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BMCdBioinformaticsUI2011UIabUIca 3.6 7

128 roostingIβearningjINonVintrusiveIMonitoringIofIStudentâ��sIufficiencyWIAdvancesdindIntelligentdSystemsd
anddComputingUI2015UIgcVhY 0.4 7

127 ynIsilicoIpredictionIrevealsItheIexistenceIofIpotentialIbioactiveIneuropeptidesIproducedIbyItheI
humanIgutImicrobiotaWIFooddResearchdInternationalUI2019UIaaiUIbbaVbbf 7 6

126
rtrMIaWYjIqItesktopIqpplicationIforIufficientIRetrievalIandIProcessingIofIxighVQualityISequenceI
tataIandIqpplicationItoItheIydentificationIofItheIPutativeIsoffeaISVβocusWIInterdisciplinarydSciencesrd
ComputationaldLifedSciencesUI2019UIaaUIegVfg

3.5 6

125 tuWujIqInovelItoolIforIexecutingIdifferentialIexpressionIRNqVSeqIworkflowsIinIbiomedicalI
researchWIComputersdindBiologydanddMedicineUI2019UIaYgUIaigVbYe 7 6

124 unablingIsystematicUIharmonisedIandIlargeVscaleIbiofilmsIdataIcomputationjItheIriofilmsI
uxperimentIWorkbenchWIComputerdMethodsdanddProgramsdindBiomedicineUI2015UIaahUIcYiVba 6.9 6
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103 TheIqrtificialIyntelligenceIWorkbenchjIaIretrospectiveIreviewWIAdvancesdindDistributeddComputingd
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MicroorganismsUI2020UIhUI 4.9 3

97 MiningItheIsociomeIforIxealthIynformaticsjIqnalysisIofItherapeuticIlifestyleIadherenceIofIdiabeticI
patientsIinITwitterWIFuturedGenerationdComputerdSystemsUI2020UIaaYUIbadVbcb 7.5 3

96 qIpeptidomeVbasedIphylogenyIpipelineIrevealsIdifferentialIpeptidesIatItheIstrainIlevelIwithinI
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89 ymprovingIPhylogenyIReconstructionIatItheIStrainIβevelIUsingIPeptidomeItatasetsWIPLoSd
ComputationaldBiologyUI2016UIabUIeaYYebga 5 3

88 ynferencesIonIMycobacteriumIβepraeIxostIymmuneIResponseIuscapeIandIqntibioticIResistanceI
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developerIinteractionsWIFuturedGenerationdComputerdSystemsUI2020UIaYeUIddfVded 7.5 3
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85 RuleSyMjIaItoolkitIforIsimulatingItheIoperationIandIimprovingIthroughputIofIruleVbasedIspamI
filtersWISoftwaredsdPracticedanddExperienceUI2016UIdfUIaYiaVaaYh 2.5 3

84 qTXNaINVterminalIregionIexplainsItheIbindingIdifferencesIofIwildVtypeIandIexpandedIformsWIBMCd
MedicaldGenomicsUI2019UIabUIade 3.7 3

83 ProposalIofIaINewIrioinformaticsIPipelineIforIMetataxonomicsIinIPrecisionIMedicineWIAdvancesdind
IntelligentdSystemsdanddComputingUI2020UIhVae 0.4 3

82
qIMultiVvaluedIβogicIqssessmentIofIOrganizationalIPerformanceIviaIWorkforceISocialINetworkingWI
LecturedNotesdofdthedInstitutedfordComputerdSciencesrdSocialsInformaticsdanddTelecommunicationsd
EngineeringUI2021UIfcVgg

0.2 3

81 UsingIvuzzyIPatternsIforIweneISelectionIandItataIReductionIonIMicroarrayItataWILecturedNotesdind
ComputerdScienceUI2006UIaYhgVaYid 0.9 3

80 qnIqutomatedIxybridIsrRISystemIforIvorecastingWILecturedNotesdindComputerdScienceUI2002UIeaiVecc 0.9 3

79 uvaluatingItheIeffectIofIunbalancedIdataIinIbiomedicalIdocumentIclassificationWIJournaldofd
IntegrativedBioinformaticsUI2011UIhUIagg 3.8 3

78 woldIStandardIuvaluationIofIanIqutomaticIxqysISurveillanceISystemWIBioMeddResearchdInternationalUI
2019UIbYaiUIaYdiege 3 2

77 qpplicationIofIagentVbasedImodellingItoIassessIsingleVmoleculeItransportIacrossItheIcellIenvelopeI
ofIuWIcoliWIComputersdindBiologydanddMedicineUI2019UIaYgUIbahVbbf 7 2

76 MetataxjIMetataxonomicsIwithIaIsompiVrasedIPipelineIforIPrecisionIMedicineWIInterdisciplinaryd
SciencesrdComputationaldLifedSciencesUI2020UIabUIbebVbeg 3.5 2

75 ynIsilicoIandIfunctionalIanalysesIofIimmunomodulatoryIpeptidesIencryptedIinItheIhumanIgutI
metaproteomeWIJournaldofdFunctionaldFoodsUI2020UIgYUIaYcifi 5.1 2

74 xighIperformanceIcomputingIforIthreeVdimensionalIagentVbasedImolecularImodelsWIJournaldofd
MoleculardGraphicsdanddModellingUI2016UIfhUIfhVgg 2.8 2

73 qIWorkflowIforItheIqpplicationIofIriclusteringItoIMassISpectrometryItataWIAdvancesdindIntelligentd
SystemsdanddComputingUI2013UIadeVaec 0.4 2

72 qnalysisIofIstudentPsIcontextIinIeVβearningI2014UI 2

71 UsingIsrRIasItesignIMethodologyIforItevelopingIqdaptableItecisionISupportISystemsI2011UI 2

70 OnItheItevelopmentIofIaIPipelineIforItheIqutomaticItetectionIofIPositivelyISelectedISitesWI
AdvancesdindIntelligentdanddSoftdComputingUI2012UIbbeVbbi 2

69 SistemasIhibridosIneuroVsimbolicosjIUnaIrevisionWWIInteligenciadArtificialUI2000UIdUI 1.5 2

68 qpplyingIRoughISetsIReductionITechniquesItoItheIsonstructionIofIaIvuzzyIRuleIraseIforIsaseI
rasedIReasoningWILecturedNotesdindComputerdScienceUI2004UIhcVib 0.9 2
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67 umployingITS’IvuzzyIModelsItoIqutomateItheIRevisionIStageIofIaIsrRISystemWILecturedNotesdind
ComputerdScienceUI2004UIcYbVcaa 0.9 2

66 MarkyjIqIβightweightIWebITrackingIToolIforItocumentIqnnotationWIAdvancesdindIntelligentdSystemsd
anddComputingUI2014UIbfiVbgf 0.4 2
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64 qssessingIslassificationIqccuracyIinItheIRevisionIStageIofIaIsrRISpamIvilteringISystemWILectured
NotesdindComputerdScienceUI2007UIcgdVchh 0.9 2

63 ruildingIProteomicsIqpplicationsIwithItheIqyrenchIqpplicationIvrameworkWIAdvancesdindIntelligentd
anddSoftdComputingUI2011UIiiVaYg 2

62 qssessingItheISuitabilityIofIMeSxIOntologyIforIslassifyingIMedlineItocumentsWIAdvancesdind
IntelligentdanddSoftdComputingUI2011UIccgVcdd 2

61 qssessingItheIympactIofIslassVymbalancedItataIforIslassifyingIRelevantXyrrelevantIMedlineI
tocumentsWIAdvancesdindIntelligentdanddSoftdComputingUI2011UIcdeVcec 2

60 unhancingIsepsisImanagementIthroughImachineIlearningItechniquesjIqIreviewWIMedicinadIntensivaUI
2020UIdfUIadYVadY 1.2 2

59 yntelligentITutoringWIAdvancesdindLinguisticsdanddCommunicationdStudiesUI2016UIbYeVbbd 0.3 2

58 ulderIsareIqlertIManagementIVItecisionISupportIbyIaIβogisticIRegressionIModelWIAdvancesdind
IntelligentdanddSoftdComputingUI2011UIiVaf 2

57
TheIextracellularIproteinsIofIβactobacillusIacidophilusItSMIbYYgiTIdisplayIantiVinflammatoryI
effectIinIbothIinIpigletsUIhealthyIhumanIdonorsIandIsrohnâ��sItiseaseIpatientsWIJournaldofdFunctionald
FoodsUI2020UIfdUIaYcffY

5.1 2

56
ryOMedicalISearchIungineIvrameworkjIβightweightIandIcustomizedIimplementationIofI
domainVspecificIbiomedicalIsearchIenginesWIComputerdMethodsdanddProgramsdindBiomedicineUI2016UI
acaUIfcVgg

6.9 2

55 TheIuvolvingIRoleIofIynformationITechnologyIinIxaemovigilanceISystemsWIJournaldofdHealthcared
EngineeringUI2018UIbYahUIfahcdfh 3.7 2

54 qutonomousIynternalIsontrolISystemIforISmallItoIMediumIvirmsWILecturedNotesdindComputerdScienceUI
2005UIaYfVaba 0.9 2

53 OptimizedIconvolutionalIneuralInetworkIarchitecturesIforIefficientIonVdeviceIvisionVbasedIobjectI
detectionWINeuraldComputingdanddApplicationsUa 4.8 2

52 somputationalIpredictionIofItheIbioactivityIpotentialIofIproteomesIbasedIonIexpertIknowledgeWI
JournaldofdBiomedicaldInformaticsUI2019UIiaUIaYcaba 10.2 1

51 somputationalIqpproachItoItheISystematicIPredictionIofIwlycolyticIqbilitiesjIβookingIyntoIxumanI
MicrobiotaWIIEEEuACMdTransactionsdondComputationaldBiologydanddBioinformaticsUI2021UIahUIbcYbVbcac 3 1

50 sollaborativeIrelationIannotationIandIqualityIanalysisIinIMarkytIenvironmentWIDatabase:dthedJournald
ofdBiologicaldDatabasesdanddCurationUI2017UIbYagUI 5 1
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49 qIrioinformaticsIProtocolIforIQuicklyIsreatingIβargeVScaleIPhylogeneticITreesWIAdvancesdind
IntelligentdSystemsdanddComputingUI2019UIhhVif 0.4 1

48 uvoPPyjIqIWebIqpplicationItoIsompareIProteinVProteinIynteractionsIQPPysRIfromItifferentI
tatabasesIandISpeciesWIAdvancesdindIntelligentdSystemsdanddComputingUI2019UIadiVaef 0.4 1

47 yncorporatingIbiologicalIknowledgeItoImicroarrayIdataIclassificationIthroughIgenomicIdataIfusionI
2010UI 1

46 qIdeepIlearningIrelationIextractionIapproachItoIsupportIaIbiomedicalIsemiVautomaticIcurationItaskjI
TheIcaseIofItheIglutenIbibliomeWIExpertdSystemsdWithdApplicationsUI2022UIaieUIaaffaf 7.8 1

45 TheIqctivityIofIrioinformaticsItevelopersIandIUsersIinIStackIOverflowWIAdvancesdindIntelligentd
SystemsdanddComputingUI2021UIbcVca 0.4 1

44 TheIympactIofINoiseIinISpamIvilteringjIqIsaseIStudyWILecturedNotesdindComputerdScienceUI2008UIbbhVbda 0.9 1

43 TheIsomplexityIofIPromoterIRegionsIrasedIonIaIVectorITopologicalIuntropyWICurrentdBioinformatics
UI2017UIabUI 4.7 1

42 OnVteviceIObjectItetectionIforIMoreIufficientIandIPrivacyVsompliantIVisualIPerceptionIinI
sontextVqwareISystemsWIApplieddSciencesdmSwitzerlandnUI2021UIaaUIiagc 2.6 1

41 ruWjIrioinformaticsIWorkbenchIforIqnalysisIofIriofilmsIuxperimentalItataWIAdvancesdindIntelligentd
SystemsdanddComputingUI2014UIdiVef 0.4 1

40 qpplicationIofIStatisticalIMethodsItoIymproveIanIqccelerationIrasedIqlgorithmWICommunicationsdind
ComputerdanddInformationdScienceUI2011UIcbgVccf 0.3 1

39 tevelopingIqntiVspamIviltersIUsingIqutomaticallyIweneratedIRoughISetsIRulesWIAdvancesdind
IntelligentdSystemsdanddComputingUI2012UIcbeVccd 0.4 1

38 sombiningISchedulingIxeuristicsItoIymproveIeVmailIvilteringIThroughputWIAdvancesdindIntelligentd
SystemsdanddComputingUI2015UIbceVbdb 0.4 1

37 qnalyzingItheIympactIofIUnbalancedItataIonIWebISpamIslassificationWIAdvancesdindIntelligentd
SystemsdanddComputingUI2015UIbdcVbeY 0.4 1

36 riologicalI’nowledgeIyntegrationIinItNqIMicroarrayIweneIuxpressionIslassificationIrasedIonI
RoughISetITheoryWIAdvancesdindIntelligentdanddSoftdComputingUI2012UIecVfa 1

35 qreIThereIrenefitsIfromIThermalIracteriaIforIxealthoITheIxydrogenomeIRoleWIWaterdmSwitzerlandnUI
2021UIacUIadci 3 1

34 ymplementingIeffectiveImachineIlearningVbasedIworkflowsIforItheIanalysisIofImassIspectrometryI
dataWIJournaldofdIntegrateddOMICSUI2016UIfUI 0.5 1

33 qIframeworkItoIextractIbiomedicalIknowledgeIfromIglutenVrelatedItweetsjITheIcaseIofIdietaryI
concernsIinIdigitalIeraWIArtificialdIntelligencedindMedicineUI2021UIaahUIaYbaca 7.4 1

32 UsingIvariableIprecisionIroughIsetIforIselectionIandIclassificationIofIbiologicalIknowledgeI
integratedIinItNqIgeneIexpressionWIJournaldofdIntegrativedBioinformaticsUI2012UIiUIaii 3.8 1
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24 ruildingIaIwqT’VrasedIToolIforIMethylationIqnalysisIinINextVwenerationIrisulfiteISequencingI
uxperimentsWIAdvancesdindIntelligentdanddSoftdComputingUI2011UIhgVia
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22 qIxybridIsrRIModelIforIvorecastingIinIsomplexItomainsWILecturedNotesdindComputerdScienceUI2002UIaYaVaaY0.9
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IntelligentdSystemsdanddComputingUI2021UIabVbb 0.4

20 MultipleVMicroarrayIqnalysisIandIynternetIwatheringIynformationIwithIqpplicationIforIqidingI
MedicalItiagnosisIinIsancerIResearchWIAdvancesdindSoftdComputingUaabVaag

19 NeuroVsymbolicISystemIforIvorecastingIRedITidesWILecturedNotesdindComputerdScienceUI2002UIdeVeb 0.9

18 httpxuntingjIqnIyrRIqpproachItoIvilteringItangerousIxTTPITrafficWILecturedNotesdindComputerd
ScienceUI2006UIiaVaYe 0.9

17 qINovelISearchIungineISupportingISpecificItrugIQueriesIandIβiteratureIManagementWIAdvancesdind
IntelligentdSystemsdanddComputingUI2015UIiiVaYf 0.4

16 qutomatedIsollectionIandISharingIofIqdaptiveIqminoIqcidIshangesItataWIAdvancesdindIntelligentd
SystemsdanddComputingUI2017UIahVbe 0.4

15 geneSetvinderjIqIMultiagentIqrchitectureIforIwatheringIriologicalIynformationWIAdvancesdind
IntelligentdanddSoftdComputingUI2009UIeYVei

14 surrentIuffortsItoIyntegrateIriologicalIPathwayIynformationWILecturedNotesdindComputerdScienceUI
2009UIaYibVaYif 0.9
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13 riomedicalITextIMiningIqppliedItoItocumentIRetrievalIandISemanticIyndexingWILecturedNotesdind
ComputerdScienceUI2009UIiedVifc 0.9

12 qnIuvolutionaryIqpproachIforISampleVrasedIslusteringIonIMicroarrayItataWILecturedNotesdind
ComputerdScienceUI2009UIigbVigh 0.9

11 qnIuxperimentalIuvaluationIofIaINovelIStochasticIMethodIforIyterativeIslassItiscoveryIonIRealI
MicroarrayItatasetsWIAdvancesdindIntelligentdanddSoftdComputingUI2010UIiVaf
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IntelligentdanddSoftdComputingUI2010UIggVhe

9 MultiVagentISystemIforIMassISpectrometryIqnalysisWIAdvancesdindIntelligentdanddSoftdComputingUI
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6 qnIyntuitiveIWorkflowItoIRetrieveISomaticIMutationsIinINextIwenerationISequencingIStudiesWI
AdvancesdindIntelligentdanddSoftdComputingUI2011UIhcVhf
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