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256 Atomic Layer-Deposited Al203. /EEE Transactions on Electron Devices, 2021, 1-6

29 1
Enhanced acidic resistance ability and catalytic properties of Bacillus 1,3-1,4-Fglucanases by
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gigas. Journal of Ocean University of China, 2021, 20, 985-991
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and Expression Profiling after Heat Stress between and. /nternational Journal of Molecular Sciences,
2021, 22,

Controllable Synthesis, Core-Shell Nanostructures, and Supercapacitor Performance of Highly
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First-Principle Insight Into the Effects of Oxygen Vacancies on the Electronic, Photocatalytic, and
Optical Properties of Monoclinic BiVO(001). Frontiers in Chemistry, 2020, 8, 601983

Integrated analysis of microRNA and mRNA expression profiles in Crassostrea gigas to reveal
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2020, 28, 335-347
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Anti-shake positioning algorithm of bridge crane based on phase plane analysis. Journal of
Engineering, 2019, 2019, 8370-8373

The complete mitochondrial genome of Harpago chiragra and Lambis lambis (Gastropoda:
Stromboidea): implications on the Littorinimorpha phylogeny. Scientific Reports, 2019, 9, 17683 49

Collaborative Computation Offloading and Resource Allocation in Cache-Aided Hierarchical
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Biochemistry and Physiology - B Biochemistry and Molecular Biology, 2019, 227, 21-30 3

Development of microsatellite markers and analysis of genetic diversity of Barbatia virescens in the
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