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Force interacts with macromolecular structure in activation of TGF-i2. Nature, 2017, 542, 55-59.
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Conformational equilibria and intrinsic affinities define integrin activation. EMBO Journal, 2017, 36,
629-645.

Relating conformation to function in integrin I+ <sub>5</sub> 12 <sub>1</sub>. Proceedings of the

National Academy of Sciences of the United States of America, 2016, 113, E3872-81. 71 110

Mechanisms for Kinase-mediated Dimerization of the Epidermal Growth Factor Receptor. Journal of
Biological Chemistry, 2012, 287, 38244-38253.

The Binding Sites for Competitive Antagonistic, Allosteric Antagonistic, and Agonistic Antibodies to

the | Domain of Integrin LFA-1. Journal of Immunology, 2004, 173, 3972-3978. 0.8 42
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Monomeric prefusion structure of an extremophile gamete fusogen and stepwise formation of the
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