
Lars M Steinmetz

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:yyexalyxcomyauthorvpdfy429284zylarsvmvsteinmetzvpublicationsvbyvyearxpdf

Version:h2z24vz4v27h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

181
papers

19,426
citations

64
h-index

138
g-index

214
ext. papers

23,905
ext. citations

16
avg, IF

6.57
L-index



k Paper IF Citations

181 HighYspeedLfluorescenceLimageYenabledLcellLsortingaaLScienceXL2022XLfjhXLfdhYfec 33.3 16

180 βïRvwkLTLcellsLsuppressLpathogenicLTLcellsLandLareLactiveLinLautoimmuneLdiseasesLandLvOVïwYdlaaL
ScienceXL2022XLfjiXLeabilhld 33.3 15

179 TranscriptionalLneighborhoodsLregulateLtranscriptLisoformLlengthsLandLexpressionLlevelsaaLScienceXL
2022XLfjhXLdcccYdcch 33.3 1

178 HighYThroughputLNucleotideLResolutionLPredictionsLofLtssayLLimitationsLïncreaseLtheLReliabilityL
andLvoncordanceLofLvlinicalLTestsaLJCOgClinicalgCancergInformaticsXL2021XLhXLdckhYdclh 5.2 1

177 ïntegratedLsingleYcellLtranscriptomicsLandLepigenomicsLrevealsLstrongLgerminalLcenterYassociatedL
etiologyLofLautoimmuneLriskLlociaLSciencegImmunologyXL2021XLiXLeabhfjik 28 1

176 HighYthroughputLfunctionalLcharacterizationLofLproteinLphosphorylationLsitesLinLyeastaLNatureg
BiotechnologyXL2021XL 44.5 3

175 yastLandLinexpensiveLwholeYgenomeLsequencingLlibraryLpreparationLfromLintactLyeastLcellsaLG3:g
GenesvgGenomesvgGeneticsXL2021XLddXL 3.2 1

174 tLfunctionalLconnectionLbetweenLtranslationLelongationLandLproteinLfoldingLatLtheLribosomeLexitL
tunnelLinLSaccharomycesLcerevisiaeaLNucleicgAcidsgResearchXL2021XLglXLeciYeec 20.1 0

173 ïdentificationLofLleukemicLandLpreYleukemicLstemLcellsLbyLclonalLtrackingLfromLsingleYcellL
transcriptomicsaLNaturegCommunicationsXL2021XLdeXLdfii 17.4 26

172 TheLchaperoneYbindingLactivityLofLtheLmitochondrialLsurfaceLreceptorLTomjcLprotectsLtheLcytosolL
againstLmitoproteinYinducedLstressaLCellgReportsXL2021XLfhXLdcklfi 10.6 19

171 SingleYcellLanalysesLrevealLStRSYvoVYeLinterferenceLwithLintrinsicLimmuneLresponseLinLtheLhumanL
gutaLMoleculargSystemsgBiologyXL2021XLdjXLedcefe 12.2 23

170 SingleYmoleculeXLfullYlengthLtranscriptLisoformLsequencingLrevealsLdiseaseYassociatedLRNtLisoformsL
inLcardiomyocytesaLNaturegCommunicationsXL2021XLdeXLgecf 17.4 1

169 RegulationLofLMshgYMshhLassociationLwithLmeioticLchromosomesLinLbuddingLyeastaLGeneticsXL2021XL
edlXL 4 1

168 vRïSPRiLscreensLrevealLgenesLmodulatingLyeastLgrowthLinLlignocelluloseLhydrolysateaLBiotechnologyg
forgBiofuelsXL2021XLdgXLgd 7.8 5

167 vaseYcontrolLstudyLevaluatingLriskLfactorsLforLStRSYvoVYeLoutbreakLamongstLhealthcareLpersonnelL
atLaLtertiaryLcareLcenteraLAmericangJournalgofgInfectiongControlXL2021XLglXLdghjYdgif 3.8 4

166 PatientYderivedLgeneLandLproteinLexpressionLsignaturesLofLNzLYdLdeficiencyaLJournalgofg
BiochemistryXL2021XL 3.1 1

165 TargetedLPerturbYseqLenablesLgenomeYscaleLgeneticLscreensLinLsingleLcellsaLNaturegMethodsXL2020XL
djXLielYifh 21.6 41
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164 vombinedLtransientLablationLandLsingleYcellLRNtYsequencingLrevealsLtheLdevelopmentLofLmedullaryL
thymicLepithelialLcellsaLELifeXL2020XLlXL 8.9 13

163 vombinedLsingleYcellLandLspatialLtranscriptomicsLrevealLtheLmolecularXLcellularLandLspatialLboneL
marrowLnicheLorganizationaLNaturegCellgBiologyXL2020XLeeXLfkYgk 23.4 221

162 LiverYspecificLdeletionLofLNglydLcausesLabnormalLnuclearLmorphologyLandLlipidLmetabolismLunderL
foodLstressaLBiochimicagEtgBiophysicagActagwgMoleculargBasisgofgDiseaseXL2020XLdkiiXLdihhkk 6.9 10

161 iPSvLModelingLofLRuMecYweficientLwvMLïdentifiesLUpregulationLofLRuMecLasLaLTherapeuticL
StrategyaLCellgReportsXL2020XLfeXLdckddj 10.6 13

160 wysregulatedLribonucleoproteinLgranulesLpromoteLcardiomyopathyLinLRuMecLgeneYeditedLpigsaL
NaturegMedicineXL2020XLeiXLdjkkYdkcc 50.5 16

159 zOTïXLaLmethodLtoLidentifyLgenomeYwideLoffYtargetLeffectsLofLgenomeLeditingLinLmouseLembryosaL
NaturegProtocolsXL2020XLdhXLfcclYfcel 18.8 11

158 TïyYSeqeLdisentanglesLoverlappingLisoformsLinLcomplexLhumanLtranscriptomesaLNucleicgAcidsg
ResearchXL2020XLgkXLedcg 20.1 4

157 LossLofLNYzlycanaseLdLtltersLTranscriptionalLandLTranslationalLRegulationLinLβhieLvellLLinesaLG3:g
GenesvgGenomesvgGeneticsXL2020XLdcXLdhkhYdhlj 3.2 5

156 SelectLsequencingLofLclonallyLexpandedLvwkLTLcellsLrevealsLlimitsLtoLclonalLexpansionaLProceedingsg
ofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2019XLddiXLkllhYlccd 11.5 33

155 vytosineLbaseLeditorLgeneratesLsubstantialLoffYtargetLsingleYnucleotideLvariantsLinLmouseLembryosaL
ScienceXL2019XLfigXLeklYele 33.3 381

154 RegionalLVariationLinLRuMecLvausesLaLHighlyLPenetrantLtrrhythmogenicLvardiomyopathyaL
Circulation:gHeartgFailureXL2019XLdeXLecchfjd 7.6 51

153 xvolthonmLtLcommunityLendeavorLtoLevolveLlabLevolutionaLPLoSgBiologyXL2019XLdjXLefcccdke 9.7 8

152 OpposingLTLcellLresponsesLinLexperimentalLautoimmuneLencephalomyelitisaLNatureXL2019XLhjeXLgkdYgkj 50.4 70

151 uiologicalLplasticityLrescuesLtargetLactivityLinLvRïSPRLknockLoutsaLNaturegMethodsXL2019XLdiXLdckjYdclf 21.6 94

150 YeastLSingleYcellLRNtYseqXLvellLbyLvellLandLStepLbyLStepaLBiowprotocolXL2019XLlXLeffhl 0.9 1

149 SensitiveLhighYthroughputLsingleYcellLRNtYseqLrevealsLwithinYclonalLtranscriptLcorrelationsLinLyeastL
populationsaLNaturegMicrobiologyXL2019XLgXLikfYile 26.6 32

148 vhromatinYsensitiveLcrypticLpromotersLputativelyLdriveLexpressionLofLalternativeLproteinLisoformsL
inLyeastaLGenomegResearchXL2019XLelXLdljgYdlkg 9.7 6

147 HxxmLtLheterologousLexpressionLplatformLforLtheLdiscoveryLofLfungalLnaturalLproductsaLScienceg
AdvancesXL2018XLgXLeaarhghl 14.3 106

(2018-2020)
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146 LargeYScaleLLowYvostLNzSLLibraryLPreparationLUsingLaLRobustLTnhLPurificationLandLTagmentationL
ProtocolaLG3:gGenesvgGenomesvgGeneticsXL2018XLkXLjlYkl 3.2 54

145 MultiplexedLvhïPYSeqLUsingLwirectLNucleosomeLuarcodingmLtLToolLforLHighYThroughputLvhromatinL
tnalysisaLMethodsgingMoleculargBiologyXL2018XLdiklXLdjjYdlg 1.4 3

144 vonventionalLandLNeoYantigenicLPeptidesLPresentedLbyL˛†LvellsLtreLTargetedLbyLvirculatingLNaˆflveL
vwkWLTLvellsLinLTypeLdLwiabeticLandLHealthyLwonorsaLCellgMetabolismXL2018XLekXLlgiYlicaei 24.6 104

143 ThymicLtuftLcellsLpromoteLanLïLYgYenrichedLmedullaLandLshapeLthymocyteLdevelopmentaLNatureXL
2018XLhhlXLiejYifd 50.4 111

142 RpdfLLHwtvLlinksLHfβgmefLtoLtranscriptionalLrepressionLmemoryaLNucleicgAcidsgResearchXL2018XLgiXLkeidYkejg20.1 17

141 MultiplexedLprecisionLgenomeLeditingLwithLtrackableLgenomicLbarcodesLinLyeastaLNatureg
BiotechnologyXL2018XLfiXLhdeYhec 44.5 91

140 NtwTPUHXLrepairLdeficiencyLcausesLcentralLmetabolicLperturbationsLinLyeastLandLhumanLcellsaLFEBSg
JournalXL2018XLekhXLffjiYfgcd 5.7 19

139 vondensinLcontrolsLcellularLRNtLlevelsLthroughLtheLaccurateLsegregationLofLchromosomesLinsteadL
ofLdirectlyLregulatingLtranscriptionaLELifeXL2018XLjXL 8.9 16

138 zainLofLvTvyYtnchoredLvhromatinLLoopsLMarksLtheLxxitLfromLNaiveLPluripotencyaLCellgSystemsXL
2018XLjXLgkeYglhaedc 10.6 37

137 HighYfrequencyLactionableLpathogenicLexomeLvariantsLinLanLaverageYriskLcohortaLJournalgofgPhysicalg
EducationgandgSportsgManagementXL2018XLgXL 2.8 15

136 tLnewLfateLmappingLsystemLrevealsLcontextYdependentLrandomLorLclonalLexpansionLofLmicrogliaaL
NaturegNeuroscienceXL2017XLecXLjlfYkcf 25.5 316

135 tssemblyLofLfunctionallyLintegratedLhumanLforebrainLspheroidsaLNatureXL2017XLhghXLhgYhl 50.4 604

134 MytdlLsafeguardsLneuronalLidentityLbyLactivelyLrepressingLmanyLnonYneuronalLfatesaLNatureXL2017XL
hggXLeghYegl 50.4 112

133 tLmethodLforLhighYthroughputLproductionLofLsequenceYverifiedLwNtLlibrariesLandLstrainLcollectionsaL
MoleculargSystemsgBiologyXL2017XLdfXLldf 12.2 26

132 HumanLhaematopoieticLstemLcellLlineageLcommitmentLisLaLcontinuousLprocessaLNaturegCellgBiologyXL
2017XLdlXLejdYekd 23.4 441

131 ModulatingLvrossoverLyrequencyLandLïnterferenceLforLObligateLvrossoversLinLMeiosisaLG3:gGenesvg
GenomesvgGeneticsXL2017XLjXLdhddYdheg 3.2 17

130 ïnhibitionLofLNzLYdLïnactivatesLtheLTranscriptionLyactorLNrfdLandLPotentiatesLProteasomeLïnhibitorL
vytotoxicityaLACSgCentralgScienceXL2017XLfXLddgfYddhh 16.8 84

129 zenomeLwynamicsLofLHybridLwuringLVegetativeLandLMeioticLwivisionsaLG3:gGenesvgGenomesvgGeneticsXL
2017XLjXLfiilYfijl 3.2 20
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128 ïNOkcLrepressesLosmostressLinducedLgeneLexpressionLbyLresettingLpromoterLproximalL
nucleosomesaLNucleicgAcidsgResearchXL2017XLghXLfjheYfjii 20.1 6

127 PrinciplesLforLRNtLmetabolismLandLalternativeLtranscriptionLinitiationLwithinLcloselyLspacedL
promotersaLNaturegGeneticsXL2016XLgkXLlkgYlg 36.3 53

126 tLprivacyYpreservingLsolutionLforLcompressedLstorageLandLselectiveLretrievalLofLgenomicLdataaL
GenomegResearchXL2016XLeiXLdikjYdili 9.7 18

125 ïntegratingLvellLPhoneLïmagingLwithLMagneticLLevitationLTiYLxVULforLLabelYyreeLuloodLtnalysisLatL
theLPointYofYLivingaLSmallXL2016XLdeXLdeeeYdeel 11 31

124 TranslationalLvapacityLofLaLvellLïsLweterminedLduringLTranscriptionLxlongationLviaLtheLvcrgYNotL
vomplexaLCellgReportsXL2016XLdhXLdjkeYlg 10.6 28

123 ProteinLtbundanceLvontrolLbyLNonYcodingLtntisenseLTranscriptionaLCellgReportsXL2016XLdhXLeiehYfi 10.6 37

122 zenomeYwideLquantificationLofLhSYphosphorylatedLmRNtLdegradationLintermediatesLforLanalysisLofL
ribosomeLdynamicsaLNaturegProtocolsXL2016XLddXLfhlYji 18.8 30

121 QuantitativeLvRïSPRLinterferenceLscreensLinLyeastLidentifyLchemicalYgeneticLinteractionsLandLnewL
rulesLforLguideLRNtLdesignaLGenomegBiologyXL2016XLdjXLgh 18.3 110

120 TheLcellularLgrowthLrateLcontrolsLoverallLmRNtLturnoverXLandLmodulatesLeitherLtranscriptionLorL
degradationLratesLofLparticularLgeneLregulonsaLNucleicgAcidsgResearchXL2016XLggXLfigfYhk 20.1 31

119 wvhïPRepXLanLRbuioconductorLpackageLforLdifferentialLenrichmentLanalysisLinLchromatinLstudiesaL
PeerJXL2016XLgXLedlkd 3.1 5

118 zenomeYWideLïdentificationLofLtlternativeLPolyadenylationLxventsLUsingLfSTYyillaLMethodsging
MoleculargBiologyXL2016XLdfhkXLelhYfce 1.4 1

117 vomprehensiveLïdentificationLofLRNtYuindingLProteinsLbyLRNtLïnteractomeLvaptureaLMethodsging
MoleculargBiologyXL2016XLdfhkXLdfdYl 1.4 36

116 MeioticLïnteractorsLofLaLMitoticLzeneLTtOfLRevealedLbyLyunctionalLtnalysisLofLitsLRareLVariantaLG3:g
GenesvgGenomesvgGeneticsXL2016XLiXLeehhYif 3.2 3

115 ModulationLofLmRNtLandLlncRNtLexpressionLdynamicsLbyLtheLSeteYRpdfSLpathwayaLNatureg
CommunicationsXL2016XLjXLdfhfg 17.4 64

114 yunctionalLinterplayLbetweenLMSLdLandLvwβjLcontrolsLRNtLpolymeraseLïïLSerhLphosphorylationaL
NaturegStructuralgandgMoleculargBiologyXL2016XLefXLhkcYl 17.6 12

113 LandscapeLandLwynamicsLofLTranscriptionLïnitiationLinLtheLMalariaLParasiteLPlasmodiumLfalciparumaL
CellgReportsXL2016XLdgXLegifYjh 10.6 38

112 SYzNtLingLaLRedLLightLforLzlioblastomaaLCellgSystemsXL2016XLfXLddkYdec 10.6

111 tLglobalLgeneticLinteractionLnetworkLmapsLaLwiringLdiagramLofLcellularLfunctionaLScienceXL2016XLfhfXL 33.3 626

(2016-2017)
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110
MultitargetXLquantitativeLnanoplasmonicLelectricalLfieldYenhancedLresonatingLdeviceLTNxeRwULforL
diagnosticsaLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2015XL
ddeXLxgfhgYif

11.5 49

109 SingleYcellLtranscriptomeLanalysisLrevealsLcoordinatedLectopicLgeneYexpressionLpatternsLinL
medullaryLthymicLepithelialLcellsaLNaturegImmunologyXL2015XLdiXLlffYgd 19.1 88

108 VariationLinLcrossoverLfrequenciesLperturbLcrossoverLassuranceLwithoutLaffectingLmeioticL
chromosomeLsegregationLinLSaccharomycesLcerevisiaeaLGeneticsXL2015XLdllXLfllYgde 4 18

107 MagneticLlevitationLofLsingleLcellsaLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaXL2015XLddeXLxfiidYk 11.5 132

106 vhromatinYdependentLregulationLofLRNtLpolymerasesLïïLandLïïïLactivityLthroughoutLtheLtranscriptionL
cycleaLNucleicgAcidsgResearchXL2015XLgfXLjkjYkce 20.1 21

105 YeastLasLaLsystemLforLmodelingLmitochondrialLdiseaseLmechanismsLandLdiscoveringLtherapiesaLDMMg
DiseasegModelsgandgMechanismsXL2015XLkXLhclYei 4.1 83

104 ïnflammationYïnducedLxmergencyLMegakaryopoiesisLwrivenLbyLHematopoieticLStemLvellYlikeL
MegakaryocyteLProgenitorsaLCellgStemgCellXL2015XLdjXLgeeYfg 18 245

103 zeneticLvontrolLofLvhromatinLStatesLinLHumansLïnvolvesLLocalLandLwistalLvhromosomalL
ïnteractionsaLCellXL2015XLdieXLdchdYih 56.2 240

102 TheLNuclearLPolytYuindingLProteinLNabepLïsLxssentialLforLmRNtLProductionaLCellgReportsXL2015XLdeXLdekYdfl10.6 33

101 vhromatinLwynamicsLandLtheLRNtLxxosomeLyunctionLinLvoncertLtoLRegulateLTranscriptionalL
HomeostasisaLCellgReportsXL2015XLdfXLdidcYee 10.6 22

100 tLhighYthroughputLvhïPYSeqLforLlargeYscaleLchromatinLstudiesaLMoleculargSystemsgBiologyXL2015XLddXLjjj 12.2 22

99 SingleYcellLpolyadenylationLsiteLmappingLrevealsLfSLisoformLchoiceLvariabilityaLMoleculargSystemsg
BiologyXL2015XLddXLkde 12.2 40

98 TemporalLexpressionLprofilingLidentifiesLpathwaysLmediatingLeffectLofLcausalLvariantLonLphenotypeaL
PLoSgGeneticsXL2015XLddXLedcchdlh 6 11

97 LossLofLtheLYeastLSRLProteinLNplfLtltersLzeneLxxpressionLwueLtoLTranscriptionLReadthroughaLPLoSg
GeneticsXL2015XLddXLedcchjfh 6 11

96
TheLconservedLhistoneLdeacetylaseLRpdfLandLitsLwNtLbindingLsubunitLUmeiLcontrolLdynamicL
transcriptLarchitectureLduringLmitoticLgrowthLandLmeioticLdevelopmentaLNucleicgAcidsgResearchXL
2015XLgfXLddhYek

20.1 16

95 WidespreadLvoYtranslationalLRNtLwecayLRevealsLRibosomeLwynamicsaLCellXL2015XLdidXLdgccYde 56.2 171

94 NegativeLfeedbackLbuffersLeffectsLofLregulatoryLvariantsaLMoleculargSystemsgBiologyXL2015XLddXLjkh 12.2 27

93 StemLvellYlikeLMegakaryocyteLProgenitorsLtsLwrivingLyorcesLofLïyNYïnducedLxmergencyL
MegakaryopooesisaLBloodXL2015XLdeiXLefldYefld 2.2 0
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92 vontrolLofLvdcekLvwβdLbyLaLstressYinducedLlncRNtaLMoleculargCellXL2014XLhfXLhglYid 17.6 70

91 UltrasensitiveLproteomeLanalysisLusingLparamagneticLbeadLtechnologyaLMoleculargSystemsgBiologyXL
2014XLdcXLjhj 12.2 497

90 RoleLofLhistoneLmodificationsLandLearlyLterminationLinLpervasiveLtranscriptionLandL
antisenseYmediatedLgeneLsilencingLinLyeastaLNucleicgAcidsgResearchXL2014XLgeXLgfgkYie 20.1 37

89 zenomeYwideLidentificationLofLtranscriptLstartLandLendLsitesLbyLtranscriptLisoformLsequencingaL
NaturegProtocolsXL2014XLlXLdjgcYhl 18.8 46

88 tLgenomeYwideLmapLofLmitochondrialLwNtLrecombinationLinLyeastaLGeneticsXL2014XLdlkXLjhhYjd 4 49

87 TheLNothLsubunitLofLtheLccrgYnotLcomplexLconnectsLtranscriptionLandLtranslationaLPLoSgGeneticsXL
2014XLdcXLedccghil 6 34

86 HeritabilityLandLgeneticLbasisLofLproteinLlevelLvariationLinLanLoutbredLpopulationaLGenomegResearchXL
2014XLegXLdfifYjc 9.7 34

85 tnLevaluationLofLhighYthroughputLapproachesLtoLQTLLmappingLinLSaccharomycesLcerevisiaeaL
GeneticsXL2014XLdliXLkhfYih 4 56

84 MitochondrialLproteinLsortingLasLaLtherapeuticLtargetLforLtTPLsynthaseLdisordersaLNatureg
CommunicationsXL2014XLhXLhhkh 17.4 18

83 RoadblockLterminationLbyLrebdpLrestrictsLcrypticLandLreadthroughLtranscriptionaLMoleculargCellXL
2014XLhiXLiijYkc 17.6 41

82 xxpressionLofLnuclearLandLmitochondrialLgenesLencodingLtTPLsynthaseLisLsynchronizedLbyL
disassemblyLofLaLmultisynthetaseLcomplexaLMoleculargCellXL2014XLhiXLjifYji 17.6 37

81 tlternativeLpolyadenylationLdiversifiesLpostYtranscriptionalLregulationLbyLselectiveLRNtYproteinL
interactionsaLMoleculargSystemsgBiologyXL2014XLdcXLjdl 12.2 64

80 YeastLgrowthLplasticityLisLregulatedLbyLenvironmentYspecificLmultiYQTLLinteractionsaLG3:gGenesvg
GenomesvgGeneticsXL2014XLgXLjilYjj 3.2 23

79 ïnducedLmutationsLinLyeastLcellLpopulationsLadaptingLtoLanLunforeseenLchallengeaLPLoSgONEXL2014XL
lXLeddddff 3.7 8

78 TranscriptionLmediatedLinsulationLandLinterferenceLdirectLgeneLclusterLexpressionLswitchesaLELifeXL
2014XLfXLecfifh 8.9 28

77 HighYdensityLtilingLmicroarrayLanalysisLofLtheLfullLtranscriptionalLactivityLofLyeastaLMethodsging
MoleculargBiologyXL2014XLdechXLehjYjf 1.4

76 PolyadenylationLsiteYinducedLdecayLofLupstreamLtranscriptsLenforcesLpromoterLdirectionalityaL
NaturegStructuralgandgMoleculargBiologyXL2013XLecXLlefYk 17.6 207

75 zenotypingLdcccLyeastLstrainsLbyLnextYgenerationLsequencingaLBMCgGenomicsXL2013XLdgXLlc 4.5 37

(2013-2014)
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74 xxtensiveLvariationLinLchromatinLstatesLacrossLhumansaLScienceXL2013XLfgeXLjhcYe 33.3 276

73 zeneLregulationLbyLantisenseLtranscriptionaLNaturegReviewsgGeneticsXL2013XLdgXLkkcYlf 30.1 429

72 wriftLandLconservationLofLdifferentialLexonLusageLacrossLtissuesLinLprimateLspeciesaLProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2013XLddcXLdhfjjYke 11.5 73

71 SystemYwideLidentificationLofLRNtYbindingLproteinsLbyLinteractomeLcaptureaLNaturegProtocolsXL2013
XLkXLgldYhcc 18.8 135

70 SilencingLofLgenesLandLallelesLbyLRNtiLinLtnophelesLgambiaeaLMethodsgingMoleculargBiologyXL2013XL
lefXLdidYji 1.4 7

69 xxtensiveLtranscriptionalLheterogeneityLrevealedLbyLisoformLprofilingaLNatureXL2013XLgljXLdejYfd 50.4 280

68 tnLefficientLmethodLforLgenomeYwideLpolyadenylationLsiteLmappingLandLRNtLquantificationaL
NucleicgAcidsgResearchXL2013XLgdXLeih 20.1 81

67 zenotypeYenvironmentLinteractionsLrevealLcausalLpathwaysLthatLmediateLgeneticLeffectsLonL
phenotypeaLPLoSgGeneticsXL2013XLlXLedccfkcf 6 63

66 MultipleLgenomicLchangesLassociatedLwithLreorganizationLofLgeneLregulationLandLadaptationLinL
yeastaLMoleculargBiologygandgEvolutionXL2013XLfcXLdhdgYei 8.3 20

65 NaturalLsequenceLvariantsLofLyeastLenvironmentalLsensorsLconferLcellYtoYcellLexpressionLvariabilityaL
MoleculargSystemsgBiologyXL2013XLlXLilh 12.2 29

64 TheLroleLofLvtkdLkinaseLinLterminationLofLsmallLnonYcodingLRNtsaLPLoSgONEXL2013XLkXLekcglh 3.7 14

63 SetfLHwtvLmediatesLeffectsLofLoverlappingLnoncodingLtranscriptionLonLgeneLinductionLkineticsaL
CellXL2012XLdhcXLddhkYil 56.2 143

62 zeneLloopsLenhanceLtranscriptionalLdirectionalityaLScienceXL2012XLffkXLijdYh 33.3 175

61 RrpipLcontrolsLmRNtLpolyTtULtailLlengthLandLitsLdecorationLwithLpolyTtULbindingLproteinsaLMolecularg
CellXL2012XLgjXLeijYkc 17.6 64

60 ïnsightsLintoLRNtLbiologyLfromLanLatlasLofLmammalianLmRNtYbindingLproteinsaLCellXL2012XLdglXLdflfYgci56.2 1328

59 xxtensiveLdegradationLofLRNtLprecursorsLbyLtheLexosomeLinLwildYtypeLcellsaLMoleculargCellXL2012XL
gkXLgclYed 17.6 176

58 RNtLpolymeraseLïïLcollisionLinterruptsLconvergentLtranscriptionaLMoleculargCellXL2012XLgkXLfihYjg 17.6 120

57 xxperimentalLrelocationLofLtheLmitochondrialLtTPlLgeneLtoLtheLnucleusLrevealsLforcesLunderlyingL
mitochondrialLgenomeLevolutionaLPLoSgGeneticsXL2012XLkXLedccekji 6 32
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56 zeneticLmodifiersLofLchromatinLacetylationLantagonizeLtheLreprogrammingLofLepiYpolymorphismsaL
PLoSgGeneticsXL2012XLkXLedccelhk 6 5

55 zenomeYwideLHgLβdiLacetylationLbyLStSYïLisLdepositedLindependentlyLofLtranscriptionLandLhistoneL
exchangeaLNucleicgAcidsgResearchXL2012XLgcXLihYjg 20.1 39

54 zenomeYwideLpolyadenylationLsiteLmappingaLMethodsgingEnzymologyXL2012XLhdfXLejdYli 1.7 18

53 zenomeYwideLsurveyLofLpostYmeioticLsegregationLduringLyeastLrecombinationaLGenomegBiologyXL
2011XLdeXLRfi 18.3 17

52 YeastLSendLhelicaseLprotectsLtheLgenomeLfromLtranscriptionYassociatedLinstabilityaLMoleculargCellXL
2011XLgdXLedYfe 17.6 251

51 yunctionalLconsequencesLofLbidirectionalLpromotersaLTrendsgingGeneticsXL2011XLejXLeijYji 8.5 155

50
xxecutionLofLtheLmeioticLnoncodingLRNtLexpressionLprogramLandLtheLonsetLofLgametogenesisLinL
yeastLrequireLtheLconservedLexosomeLsubunitLRrpiaLProceedingsgofgthegNationalgAcademygofgSciencesg
ofgthegUnitedgStatesgofgAmericaXL2011XLdckXLdchkYif

11.5 103

49 tccumulationLofLnoncodingLRNtLdueLtoLanLRNaseLPLdefectLinLSaccharomycesLcerevisiaeaLRnaXL2011XL
djXLdggdYhc 5.8 27

48 tntisenseLexpressionLincreasesLgeneLexpressionLvariabilityLandLlocusLinterdependencyaLMolecularg
SystemsgBiologyXL2011XLjXLgik 12.2 131

47 tLyeastYbasedLassayLidentifiesLdrugsLactiveLagainstLhumanLmitochondrialLdisordersaLProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2011XLdckXLddlklYlg 11.5 60

46 zenomeYwideLtranscriptomeLanalysisLinLyeastLusingLhighYdensityLtilingLarraysaLMethodsgingMolecularg
BiologyXL2011XLjhlXLdcjYef 1.4 7

45 zeneticLanalysisLofLvariationLinLtranscriptionLfactorLbindingLinLyeastaLNatureXL2010XLgigXLddkjYld 50.4 130

44 TheLbakerSsLyeastLdiploidLgenomeLisLremarkablyLstableLinLvegetativeLgrowthLandLmeiosisaLPLoSg
GeneticsXL2010XLiXLedccddcl 6 79

43 tntagonisticLchangesLinLsensitivityLtoLantifungalLdrugsLbyLmutationsLofLanLimportantLtuvL
transporterLgeneLinLaLfungalLpathogenaLPLoSgONEXL2010XLhXLeddfcl 3.7 13

42 NaturalLsingleYnucleosomeLepiYpolymorphismsLinLyeastaLPLoSgGeneticsXL2010XLiXLedcccldf 6 13

41 HighYresolutionLtranscriptionLatlasLofLtheLmitoticLcellLcycleLinLbuddingLyeastaLGenomegBiologyXL2010XL
ddXLReg 18.3 81

40 zenomeYwideLalleleYLandLstrandYspecificLexpressionLprofilingaLMoleculargSystemsgBiologyXL2009XLhXLejg 12.2 28

39 trrayYbasedLgenotypingLinLSacerevisiaeLusingLsemiYsupervisedLclusteringaLBioinformaticsXL2009XLehXLdchiYie7.2 5

(2009-2012)
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38 TransYactingLantisenseLRNtsLmediateLtranscriptionalLgeneLcosuppressionLinLSaLcerevisiaeaLGenesgandg
DevelopmentXL2009XLefXLdhfgYgh 12.6 119

37 uidirectionalLpromotersLgenerateLpervasiveLtranscriptionLinLyeastaLNatureXL2009XLghjXLdcffYj 50.4 725

36 WidespreadLbidirectionalLpromotersLareLtheLmajorLsourceLofLcrypticLtranscriptsLinLyeastaLNatureXL
2009XLghjXLdcfkYge 50.4 462

35 wissectingLtheLgeneticLbasisLofLresistanceLtoLmalariaLparasitesLinLtnophelesLgambiaeaLScienceXL2009XL
feiXLdgjYhc 33.3 82

34 HighYresolutionLmappingLofLmeioticLcrossoversLandLnonYcrossoversLinLyeastaLNatureXL2008XLghgXLgjlYkh 50.4 441

33 ïdentificationLofLmitochondrialLdiseaseLgenesLthroughLintegrativeLanalysisLofLmultipleLdatasetsaL
MethodsXL2008XLgiXLegkYhh 4.6 9

32 SystematicLscreensLforLhumanLdiseaseLgenesXLfromLyeastLtoLhumanLandLbackaLMoleculargBioSystemsXL
2008XLgXLdkYel 35

31 SequentialLeliminationLofLmajorYeffectLcontributorsLidentifiesLadditionalLquantitativeLtraitLlociL
conditioningLhighYtemperatureLgrowthLinLyeastaLGeneticsXL2008XLdkcXLdiidYjc 4 106

30 zenomeLsequencingLandLcomparativeLanalysisLofLSaccharomycesLcerevisiaeLstrainLYJMjklaL
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2007XLdcgXLdekehYfc 11.5 214

29 tntisenseLartifactsLinLtranscriptomeLmicroarrayLexperimentsLareLresolvedLbyLactinomycinLwaLNucleicg
AcidsgResearchXL2007XLfhXLedek 20.1 162

28 MosaicLgenomeLarchitectureLofLtheLtnophelesLgambiaeLspeciesLcomplexaLPLoSgONEXL2007XLeXLedegl 3.7 36

27 tssessingLsystemsLpropertiesLofLyeastLmitochondriaLthroughLanLinteractionLmapLofLtheLorganelleaL
PLoSgGeneticsXL2006XLeXLedjc 6 63

26 vomplexLgeneticLinteractionsLinLaLquantitativeLtraitLlocusaLPLoSgGeneticsXL2006XLeXLedf 6 94

25 TranscriptLmappingLwithLhighYdensityLoligonucleotideLtilingLarraysaLBioinformaticsXL2006XLeeXLdlifYjc 7.2 120

24 tLhighYresolutionLmapLofLtranscriptionLinLtheLyeastLgenomeaLProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaXL2006XLdcfXLhfecYh 11.5 546

23 vapturingLcellularLmachinesLbyLsystematicLscreensLofLproteinLcomplexesaLTrendsgingMicrobiologyXL
2006XLdgXLffiYl 12.4 9

22 ReYanalysisLofLdataLandLitsLintegrationaLFEBSgLettersXL2005XLhjlXLdkceYj 3.8 7

21 xlevatedLevolutionaryLratesLinLtheLlaboratoryLstrainLofLSaccharomycesLcerevisiaeaLProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2005XLdceXLdcleYj 11.5 85

Lars M Steinmetz
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20 ïntegrativeLanalysisLofLtheLmitochondrialLproteomeLinLyeastaLPLoSgBiologyXL2004XLeXLedic 9.7 165

19 MaximizingLtheLpotentialLofLfunctionalLgenomicsaLNaturegReviewsgGeneticsXL2004XLhXLdlcYecd 30.1 79

18 RoleLofLduplicateLgenesLinLgeneticLrobustnessLagainstLnullLmutationsaLNatureXL2003XLgedXLifYi 50.4 670

17 zeneLfunctionLonLaLgenomicLscaleaLJournalgofgChromatographygB:gAnalyticalgTechnologiesgingtheg
BiomedicalgandgLifegSciencesXL2002XLjkeXLdhdYif 3.2 4

16 wissectingLtheLarchitectureLofLaLquantitativeLtraitLlocusLinLyeastaLNatureXL2002XLgdiXLfeiYfc 50.4 429

15 xvolutionaryLrateLinLtheLproteinLinteractionLnetworkaLScienceXL2002XLeliXLjhcYe 33.3 704

14 SystematicLscreenLforLhumanLdiseaseLgenesLinLyeastaLNaturegGeneticsXL2002XLfdXLgccYg 36.3 431

13 TranscriptionalLregulationLandLfunctionLduringLtheLhumanLcellLcycleaLNaturegGeneticsXL2001XLejXLgkYhg 36.3 330

12 vombiningLgenomeLsequencesLandLnewLtechnologiesLforLdissectingLtheLgeneticsLofLcomplexL
phenotypesaLTrendsgingPlantgScienceXL2000XLhXLfljYgcd 13.1 10

11 HighYdensityLarraysLandLinsightsLintoLgenomeLfunctionaLBiotechnologygandgGeneticgEngineeringg
ReviewsXL2000XLdjXLdclYgi 4.1 8

10 tLgenomeYwideLtranscriptionalLanalysisLofLtheLmitoticLcellLcycleaLMoleculargCellXL1998XLeXLihYjf 17.6 1659

9 PrinciplesLforLRNtLmetabolismLandLalternativeLtranscriptionLinitiationLwithinLcloselyLspacedLpromoters 1

8 vombinedLtransientLablationLandLsingleLcellLRNtLsequencingLrevealsLtheLdevelopmentLofLmedullaryL
thymicLepithelialLcells 1

7 zeneLdosageLscreensLinLyeastLrevealLcoreLsignallingLpathwaysLcontrollingLheatLadaptation 2

6 TheLmitochondrialLsurfaceLreceptorLTomjcLprotectsLtheLcytosolLagainstLmitoproteinYinducedLstress 3

5 SingleYcellLanalysesLrevealLStRSYvoVYeLinterferenceLwithLintrinsicLimmuneLresponseLinLtheLhumanLgut 6

4 uiologicalLPlasticityLRescuesLTargetLtctivityLinLvRïSPRLβnockouts 4

3 vombinedLsingleYcellLandLspatialLtranscriptomicsLrevealsLtheLmolecularXLcellularLandLspatialLboneL
marrowLnicheLorganization 3

(-2004)
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2 RNtLdegradationLanalysisLrevealsLribosomeLdynamicsLinLcomplexLmicrobiomeLsamples 2

1 PatientYderivedLgeneLandLproteinLexpressionLsignaturesLofLNzLYdLdeficiency 1
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