNtoleranceNinNyzyedependentNandNindependentNwaysfNScientificnReportsdN2018dNpdNinmqj 4.9 20

40 PtWOXiiNactsNasNmasterNregulatorNconductingNtheNexpressionNofNkeyNtranscriptionNfactorsNtoNinduceN
deNnovoNshootNorganogenesisNinNpoplarfNPlantnMolecularnBiologydN2018dNqpdNkpqelhn 4.6 6
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39 OverexpressionNofNoligouridylateNbindingNproteinNibNresultsNinNyzyNhypersensitivityfNPlantnSignalingn
andnBehaviordN2017dNijdNeijpjmqi 2.5 11

38 TheNDistinctNRolesNofNClassNINandNIINRPDkeLikeNHistoneNDeacetylasesNinNSalinityNStressNResponsefNPlantn
PhysiologydN2017dNiomdNionheiook 6.6 45

37 FormationNofNfriableNembryogenicNcallusNinNcassavaNisNenhancedNunderNconditionsNofNreducedNnitratedN
potassiumNandNphosphatefNPLoSnONEdN2017dNijdNehiphokn 3.7 14

36 NovelNStresseInducibleNyntisenseNRNysNofNProteineCodingNLociNyreNSynthesizedNbyNRNyeDependentN
RNyNPolymerasefNPlantnPhysiologydN2017dNiomdNlmoeloj 6.6 12

35 ycetateemediatedNnovelNsurvivalNstrategyNagainstNdroughtNinNplantsfNNaturenPlantsdN2017dNkdNiohqo 11.5 129

34 EthanolNEnhancesNHigheSalinityNStressNToleranceNbyNDetoxifyingNReactiveNOxygenNSpeciesNinNandN
RicefNFrontiersninnPlantnSciencedN2017dNpdNihhi 6.2 47

33 yNStresseyctivatedNTransposonNinNyrabidopsisNInducesNTransgenerationalNybscisicNycidNInsensitivityfN
ScientificnReportsdN2016dNndNjkipi 4.9 67

32 KyejdNaNHistoneNDeacetylaseNInhibitordNEnhancesNHigheSalinityNStressNToleranceNinNyrabidopsisN
thalianafNPlantnandnCellnPhysiologydN2016dNmodNoonepk 4.9 35

31 TheNHistoneNDeacetylaseNInhibitorNSuberoylanilideNHydroxamicNycidNylleviatesNSalinityNStressNinN
CassavafNFrontiersninnPlantnSciencedN2016dNodNjhkq 6.2 29

30 TranscriptomicNynalysisNofNSoileGrownNyrabidopsisNthalianaNRootsNandNShootsNinNResponseNtoNaN
DroughtNStressfNFrontiersninnPlantnSciencedN2016dNodNiph 6.2 58

29 OligouridylateNzindingNProteinNibNPlaysNanNIntegralNRoleNinNPlantNHeatNStressNTolerancefNFrontiersninn
PlantnSciencedN2016dNodNpmk 6.2 26

28 SmeLikeNProteineMediatedNRNyNMetabolismNIsNRequiredNforNHeatNStressNToleranceNinNyrabidopsisfN
FrontiersninnPlantnSciencedN2016dNodNihoq 6.2 14

27
CassavaNXManihotNesculentaaNtranscriptomeNanalysisNinNresponseNtoNinfectionNbyNtheNfungusN
ColletotrichumNgloeosporioidesNusingNanNoligonucleotideeDNyNmicroarrayfNJournalnofnPlantnResearch
dN2016dNijqdNoiieojn

2.6 21

26 DroughtNstressNdifferentiallyNregulatesNtheNexpressionNofNsmallNopenNreadingNframesNXsORFsaNinN
yrabidopsisNrootsNandNshootsfNPlantnSignalingnandnBehaviordN2016dNiidNeijimoqj 2.5 7

25 LossNofNyrabidopsisNmWekWNExoribonucleaseNytXRNlNFunctionNEnhancesNHeatNStressNToleranceNofN
PlantsNSubjectedNtoNSevereNHeatNStressfNPlantnandnCellnPhysiologydN2015dNmndNionjeoj 4.9 43

24 tasiRNyeyRFNpathwayNmoderatesNfloralNarchitectureNinNyrabidopsisNplantsNsubjectedNtoNdroughtN
stressfNBioMednResearchnInternationaldN2014dNjhildNkhklmi 3 40

23 ynalysisNofNdifferentialNexpressionNpatternsNofNmRNyNandNproteinNduringNcoldeacclimationNandN
deeacclimationNinNyrabidopsisfNMolecularnandnCellularnProteomicsdN2014dNikdNknhjeii 7.6 47

22 HighlyNreproducibleNChIPeonechipNanalysisNtoNidentifyNgenomeewideNproteinNbindingNandNchromatinN
statusNinNyrabidopsisNthalianafNMethodsninnMolecularnBiologydN2014dNihnjdNlhmejn 1.4 6
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21 yrabidopsisNnonecodingNRNyNregulationNinNabioticNstressNresponsesfNInternationalnJournalnofn
MolecularnSciencesdN2013dNildNjjnljeml 6.3 41

20 RNyNregulationNinNplantNabioticNstressNresponsesfNBiochimicanEtnBiophysicanActan-nGenenRegulatoryn
MechanismsdN2012dNipiqdNilqemk 6 51

19 PositionalNcorrelationNanalysisNimprovesNreconstructionNofNfullelengthNtranscriptsNandNalternativeN
isoformsNfromNnoisyNarrayNsignalsNorNshortNreadsfNBioinformaticsdN2012dNjpdNqjqeko 7.2 6

18 TranscriptomeNanalysisNusingNaNhighedensityNoligomicroarrayNunderNdroughtNstressNinNvariousN
genotypesNofNcassavarNanNimportantNtropicalNcropfNDNAnResearchdN2012dNiqdNkkmelm 4.5 79

17 TransitionNofNchromatinNstatusNduringNtheNprocessNofNrecoveryNfromNdroughtNstressNinNyrabidopsisN
thalianafNPlantnandnCellnPhysiologydN2012dNmkdNploemn 4.9 142

16 TranscriptomeNanalysesNofNaNsaltetolerantNcytokininedeficientNmutantNrevealNdifferentialNregulationN
ofNsaltNstressNresponseNbyNcytokininNdeficiencyfNPLoSnONEdN2012dNodNekjijl 3.7 112

15
yRTyDEjDzrNimprovedNstatisticalNinferencesNforNyrabidopsisNgeneNfunctionsNandNstructureN
predictionsNbyNdynamicNstructureebasedNdynamicNexpressionNXDSDEaNanalysesfNPlantnandnCelln
PhysiologydN2011dNmjdNjmlenl

4.9 12

14 yrabidopsisNHDynNregulatesNlocusedirectedNheterochromatinNsilencingNinNcooperationNwithNMETifN
PLoSnGeneticsdN2011dNodNeihhjhmm 6 119

13 GenomeewideNanalysisNofNendogenousNabscisicNacidemediatedNtranscriptionNinNdryNandNimbibedNseedsN
ofNyrabidopsisNusingNtilingNarraysfNPlantnJournaldN2010dNnjdNkqemi 6.9 95

12 TransductionNofNRNyedirectedNDNyNmethylationNsignalsNtoNrepressiveNhistoneNmarksNinNyrabidopsisN
thalianafNEMBOnJournaldN2010dNjqdNkmjenj 13 43

11 yrabidopsisNtilingNarrayNanalysisNtoNidentifyNtheNstresseresponsiveNgenesfNMethodsninnMolecularn
BiologydN2010dNnkqdNiliemm 1.4 26

10 MicroarrayNynalysisNforNStudyingNtheNybioticNStressNResponsesNinNPlantsN2010dNkkkekmm 3

9 GenomeewideNsuppressionNofNaberrantNmRNyelikeNnoncodingNRNysNbyNNMDNinNyrabidopsisfN
ProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericadN2009dNihndNjlmkep 11.5 145

8 ylterationsNofNLysineNModificationsNonNtheNHistoneNHkNNeTailNunderNDroughtNStressNConditionsNinN
yrabidopsisNthalianafNPlantnandnCellnPhysiologydN2009dNmhdNipmneipmn 4.9 2

7 TranscriptomeNanalysesNrevealedNdiverseNexpressionNchangesNinNagoiNandNhyliNyrabidopsisNmutantsfN
PlantnandnCellnPhysiologydN2009dNmhdNioimejh 4.9 18

6 TheNytXTHjpNgenedNaNxyloglucanNendotransglucosylaseghydrolasedNisNinvolvedNinNautomaticN
selfepollinationNinNyrabidopsisNthalianafNPlantnandnCellnPhysiologydN2009dNmhdNlikejj 4.9 18

5 yrabidopsisNtranscriptomeNanalysisNunderNdroughtdNcolddNhighesalinityNandNyzyNtreatmentNconditionsN
usingNaNtilingNarrayfNPlantnandnCellnPhysiologydN2008dNlqdNiikmelq 4.9 407

4 IdentificationNofNtheNcandidateNgenesNregulatedNbyNRNyedirectedNDNyNmethylationNinNyrabidopsisfN
BiochemicalnandnBiophysicalnResearchnCommunicationsdN2008dNkondNmmkeo 3.4 49
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3 ylterationsNofNlysineNmodificationsNonNtheNhistoneNHkNNetailNunderNdroughtNstressNconditionsNinN
yrabidopsisNthalianafNPlantnandnCellnPhysiologydN2008dNlqdNimphep 4.9 248

2 TranscriptomeNynalysisNofNPlantNDroughtNandNSaltNStressNResponseN2007dNjniejpk 5

1 ytXTHjoNplaysNanNessentialNroleNinNcellNwallNmodificationNduringNtheNdevelopmentNofNtrachearyN
elementsfNPlantnJournaldN2005dNljdNmjmekl 6.9 64
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