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132 TheNoriginsNofNzkNgrasslandsqNintegratingNevolutionaryNandNecosystemNscienceeNSciencecN2010cNjiocNlondph33.3 698

131 SympatricNspeciationNinNpalmsNonNanNoceanicNislandeNNaturecN2006cNkkhcNihgdj 50.4 467

130 ’xoticNtaxaNlessNrelatedNtoNnativeNspeciesNareNmoreNinvasiveeNProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericacN2006cNhgjcNlokhdl 11.5 361

129 ecospatqNanNRNpackageNtoNsupportNspatialNanalysesNandNmodelingNofNspeciesNnichesNandNdistributionseN
EcographycN2017cNkgcNnnkdnon 6.5 336

128 OligoceneNzOiNdeclineNpromotedNzkNphotosynthesisNinNgrasseseNCurrenthBiologycN2008cNhocNjndkj 6.3 268

127 NonredundantNregulationNofNriceNarbuscularNmycorrhizalNsymbiosisNbyNtwoNmembersNofNtheN
phosphateNtransporterhNgeneNfamilyeNPlanthCellcN2012cNikcNkijmdlh 11.6 214

126
PhylogeneticsNofNMiscanthuscNSaccharumNandNrelatedNgeneraNVSaccharinaecNxndropogoneaecN
PoaceaeWNbasedNonN‘NxNsequencesNfromNITSNnuclearNribosomalN‘NxNandNplastidNtrnLintronNandN
trnLd–NintergenicNspacerseNJournalhofhPlanthResearchcN2002cNhhlcNjohdpi

2.6 203

125 LargeNmultidgeneNphylogeneticNtreesNofNtheNgrassesNVPoaceaeWqNprogressNtowardsNcompleteNtribalN
andNgenericNlevelNsamplingeNMolecularhPhylogeneticshandhEvolutioncN2008cNkncNkoodlgl 4.1 194

124 mgNmillionNyearsNofNcoddivergenceNinNtheNfigdwaspNsymbiosiseNProceedingshofhthehRoyalhSocietyhB:h
BiologicalhSciencescN2005cNinicNilpjdp 4.4 162

123 zkNPhotosynthesisNevolvedNinNgrassesNviaNparallelNadaptiveNgeneticNchangeseNCurrenthBiologycN2007cN
hncNhikhdn 6.3 159

122 MolecularNdatingcNevolutionaryNratescNandNtheNageNofNtheNgrasseseNSystematichBiologycN2014cNmjcNhljdml 8.4 128

121 PhylogeneticNconservatismNinNplantNphenologyeNJournalhofhEcologycN2013cNhghcNhligdhljg 6 125

120 NondmonophylyNofNtheNwoodyNbamboosNVyambuseaerNPoaceaeWqNaNmultidgeneNregionNphylogeneticN
analysisNofNyambusoideaeNseseNJournalhofhPlanthResearchcN2009cNhiicNpldhgo 2.6 118

119 PhylogenomicsNofNzVkWNphotosynthesisNinNsedgesNVzyperaceaeWqNmultipleNappearancesNandNgeneticN
convergenceeNMolecularhBiologyhandhEvolutioncN2009cNimcNhpgpdhp 8.3 115

118 yayesianNestimationNofNspeciationNandNextinctionNfromNincompleteNfossilNoccurrenceNdataeN
SystematichBiologycN2014cNmjcNjkpdmn 8.4 110

117 TheNroleNofNcladeNcompetitionNinNtheNdiversificationNofNNorthNxmericanNcanidseNProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericacN2015cNhhicNomokdp 11.5 105

116 MolecularNphylogeneticsNofNshrewsNVMammaliaqNSoricidaeWNrevealNtimingNofNtranscontinentalN
colonizationseNMolecularhPhylogeneticshandhEvolutioncN2007cNkkcNhimdjn 4.1 103
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115 ’volutionaryNswitchNandNgeneticNconvergenceNonNrbcLNfollowingNtheNevolutionNofNzkNphotosynthesiseN
MolecularhBiologyhandhEvolutioncN2008cNilcNijmhdo 8.3 102

114 TheNoriginsNandNdiversificationNofNzkNgrassesNandNsavannadadaptedNungulateseNGlobalhChangehBiology
cN2009cNhlcNijpndikhn 11.4 86

113 yuildingNsupertreesqNanNempiricalNassessmentNusingNtheNgrassNfamilyNVPoaceaeWeNSystematichBiologycN
2002cNlhcNhjmdlg 8.4 82

112 PyRateqNaNnewNprogramNtoNestimateNspeciationNandNextinctionNratesNfromNincompleteNfossilNdataeN
MethodshinhEcologyhandhEvolutioncN2014cNlcNhhimdhhjh 7.7 73

111 xssessingNrapidNevolutionNinNaNchangingNenvironmenteNTrendshinhEcologyhandhEvolutioncN2010cNilcNmpido 10.9 72

110 TemporalNandNspatialNoriginNofNGesneriaceaeNinNtheNNewNWorldNinferredNfromNplastidN‘NxN
sequenceseNBotanicalhJournalhofhthehLinneanhSocietycN2013cNhnhcNmhdnp 2.2 68

109 IntegratingNphylogenyNintoNstudiesNofNzkNvariationNinNtheNgrasseseNPlanthPhysiologycN2009cNhkpcNoidn 6.6 67

108 IncompletelyNresolvedNphylogeneticNtreesNinflateNestimatesNofNphylogeneticNconservatismeNEcologycN
2012cNpjcNikidn 4.6 64

107 MutualismNwithNseaNanemonesNtriggeredNtheNadaptiveNradiationNofNclownfisheseNBMChEvolutionaryh
BiologycN2012cNhicNihi 3 63

106 ’volutionaryNpatternsNofNMHzNclassNIINyNinNowlsNandNtheirNimplicationsNforNtheNunderstandingNofNavianN
MHzNevolutioneNMolecularhBiologyhandhEvolutioncN2008cNilcNhhogdph 8.3 62

105 xssessingNinternalNsupportNwithNlargeNphylogeneticN‘NxNmatriceseNMolecularhPhylogeneticshandh
EvolutioncN2003cNincNliodjp 4.1 61

104 SensitivityNofNSpringNPhenologyNtoNWarmingNxcrossNTemporalNandNSpatialNzlimateNGradientsNinNTwoN
IndependentN‘atabaseseNEcosystemscN2012cNhlcNhiojdhipk 3.9 60

103 TurnoverNofNplantNlineagesNshapesNherbivoreNphylogeneticNbetaNdiversityNalongNecologicalNgradientseN
EcologyhLetterscN2013cNhmcNmggdo 10 59

102 –ossilsNmatterqNimprovedNestimatesNofNdivergenceNtimesNinNPinusNrevealNolderNdiversificationeNBMCh
EvolutionaryhBiologycN2017cNhncNpl 3 58

101 xdaptiveNdivergenceNofNancientNgeneNduplicatesNinNtheNavianNMHzNclassNIINbetaeNMolecularhBiologyh
andhEvolutioncN2010cNincNijmgdnk 8.3 57

100 TheNsimultaneousNinducibilityNofNphytochemicalsNrelatedNtoNplantNdirectNandNindirectNdefencesN
againstNherbivoresNisNstrongerNatNlowNelevationeNJournalhofhEcologycN2016cNhgkcNhhhmdhhil 6 55

99 MeasurementNerrorsNshouldNalwaysNbeNincorporatedNinNphylogeneticNcomparativeNanalysiseNMethodsh
inhEcologyhandhEvolutioncN2015cNmcNjkgdjkm 7.7 54

98 ’volutionNofNzVkWNphosphoenolpyruvateNcarboxykinaseNinNgrassescNfromNgenotypeNtoNphenotypeeN
MolecularhBiologyhandhEvolutioncN2009cNimcNjlndml 8.3 54
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97 yiogeographicNoriginNandNradiationNofNtheNOldNWorldNcrocidurineNshrewsNVMammaliaqNSoricidaeWN
inferredNfromNmitochondrialNandNnuclearNgeneseNMolecularhPhylogeneticshandhEvolutioncN2008cNkocNpljdmj 4.1 54

96 ’volutionaryNinsightsNonNzkNphotosyntheticNsubtypesNinNgrassesNfromNgenomicsNandNphylogeneticseN
GenomehBiologyhandhEvolutioncN2009cNhcNiihdjg 3.9 53

95 TheNimpactNofNendothermyNonNtheNclimaticNnicheNevolutionNandNtheNdistributionNofNvertebrateN
diversityeNNaturehEcologyhandhEvolutioncN2018cNicNklpdkmk 12.3 50

94 HummingbirdNpollinationNandNtheNdiversificationNofNangiospermsqNanNoldNandNsuccessfulNassociationN
inNGesneriaceaeeNProceedingshofhthehRoyalhSocietyhB:hBiologicalhSciencescN2017cNiokcN 4.4 48

93 TaxogenomicsNofNtheNorderNzhlamydialeseNInternationalhJournalhofhSystematichandhEvolutionaryh
MicrobiologycN2015cNmlcNhjohdhjpj 2.2 45

92 SelectomeNupdateqNqualityNcontrolNandNcomputationalNimprovementsNtoNaNdatabaseNofNpositiveN
selectioneNNucleichAcidshResearchcN2014cNkicN‘phndih 20.1 45

91 zlimateNchangeNeffectsNonNanimalNandNplantNphylogeneticNdiversityNinNsouthernNxfricaeNGlobalhChangeh
BiologycN2014cNigcNhljodhlkp 11.4 44

90 ‘NxNbankingNforNplantNbreedingcNbiotechnologyNandNbiodiversityNevaluationeNJournalhofhPlanth
ResearchcN2007cNhigcNhndip 2.6 44

89 zonvergentNevolutionNofNfloralNsignalsNunderliesNtheNsuccessNofNNeotropicalNorchidseNProceedingshofh
thehRoyalhSocietyhB:hBiologicalhSciencescN2013cNiogcNighjgpmg 4.4 43

88
–loweringNdateNofNtaxonomicNfamiliesNpredictsNphenologicalNsensitivityNtoNtemperatureqNImplicationsN
forNforecastingNtheNeffectsNofNclimateNchangeNonNunstudiedNtaxaeNAmericanhJournalhofhBotanycN2013cN
hggcNhjohdpn

2.7 43

87 GeneticNconsequencesNofNQuaternaryNclimaticNoscillationsNinNtheNHimalayasqNPrimulaNtibeticaNasNaN
caseNstudyNbasedNonNrestrictionNsitedassociatedN‘NxNsequencingeNNewhPhytologistcN2017cNihjcNhlggdhlhi 9.8 42

86 â��NextNgenerationâ��NbiogeographyqNtowardsNunderstandingNtheNdriversNofNspeciesNdiversificationNandN
persistenceeNJournalhofhBiogeographycN2013cNkgcNhghjdhgii 4.1 42

85 ImprovedNestimationNofNmacroevolutionaryNratesNfromNfossilNdataNusingNaNyayesianNframeworkeN
PaleobiologycN2019cNklcNlkmdlng 2.6 41

84 –ossilNbiogeographyqNaNnewNmodelNtoNinferNdispersalcNextinctionNandNsamplingNfromNpalaeontologicalN
dataeNPhilosophicalhTransactionshofhthehRoyalhSocietyhB:hBiologicalhSciencescN2016cNjnhcNighlgiil 5.8 39

83 TheNradiationNofNtheNclownfishesNhasNtwoNgeographicalNreplicateseNJournalhofhBiogeographycN2014cN
khcNihkgdihkp 4.1 39

82 ’ffectsNofNphylogeneticNsignalNonNancestralNstateNreconstructioneNSystematichBiologycN2012cNmhcNljjdo 8.4 39

81 ’ffectsNofNaNfireNresponseNtraitNonNdiversificationNinNreplicatedNradiationseNEvolution;hInternationalh
JournalhofhOrganichEvolutioncN2014cNmocNkljdml 3.8 37

80 zombiningNfoodNwebNandNspeciesNdistributionNmodelsNforNimprovedNcommunityNprojectionseNEcologyh
andhEvolutioncN2013cNjcNklnidoj 2.8 37
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79 NicheNwidthNimpactsNvertebrateNdiversificationeNGlobalhEcologyhandhBiogeographycN2016cNilcNhilidhimj 6.1 37

78 HybridisationNandNdiversificationNinNtheNadaptiveNradiationNofNclownfisheseNBMChEvolutionaryhBiologycN
2014cNhkcNikl 3 36

77 SpatialNpredictionsNofNphylogeneticNdiversityNinNconservationNdecisionNmakingeNConservationhBiologycN
2011cNilcNhiipdhijp 6 32

76 zadmiumNhyperaccumulationNandNgeneticNdifferentiationNofNThlaspiNcaerulescensNpopulationseN
BiochemicalhSystematicshandhEcologycN2006cNjkcNmmndmnn 1.4 32

75 ’volutionNofNaNsupergeneNthatNregulatesNaNtransdspeciesNsocialNpolymorphismeNNaturehEcologyhandh
EvolutioncN2020cNkcNikgdikp 12.3 30

74
TheNevolutionaryNhostNswitchesNofNPolychromophilusqNaNmultidgeneNphylogenyNofNtheNbatNmalariaN
genusNsuggestsNaNsecondNinvasionNofNmammalsNbyNaNhaemosporidianNparasiteeNMalariahJournalcN2012cN
hhcNlj

3.6 30

73
PhylogeneticNanalysesNofNplastidNandNnuclearN‘NxNsequencesNindicateNaNrapidNlateNMioceneNradiationN
ofNtheNtemperateNbambooNtribeNxrundinarieaeNVPoaceaecNyambusoideaeWeNPlanthEcologyhandh
DiversitycN2010cNjcNhgpdhig

2.2 30

72 TrophicNspecializationNinfluencesNtheNrateNofNenvironmentalNnicheNevolutionNinNdamselfishesN
VPomacentridaeWeNProceedingshofhthehRoyalhSocietyhB:hBiologicalhSciencescN2012cNinpcNjmmidp 4.4 30

71 ’arlyNxrrivalNandNzlimaticallydLinkedNGeographicN’xpansionNofNNewNWorldNMonkeysNfromNTinyN
xfricanNxncestorseNSystematichBiologycN2019cNmocNnodpi 8.4 27

70 ‘evelopmentalNandNcomparativeNtranscriptomicNidentificationNofNiridophoreNcontributionNtoNwhiteN
barringNinNclownfisheNPigmenthCellhandhMelanomahResearchcN2019cNjicNjphdkgi 4.5 26

69 xNdedicatedNtargetNcaptureNapproachNrevealsNvariableNgeneticNmarkersNacrossNmicrodNandN
macrodevolutionaryNtimeNscalesNinNpalmseNMolecularhEcologyhResourcescN2019cNhpcNiihdijk 8.4 26

68 PhylogenyNandNbiogeographyNofNPrimulaNsecteNxrmerinaqNimplicationsNforNplantNevolutionNunderN
climateNchangeNandNtheNupliftNofNtheNQinghaidTibetNPlateaueNBMChEvolutionaryhBiologycN2015cNhlcNhmh 3 24

67 PhylogeneticNplantNcommunityNstructureNalongNelevationNisNlineageNspecificeNEcologyhandhEvolutioncN
2013cNjcNkpildjp 2.8 24

66 TowardsNbuildingNtheNtreeNofNlifeqNaNsimulationNstudyNforNallNangiospermNgeneraeNSystematichBiologycN
2005cNlkcNhojdpm 8.4 24

65 zomparativeNperformanceNofNsupertreeNalgorithmsNinNlargeNdataNsetsNusingNtheNsoapberryNfamilyN
VSapindaceaeWNasNaNcaseNstudyeNSystematichBiologycN2011cNmgcNjidkk 8.4 22

64 ’nvironmentNandNevolutionaryNhistoryNshapeNphylogeneticNturnoverNinN’uropeanNtetrapodseNNatureh
CommunicationscN2019cNhgcNikp 17.4 22

63 yridgingNInterdNandNIntraspecificNTraitN’volutionNwithNaNHierarchicalNyayesianNxpproacheNSystematich
BiologycN2016cNmlcNkhndjh 8.4 21

62 LossNofNinteractionsNwithNantsNunderNcoldNclimateNinNaNregionalNmyrmecophilousNbutterflyNfaunaeN
JournalhofhBiogeographycN2012cNjpcNhnoidhnpg 4.1 20
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61 PlantN‘NxNbarcodesNandNtheNinfluenceNofNgeneNfloweNMolecularhEcologyhResourcescN2012cNhicNlnldog 8.4 20

60 LargedscaleNwholedgenomeNresequencingNunravelsNtheNdomesticationNhistoryNofeNSciencehAdvancescN
2021cNncN 14.3 20

59 LinkingNlifedhistoryNtraitscNecologycNandNnicheNbreadthNevolutionNinNNorthNxmericanNeriogonoidsN
VPolygonaceaeWeNAmericanhNaturalistcN2013cNhoicNnmgdnk 3.7 19

58 TargetedNzaptureNofNHundredsNofNNuclearNGenesNUnravelsNPhylogeneticNRelationshipsNofNtheN
‘iverseNNeotropicalNPalmNTribeNGeonomateaeeNFrontiershinhPlanthSciencecN2019cNhgcNomk 6.2 18

57 OptimizationNstrategiesNforNfastNdetectionNofNpositiveNselectionNonNphylogeneticNtreeseN
BioinformaticscN2014cNjgcNhhipdhhjn 7.2 18

56 –irstNdraftNgenomeNofNanNiconicNclownfishNspeciesNVxmphiprionNfrenatusWeNMolecularhEcologyh
ResourcescN2018cNhocNhgpi 8.4 17

55 zlownfishesNevolutionNbelowNandNaboveNtheNspeciesNleveleNProceedingshofhthehRoyalhSocietyhB:h
BiologicalhSciencescN2018cNiolcN 4.4 17

54 ’volutionaryNfootprintNofNcoevolvingNpositionsNinNgeneseNBioinformaticscN2014cNjgcNhikhdp 7.2 17

53 xNgeneralizedNmechanisticNcodonNmodeleNMolecularhBiologyhandhEvolutioncN2014cNjhcNiliodkh 8.3 17

52 InterspecificNcorrelationNbetweenNredNbloodNcellNmitochondrialNROSNproductioncNcardiolipinNcontentN
andNlongevityNinNbirdseNAgecN2016cNjocNkjjdkkj 16

51 yackNtoNGondwanalandqNcanNancientNvicarianceNexplainNVsomeWNIndianNOceanNdisjunctNplantN
distributionsveNBiologyhLetterscN2015cNhhcNighlggom 3.6 16

50 MolecularNecologyNstudiesNofNspeciesNradiationsqNcurrentNresearchNgapscNopportunitiesNandN
challengeseNMolecularhEcologycN2017cNimcNimgodimii 5.7 15

49 LargedScaleNzomparativeNxnalysisNofNzodonNModelsNxccountingNforNProteinNandNNucleotideN
SelectioneNMolecularhBiologyhandhEvolutioncN2019cNjmcNhjhmdhjji 8.3 15

48 ImprovingNspatialNpredictionsNofNtaxonomiccNfunctionalNandNphylogeneticNdiversityeNJournalhofh
EcologycN2018cNhgmcNnmdom 6 15

47 ‘ecoupledNevolutionNofNfloralNtraitsNandNclimaticNpreferencesNinNaNcladeNofNNeotropicalN
GesneriaceaeeNBMChEvolutionaryhBiologycN2015cNhlcNikn 3 15

46 HostNspecialistNclownfishesNareNenvironmentalNnicheNgeneralistseNProceedingshofhthehRoyalhSocietyhB:h
BiologicalhSciencescN2014cNiohcN 4.4 15

45 PhylogenyNreconstructionNandNfunctionalNconstraintsNinNorganellarNgenomesqNplastidNatpyNandNrbcLN
sequencesNversusNanimalNmitochondrioneNSystematichBiologycN2002cNlhcNmjodkn 8.4 15

44 InsightsNintoNtheNGenomicsNofNzlownfishNxdaptiveNRadiationqNGeneticNyasisNofNtheNMutualismNwithN
SeaNxnemoneseNGenomehBiologyhandhEvolutioncN2019cNhhcNompdooi 3.9 14
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43 ’ffectNofNgeneticNconvergenceNonNphylogeneticNinferenceeNMolecularhPhylogeneticshandhEvolutioncN
2012cNmicNpihdn 4.1 14

42 SelectionNonNtheNMajorNzolorNGeneNMelanocortindhdReceptorNShapedNtheN’volutionNofNtheN
MelanocortinNSystemNGeneseNInternationalhJournalhofhMolecularhSciencescN2017cNhocN 6.3 13

41 PlantNfunctionalNandNphylogeneticNturnoverNcorrelateNwithNclimateNandNlandNuseNinNtheNWesternN
SwissNxlpseNJournalhofhPlanthEcologycN2014cNncNkjpdklg 1.7 13

40 ‘etectingNpatternsNofNspeciesNdiversificationNinNtheNpresenceNofNbothNrateNshiftsNandNmassN
extinctionseNBMChEvolutionaryhBiologycN2015cNhlcNhln 3 12

39 PhylogenomicsNofNGesneriaceaeNusingNtargetedNcaptureNofNnuclearNgeneseNMolecularhPhylogeneticsh
andhEvolutioncN2021cNhlncNhgngmo 4.1 12

38 ‘ifferentNratesNofNdefenseNevolutionNandNnicheNpreferencesNinNclonalNandNnonclonalNmilkweedsN
VxsclepiasNsppeWeNNewhPhytologistcN2016cNigpcNhijgdp 9.8 12

37 NoNevidenceNforNtheNradiationNtimeNlagNmodelNafterNwholeNgenomeNduplicationsNinNTeleosteieNPLoSh
ONEcN2017cNhicNeghnmjok 3.7 9

36 LargeNTreescNSupertreescNandN‘iversificationNofNtheNGrassN–amilyeNAlisocN2007cNijcNikodilo 9

35 PrototypicNSNxR’NProteinsNxreN’ncodedNinNtheNGenomesNofNHeimdallarchaeotacNPotentiallyN
yridgingNtheNGapNbetweenNtheNProkaryotesNandN’ukaryoteseNCurrenthBiologycN2020cNjgcNikmodikogeel 6.3 9

34 UsingNSupertreesNtoNInvestigateNSpeciesNRichnessNinNGrassesNandN–loweringNPlantseNComputationalh
BiologycN2004cNkmhdkom 0.7 8

33 SystematicsNofNVrieseaNVyromeliaceaeWqNphylogeneticNrelationshipsNbasedNonNnuclearNgeneNandN
partialNplastomeNsequenceseNBotanicalhJournalhofhthehLinneanhSocietycN2020cNhpicNmlmdmnk 2.2 8

32 RapidNclimateNchangeNresultsNinNlongdlastingNspatialNhomogenizationNofNphylogeneticNdiversityeN
NaturehCommunicationscN2020cNhhcNkmmj 17.4 8

31 WhyNareNsomeNspeciesNolderNthanNothersvNxNlargedscaleNstudyNofNvertebrateseNBMChEvolutionaryh
BiologycN2016cNhmcNpg 3 8

30 ‘uplicationNhistoryNandNmolecularNevolutionNofNtheNrbcSNmultigeneNfamilyNinNangiospermseNJournalhofh
ExperimentalhBotanycN2019cNngcNmhindmhjp 7 7

29 MolecularNevolutionaryNratesNareNnotNcorrelatedNwithNtemperatureNandNlatitudeNinNSquamataqNanN
exceptionNtoNtheNmetabolicNtheoryNofNecologyveNBMChEvolutionaryhBiologycN2016cNhmcNpl 3 7

28 ResprouterNfractionNinNzapeNRestionaceaeNassemblagesNvariesNwithNclimateNandNsoilNtypeeNFunctionalh
EcologycN2016cNjgcNhlojdhlpi 5.6 7

27 ScaleddependentNadaptiveNevolutionNandNmorphologicalNconvergenceNtoNclimaticNnicheNinNzalifornianN
eriogonoidsNVPolygonaceaeWeNJournalhofhBiogeographycN2014cNkhcNhjimdhjjn 4.1 7

26 SlimzodeMLqNxnNOptimizedNVersionNofNzodeMLNforNtheNyranchdSiteNModelN2012cN 7

(2012-2012)
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25 –ossildinformedNmodelsNrevealNaNyoreotropicalNoriginNandNdivergentNevolutionaryNtrajectoriesNinNtheN
walnutNfamilyNVJuglandaceaeWeNSystematichBiologycN2021cN 8.4 7

24 xNprocessdbasedNmodelNsupportsNanNassociationNbetweenNdispersalNandNtheNprevalenceNofNspeciesN
traitsNinNtropicalNreefNfishNassemblageseNEcographycN2019cNkicNigpldihgm 6.5 7

23 SpeciesNdivergenceNandNmaintenanceNofNspeciesNcohesionNofNthreeNcloselyNrelatedNPrimulaNspeciesNinN
theNQinghaiâ��TibetNPlateaueNJournalhofhBiogeographycN2018cNklcNikpldilgn 4.1 7

22 zoevdwebqNaNwebNplatformNdesignedNtoNsimulateNandNevaluateNcoevolvingNpositionsNalongNaN
phylogeneticNtreeeNBMChBioinformaticscN2015cNhmcNjpk 3.6 6

21 –unctionalNdiversificationNenabledNgrassyNbiomesNtoNfillNglobalNclimateNspace 6

20 SimultaneousNyayesianNinferenceNofNphylogenyNandNmolecularNcoevolutioneNProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericacN2019cNhhmcNlgindlgjm 11.5 5

19 ’volutionNofNlifeNcyclesNandNreproductiveNtraitsqNInsightsNfromNtheNbrownNalgaeeNJournalhofh
EvolutionaryhBiologycN2021cNjkcNppidhggp 2.3 5

18 gcodemlqNaNGriddenabledNtoolNforNdetectingNpositiveNselectionNinNbiologicalNevolutioneNStudieshinh
HealthhTechnologyhandhInformaticscN2012cNhnlcNlpdmo 0.5 5

17 PolymorphicNsitesNpreferentiallyNavoidNcodevolvingNresiduesNinNMHzNclassNINproteinseNPLoSh
ComputationalhBiologycN2018cNhkcNehggmhoo 5 4

16 PopulationNGeneticNStructureNandN‘emographicNHistoryNofNinNSouthwestNzhinaeNFrontiershinhPlanth
SciencecN2020cNhhcNpom 6.2 4

15 xNmultidplatformNpackageNforNtheNanalysisNofNintradNandNinterspecificNtraitNevolutioneNMethodshinh
EcologyhandhEvolutioncN2020cNhhcNhkjpdhkkn 7.7 4

14
ThyroidNhormonesNregulateNtheNformationNandNenvironmentalNplasticityNofNwhiteNbarsNinN
clownfisheseNProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericacN2021cN
hhocN

11.5 4

13 SlowlyNbutNsurelyqNgradualNdiversificationNandNphenotypicNevolutionNinNtheNhyperddiverseNtreeNfernN
familyNzyatheaceaeeNAnnalshofhBotanycN2020cNhilcNpjdhgj 4.1 4

12 GenomicNfootprintsNofNrepeatedNevolutionNofNzxMNphotosynthesisNinNaNNeotropicalNspeciesN
radiationeNPlantwhCellhandhEnvironmentcN2020cNkjcNipondjggh 8.4 3

11 StateNaggregationNforNfastNlikelihoodNcomputationsNinNmolecularNevolutioneNBioinformaticscN2017cNjjcNjlkdjmi7.2 3

10 TranscriptomicNresourcesNforNanNendemicNNeotropicalNplantNlineageNVGesneriaceaeWeNApplicationshinh
PlanthSciencescN2017cNlcNhmgghjl 2.3 2

9 LinkingNmicroNandNmacroevolutionNinNtheNpresenceNofNmigrationeNJournalhofhTheoreticalhBiologycN2020
cNkomcNhhggon 2.3 2

8 xNzautionaryNNoteNonNtheNUseNofNGenotypeNzallersNinNPhylogenomicseNSystematichBiologycN2021cNngcNokkdolk8.4 2
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7 xcceleratingNyayesianNinferenceNforNevolutionaryNbiologyNmodelseNBioinformaticscN2017cNjjcNmmpdmnm 7.2 2

6 OnNtheN’ffectNofNxsymmetricalNTraitNInheritanceNonNModelsNofNTraitN’volutioneNSystematichBiologycN
2021cNngcNjnmdjoo 8.4 2

5 ’volutionaryNhistoryNofNNewNWorldNmonkeysNrevealedNbyNmolecularNandNfossilNdata 1

4 ImprovedNestimationNofNmacroevolutionaryNratesNfromNfossilNdataNusingNaNyayesianNframework 1
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