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33 ProgressiveOimmuneOdysfunctionOwithOadvancingOdiseaseOstageOinOrenalOcellOcarcinomaeOCancernCellcO
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32 LargedScaleOTopologicalOzhangesORestrainOMalignantOProgressionOinOzolorectalOzancereOCellcO2020cO
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29 MissingO ataOandOTechnicalOVariabilityOinOSingledzellORNxdOSequencingOExperiments 33

28 ïlexibleOexpressedOregionOanalysisOforORNxdseqOwithOderfindereONucleicnAcidsnResearchcO2017cOklcOep 20.1 32
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GenomedwideOmethylationOprofilingOrevealsOZincOfingerOproteinOlhmOWZNïlhmZOandOïKdlgmdbindingO
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statusOandOethnicityOinOaOzhileanOpopulationeOEpigeneticscO2014cOpcOjgodhn
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23 xccountingOforOGzdcontentObiasOreducesOsystematicOerrorsOandObatchOeffectsOinOzhIPdseqOdataeO
GenomenResearchcO2017cOincOhpjgdhpjo 9.7 18

22 RobustOdecompositionOofOcellOtypeOmixturesOinOspatialOtranscriptomics 16

21 StemdlikeOintestinalOThhnOcellsOgiveOriseOtoOpathogenicOeffectorOT´ cellsOduringOautoimmunityeOCellcO
2021cO 56.2 13

20 QuantifyingOtheOdynamicsOofOmigrationOafterOHurricaneOMariaOinOPuertoORicoeOProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericacO2020cOhhncOjinnidjinno 11.5 10

19 TheORoleOofOxcademiaOinO ataOScienceOEducation 9

18 MonitoringOHealthOSystemsObyOEstimatingOExcessOMortality 7

17 GenomedwideOrepressiveOcapacityOofOpromoterO NxOmethylationOisOrevealedOthroughOepigenomicOmanipulation7

16 QuantileOnormalizationOofOsingledcellORNxdseqOreadOcountsOwithoutOuniqueOmolecularOidentifierseO
GenomenBiologycO2020cOihcOhmg 18.3 6

15 SmoothOQuantileONormalization 6

14 methylzzqOtechnologydindependentOestimationOofOcellOtypeOcompositionOusingOdifferentiallyO
methylatedOregionseOGenomenBiologycO2019cOigcOimh 18.3 6

13 VisualizationOandOprobabilitydbasedOscoringOofOstructuralOvariantsOwithinOrepetitiveOsequenceseO
BioinformaticscO2014cOjgcOhlhkdih 7.2 4

12 VaryingdzensoringOxwareOMatrixOïactorizationOforOSingleOzellORNxdSequencing 4
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11 EffectivenessOestimatesOofOthreeOzOVI dhpOvaccinesObasedOonOobservationalOdataOfromOPuertoORicoeeO
ThenLancetnRegionalnHealthnAmericascO2022cOpcOhggihi 3

10 zharacterizingObatchOeffectsOandObindingOsitedspecificOvariabilityOinOzhIPdseqOdataeONARnGenomicsnandn
BioinformaticscO2021cOjcOlqabgpo 3.7 2

9 TimedVaryingOEffectivenessOofOThreeOzoviddhpOVaccinesOinOPuertoORico 2

8 xOprobabilisticOgeneOexpressionObarcodeOforOannotationOofOcelldtypesOfromOsingleOcellORNxdseqOdata 2

7 xlldcauseOexcessOmortalityOinOtheOStateOofOGujaratcOIndiacOduringOtheOzOVI dhpOpandemicOWMarchO
igigdxprilOigihZ 2

6 EffectivenessOofOdifferentOboosterOregimensOforOpreventingOinfectionOandOadverseOoutcomesOinO
PuertoORico 1

5 QuantifyingOtheO ynamicsOofOMigrationOafterOaO isasterqOImpactOofOHurricaneOMariaOinOPuertoORico 1

4 QuantileOnormalizationOofOsingledcellORNxdseqOreadOcountsOwithoutOuniqueOmolecularOidentifiers 1

3 SelectiondzorrectedOStatisticalOInferenceOforORegionO etectionOWithOHighdThroughputOxssayseO
JournalnofnthenAmericannStatisticalnAssociationcO2019cOhhkcOhjlhdhjml 2.8 1

2 VaginalOmicrobiomeOtopicOmodelingOofOlaboringOUgandanOwomenOwithOandOwithoutOfevereONpjn
BiofilmsnandnMicrobiomescO2021cOncOnl 8.2 0

1 PromoterOHypermethylationOinOMLLdrOLeukemiaqOyiologyOandOTherapeuticOTargetingeeOBloodcO2009cO
hhkcOjknidjkni 2.2
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