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n Paper IF Citations

134 MetabounalystNhbdnNtowardsNmoreNtransparentNandNintegrativeNmetabolomicsNanalysisbNNucleicgAcidsg
ResearchZN2018ZNhjZNWhljaWhmh 20.1 2157

133 IntegrationNofNexternalNsignalingNpathwaysNwithNtheNcoreNtranscriptionalNnetworkNinNembryonicNstemN
cellsbNCellZN2008ZNeggZNeedjaek 56.2 1978

132 TheNOcthNandNNanogNtranscriptionNnetworkNregulatesNpluripotencyNinNmouseNembryonicNstemNcellsbN
NaturegGeneticsZN2006ZNglZNhgeahd 36.3 1920

131 GenomeNsequenceNofNtheNvrownNNorwayNratNyieldsNinsightsNintoNmammalianNevolutionbNNatureZN2004
ZNhflZNhmgaife 50.4 1689

130 unNoestrogenareceptoraalphaaboundNhumanNchromatinNinteractomebNNatureZN2009ZNhjfZNilajh 50.4 1243

129 TheNullelicNLandscapeNofNéumanNvloodNwellNTraitNVariationNandNLinksNtoNwommonNwomplexNxiseasebN
CellZN2016ZNejkZNeheiaehfmbeem 56.2 637

128 αfkMNmutationNinNhistoneNégbgNdefinesNclinicallyNandNbiologicallyNdistinctNsubgroupsNofNpediatricN
diffuseNintrinsicNpontineNgliomasbNActagNeuropathologicaZN2012ZNefhZNhgmahk 14.3 629

127 TransposableNelementsNhaveNrewiredNtheNcoreNregulatoryNnetworkNofNhumanNembryonicNstemNcellsbN
NaturegGeneticsZN2010ZNhfZNjgeah 36.3 546

126 wTwzamediatedNfunctionalNchromatinNinteractomeNinNpluripotentNcellsbNNaturegGeneticsZN2011ZNhgZNjgdal 36.3 503

125 WholeagenomeNmappingNofNhistoneNégNLyshNandNfkNtrimethylationsNrevealsNdistinctNgenomicN
compartmentsNinNhumanNembryonicNstemNcellsbNCellgStemgCellZN2007ZNeZNfljaml 18 489

124 xynamicsNofNmammalianNchromosomeNevolutionNinferredNfromNmultispeciesNcomparativeNmapsbN
ScienceZN2005ZNgdmZNjegak 33.3 447

123 TransposableNelementsNareNmajorNcontributorsNtoNtheNoriginZNdiversificationZNandNregulationNofN
vertebrateNlongNnoncodingNRNusbNPLoSgGeneticsZN2013ZNmZNeeddghkd 6 437

122 GenomicNanalysisNofNdiffuseNintrinsicNpontineNgliomasNidentifiesNthreeNmolecularNsubgroupsNandN
recurrentNactivatingNuwVReNmutationsbNNaturegGeneticsZN2014ZNhjZNhieaj 36.3 411

121 yvolutionNofNtheNmammalianNtranscriptionNfactorNbindingNrepertoireNviaNtransposableNelementsbN
GenomegResearchZN2008ZNelZNekifajf 9.7 378

120 TenNthingsNyouNshouldNknowNaboutNtransposableNelementsbNGenomegBiologyZN2018ZNemZNemm 18.3 372

119 WholeagenomeNcartographyNofNestrogenNreceptorNalphaNbindingNsitesbNPLoSgGeneticsZN2007ZNgZNelk 6 352

118 GeneticNxriversNofNypigeneticNandNTranscriptionalNVariationNinNéumanNImmuneNwellsbNCellZN2016ZNejkZNegmlaehehbefh56.2 339
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117 GenomeascaleNevolutionnNreconstructingNgeneNordersNinNtheNancestralNspeciesbNGenomegResearchZN
2002ZNefZNfjagj 9.7 282

116 TheNretrovirusNéyRVéNisNaNlongNnoncodingNRNuNrequiredNforNhumanNembryonicNstemNcellNidentitybN
NaturegStructuralgandgMoleculargBiologyZN2014ZNfeZNhfgai 17.6 250

115 InitialNsequenceNandNcomparativeNanalysisNofNtheNcatNgenomebNGenomegResearchZN2007ZNekZNejkialm 9.7 248

114 TheNInternationalNéumanNypigenomeNwonsortiumnNuNvlueprintNforNScientificNwollaborationNandN
xiscoverybNCellZN2016ZNejkZNeehiaeehm 56.2 232

113 éighNRateNofNRecurrentNxeNNovoNMutationsNinNxevelopmentalNandNypilepticNyncephalopathiesbN
AmericangJournalgofgHumangGeneticsZN2017ZNedeZNjjhajli 11 214

112 ZebrafishNmRNuNsequencingNdeciphersNnoveltiesNinNtranscriptomeNdynamicsNduringNmaternalNtoN
zygoticNtransitionbNGenomegResearchZN2011ZNfeZNegflagl 9.7 211

111 TheNmajorityNofNprimateaspecificNregulatoryNsequencesNareNderivedNfromNtransposableNelementsbN
PLoSgGeneticsZN2013ZNmZNeeddgidh 6 204

110 ReconstructingNtheNgenomicNarchitectureNofNancestralNmammalsnNlessonsNfromNhumanZNmouseZNandN
ratNgenomesbNGenomegResearchZN2004ZNehZNidkaej 9.7 177

109 IntegratedNVepiWaGenomicNunalysesNIdentifyNSubgroupaSpecificNTherapeuticNTargetsNinNwNSNRhabdoidN
TumorsbNCancergCellZN2016ZNgdZNlmeamdl 24.3 135

108 womparativeNarchitecturesNofNmammalianNandNchickenNgenomesNrevealNhighlyNvariableNratesNofN
genomicNrearrangementsNacrossNdifferentNlineagesbNGenomegResearchZN2005ZNeiZNmlaeed 9.7 128

107 VariationNinNgenomicNlandscapeNofNclearNcellNrenalNcellNcarcinomaNacrossNyuropebNNatureg
CommunicationsZN2014ZNiZNiegi 17.4 123

106 PanacancerNanalysisNofNwholeNgenomesNidentifiesNdriverNrearrangementsNpromotedNbyNLINyaeN
retrotranspositionbNNaturegGeneticsZN2020ZNifZNgdjagem 36.3 122

105 TransposableNelementsNinNgeneNregulationNandNinNtheNevolutionNofNvertebrateNgenomesbNCurrentg
OpiniongingGeneticsgandgDevelopmentZN2009ZNemZNjdkaef 4.9 116

104 womputationalNtoolsNtoNunmaskNtransposableNelementsbNNaturegReviewsgGeneticsZN2018ZNemZNjllakdh 30.1 102

103 TheNInternationalNéumanNypigenomeNwonsortiumNxataNPortalbNCellgSystemsZN2016ZNgZNhmjahmmbef 10.6 100

102 MolecularNandNgeneticNcrosstalksNbetweenNmTORNandNyRR˛–NareNkeyNdeterminantsNofN
rapamycinainducedNnonalcoholicNfattyNliverbNCellgMetabolismZN2013ZNekZNiljaml 24.6 100

101 IncreasedNxNuNmethylationNvariabilityNinNtypeNeNdiabetesNacrossNthreeNimmuneNeffectorNcellNtypesbN
NaturegCommunicationsZN2016ZNkZNegiii 17.4 95

100 SingleacellNRNuaseqNrevealsNthatNglioblastomaNrecapitulatesNaNnormalNneurodevelopmentalN
hierarchybNNaturegCommunicationsZN2020ZNeeZNghdj 17.4 88

(2020-2002)
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99 SingleacellNanalysisNofNhumanNadiposeNtissueNidentifiesNdepotNandNdiseaseNspecificNcellNtypesbNNatureg
MetabolismZN2020ZNfZNmkaedm 14.6 88

98 wontributionNtoNulzheimerUsNdiseaseNriskNofNrareNvariantsNinNTRyMfZNSORLeZNandNuvwukNinNekkmNcasesN
andNefkgNcontrolsbNNeurobiologygofgAgingZN2017ZNimZNffdbeeaffdbem 5.6 83

97 zusionNtranscriptsNandNtranscribedNretrotransposedNlociNdiscoveredNthroughNcomprehensiveN
transcriptomeNanalysisNusingNPairedayndNdiTagsNVPyTsWbNGenomegResearchZN2007ZNekZNlflagl 9.7 80

96 TissueNfactorNexpressionNprovokesNescapeNfromNtumorNdormancyNandNleadsNtoNgenomicNalterationsbN
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaZN2014ZNeeeZNgihham 11.5 78

95 RegulationNofNestrogenNreceptoramediatedNlongNrangeNtranscriptionNviaNevolutionarilyNconservedN
distalNresponseNelementsbNJournalgofgBiologicalgChemistryZN2008ZNflgZNgfmkkall 5.4 74

94 SORLeNrareNvariantsnNaNmajorNriskNfactorNforNfamilialNearlyaonsetNulzheimerUsNdiseasebNMolecularg
PsychiatryZN2016ZNfeZNlgeaj 15.1 71

93 ezORGynNuNToolNforNIdentifyingNwellNTypeaSpecificNSignalNinNypigenomicNxatabNCellgReportsZN2016ZNekZNfegkafeid10.6 70

92 PopulationNwholeagenomeNbisulfiteNsequencingNacrossNtwoNtissuesNhighlightsNtheNenvironmentNasN
theNprincipalNsourceNofNhumanNmethylomeNvariationbNGenomegBiologyZN2015ZNejZNfmd 18.3 70

91 womprehensiveNlongaspanNpairedaendatagNmappingNrevealsNcharacteristicNpatternsNofNstructuralN
variationsNinNepithelialNcancerNgenomesbNGenomegResearchZN2011ZNfeZNjjiaki 9.7 68

90 yRR˛–NmediatesNmetabolicNadaptationsNdrivingNlapatinibNresistanceNinNbreastNcancerbNNatureg
CommunicationsZN2016ZNkZNefeij 17.4 68

89 TranscriptionalNconsequencesNofNgenomicNstructuralNaberrationsNinNbreastNcancerbNGenomegResearchZN
2011ZNfeZNjkjalk 9.7 67

88 éighadoseNfolicNacidNsupplementationNaltersNtheNhumanNspermNmethylomeNandNisNinfluencedNbyNtheN
MTézRNwjkkTNpolymorphismbNHumangMoleculargGeneticsZN2015ZNfhZNjgdeaeg 5.6 64

87 NuclearNmTORNactsNasNaNtranscriptionalNintegratorNofNtheNandrogenNsignalingNpathwayNinNprostateN
cancerbNGenesgandgDevelopmentZN2017ZNgeZNefflaefhf 12.6 64

86 SONNconnectsNtheNsplicingaregulatoryNnetworkNwithNpluripotencyNinNhumanNembryonicNstemNcellsbN
NaturegCellgBiologyZN2013ZNeiZNeeheaeeif 23.4 62

85 RecoveringNgenomeNrearrangementsNinNtheNmammalianNphylogenybNGenomegResearchZN2009ZNemZNmghahf 9.7 62

84 WholeNyxomeNSequencingNRevealsNtheNMajorNGeneticNwontributorsNtoNNonsyndromicNTetralogyNofN
zallotbNCirculationgResearchZN2019ZNefhZNiigaijg 15.7 62

83 ScreeningNofNdementiaNgenesNbyNwholeaexomeNsequencingNinNearlyaonsetNulzheimerNdiseasenNinputN
andNlessonsbNEuropeangJournalgofgHumangGeneticsZN2016ZNfhZNkedaj 5.3 61

82
ycotopicNviralNintegrationNsiteNeNVyVIeWNregulatesNmultipleNcellularNprocessesNimportantNforNcancerN
andNisNaNsynergisticNpartnerNforNzOSNproteinNinNinvasiveNtumorsbNProceedingsgofgthegNationalgAcademyg
ofgSciencesgofgthegUnitedgStatesgofgAmericaZN2012ZNedmZNfejlakg

11.5 61
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81 uNcallNforNbenchmarkingNtransposableNelementNannotationNmethodsbNMobilegDNAZN2015ZNjZNeg 4.4 60

80 TheNPGwae˛–cyRR˛–NuxisNRepressesNOneawarbonNMetabolismNandNPromotesNSensitivityNtoNuntiafolateN
TherapyNinNvreastNwancerbNCellgReportsZN2016ZNehZNmfdamge 10.6 58

79 StalledNdevelopmentalNprogramsNatNtheNrootNofNpediatricNbrainNtumorsbNNaturegGeneticsZN2019ZNieZNekdfaekeg36.3 58

78 zunctionalNvariationNinNallelicNmethylomesNunderscoresNaNstrongNgeneticNcontributionNandNrevealsN
novelNepigeneticNalterationsNinNtheNhumanNepigenomebNGenomegBiologyZN2017ZNelZNid 18.3 57

77 MolecularNconvergenceNofNneurodevelopmentalNdisordersbNAmericangJournalgofgHumangGeneticsZN
2014ZNmiZNhmdaidl 11 51

76 GenPipesnNanNopenasourceNframeworkNforNdistributedNandNscalableNgenomicNanalysesbNGigaScienceZN
2019ZNlZN 7.6 46

75 ekqfebgeNduplicationNcausesNprominentNtauarelatedNdementiaNwithNincreasedNMuPTNexpressionbN
MoleculargPsychiatryZN2017ZNffZNeeemaeefi 15.1 39

74
wontrolNofNembryonicNstemNcellNselfarenewalNandNdifferentiationNviaNcoordinatedNalternativeNsplicingN
andNtranslationNofNYYfbNProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaZN2016ZNeegZNefgjdaefgjk

11.5 37

73 GenomewideNexpressionNprofilingNinNtheNzebrafishNembryoNidentifiesNtargetNgenesNregulatedNbyN
éedgehogNsignalingNduringNvertebrateNdevelopmentbNGeneticsZN2006ZNekhZNkgiaif 4 36

72 IdentificationNofNylongatedNPrimaryNwiliaNwithNImpairedNMechanotransductionNinNIdiopathicNScoliosisN
PatientsbNScientificgReportsZN2017ZNkZNhhfjd 4.9 32

71 ezORGyNvfbdnNupdatedNanalysisNofNcellNtypeaspecificNsignalNinNepigenomicNdatabNBioinformaticsZN2019ZN
giZNhkjkahkjm 7.2 32

70 wpGNdeaminationNcreatesNtranscriptionNfactorabindingNsitesNwithNhighNefficiencybNGenomegBiologyg
andgEvolutionZN2011ZNgZNegdhaee 3.9 31

69 ypigenomeNdataNreleasenNaNparticipantacenteredNapproachNtoNprivacyNprotectionbNGenomegBiologyZN
2015ZNejZNehf 18.3 30

68 wonservedNexpressionNofNtransposonaderivedNnonacodingNtranscriptsNinNprimateNstemNcellsbNBMCg
GenomicsZN2017ZNelZNfeh 4.5 30

67 TheNconvergenceNofNcytogeneticsNandNrearrangementabasedNmodelsNforNancestralNgenomeN
reconstructionbNGenomegResearchZN2006ZNejZNgeeag 9.7 30

66 GlobalNcharacterizationNofNcopyNnumberNvariantsNinNepilepsyNpatientsNfromNwholeNgenomeN
sequencingbNPLoSgGeneticsZN2018ZNehZNeeddkfli 6 29

65 TransientNxNMTeNsuppressionNrevealsNhiddenNheritableNmarksNinNtheNgenomebNNucleicgAcidsgResearch
ZN2015ZNhgZNehliamk 20.1 28

64 uNregionalNanalysisNofNtheNimpactNofNdamsNonNwaterNtemperatureNinNmediumasizeNriversNinNeasternN
wanadabNCanadiangJournalgofgFisheriesgandgAquaticgSciencesZN2016ZNkgZNelliaelmk 2.4 27

(2016-2015)
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63 precisionzxuNTruthNwhallengeNVfnNwallingNvariantsNfromNshortaNandNlongareadsNinNdifficultatoamapNregions 25

62 RareNlossaofafunctionNvariantsNinNtypeNINIzNNimmunityNgenesNareNnotNassociatedNwithNsevereN
wOVIxaembNJournalgofgClinicalgInvestigationZN2021ZNegeZN 15.9 25

61 éumanNcopyNnumberNvariantsNareNenrichedNinNregionsNofNlowNmappabilitybNNucleicgAcidsgResearchZN
2018ZNhjZNkfgjakfhm 20.1 25

60 LossNofNchromosomeNYNleadsNtoNdownNregulationNofNαxMixNandNαxMjwNepigeneticNmodifiersNinN
clearNcellNrenalNcellNcarcinomabNScientificgReportsZN2017ZNkZNhhlkj 4.9 24

59 uNcomparativeNsyntenyNmapNofNvurkholderiaNspeciesNlinksNlargeascaleNgenomeNrearrangementsNtoN
fineascaleNnucleotideNvariationNinNprokaryotesbNMoleculargBiologygandgEvolutionZN2008ZNfiZNihmail 8.3 23

58 GuhGénNInternationalNpoliciesNandNstandardsNforNdataNsharingNacrossNgenomicNresearchNandN
healthcarebbNCellgGenomicsZN2021ZNeZNedddfmaedddfm 20

57 MouseNyNUNMutagenesisNtoNUnderstandNImmunityNtoNInfectionnNMethodsZNSelectedNyxamplesZNandN
PerspectivesbNGenesZN2014ZNiZNllkamfi 4.2 19

56 uNreplicationNstudyNforNassociationNofNigNsingleNnucleotideNpolymorphismsNinNScoliScoreNtestNwithN
adolescentNidiopathicNscoliosisNinNzrenchawanadianNpopulationbNSpineZN2015ZNhdZNigkahg 3.3 18

55 ypizoicNulgaeNfromNzreshwaterNTurtlesNinNNovaNScotiabNJournalgofgFreshwatergEcologyZN2007ZNffZNjkkajli 1.4 18

54 ImmunoseqnNtheNidentificationNofNfunctionallyNrelevantNvariantsNthroughNtargetedNcaptureNandN
sequencingNofNactiveNregulatoryNregionsNinNhumanNimmuneNcellsbNBMCgMedicalgGenomicsZN2016ZNmZNim 3.7 16

53 GenomeawideNmicrohomologiesNenableNpreciseNtemplateafreeNeditingNofNbiologicallyNrelevantN
deletionNmutationsbNNaturegCommunicationsZN2019ZNedZNhlij 17.4 15

52 PPuRGNbindingNlandscapesNinNmacrophagesNsuggestNaNgenomeawideNcontributionNofNPUbeNtoN
divergentNPPuRGNbindingNinNhumanNandNmousebNPLoSgONEZN2012ZNkZNehledf 3.7 15

51 ImprovingNgeneNnetworkNinferenceNbyNcomparingNexpressionNtimeaseriesNacrossNspeciesZN
developmentalNstagesNorNtissuesbNJournalgofgBioinformaticsgandgComputationalgBiologyZN2004ZNfZNkjialg 1 14

50 xetailedNfourawayNcomparativeNmappingNandNgeneNorderNanalysisNofNtheNcanineNctvmNlocusNrevealsN
evolutionaryNchromosomeNrearrangementsbNGenomicsZN2004ZNlgZNedigajf 4.3 13

49 PersonalizedNandNgraphNgenomesNrevealNmissingNsignalNinNepigenomicNdatabNGenomegBiologyZN2020ZN
feZNefh 18.3 13

48 wellafreeNxNuNtissuesNofNoriginNbyNmethylationNprofilingNrevealsNsignificantNcellZNtissueZNandN
organaspecificNinjuryNrelatedNtoNwOVIxaemNseveritybNMedZN2021ZNfZNheeahffbei 31.7 13

47 zunctionalNfeaturesNofNyVIeNandNyVIe˛�gfhNisoformsNofNMywOMNgeneNinNgenomeawideNtranscriptionN
regulationNandNoncogenicitybNOncogeneZN2016ZNgiZNfgeeafe 9.2 12

46 yvolvingNdataNaccessNpolicynNTheNwanadianNcontextbNFacetsZN2016ZNeZNeglaehk 2.3 12
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45 OptimizingNwhIPaseqNpeakNdetectorsNusingNvisualNlabelsNandNsupervisedNmachineNlearningbN
BioinformaticsZN2017ZNggZNhmeahmm 7.2 11

44
wustomizedNMethylwawaptureNSequencingNtoNyvaluateNVariationNinNtheNéumanNSpermNxNuN
MethylomeNRepresentativeNofNulteredNzolateNMetabolismbNEnvironmentalgHealthgPerspectivesZN2019ZN
efkZNlkddf

8.4 10

43 InvasiveNgrowthNassociatedNwithNcoldainducibleNRNuabindingNproteinNexpressionNdrivesNrecurrenceN
ofNsurgicallyNresectedNbrainNmetastasesbNNeurouOncologyZN2021ZNfgZNehkdaehld 1 10

42
SingleacellNanalysisNofNchildhoodNleukemiaNrevealsNaNlinkNbetweenNdevelopmentalNstatesNandN
ribosomalNproteinNexpressionNasNaNsourceNofNintraaindividualNheterogeneitybNScientificgReportsZN2020ZN
edZNldkm

4.9 9

41 UsingNfishNguildsNtoNassessNcommunityNresponsesNtoNtemperatureNandNflowNregimesNinNunregulatedN
andNregulatedNwanadianNriversbNFreshwatergBiologyZN2016ZNjeZNekimaekkf 3.1 9

40 venefitsNandNbarriersNinNtheNdesignNofNharmonizedNaccessNagreementsNforNinternationalNdataNsharingbN
ScientificgDataZN2019ZNjZNfmk 8.2 9

39 TransposableNelementsNhaveNcontributedNhumanNregulatoryNregionsNthatNareNactivatedNuponN
bacterialNinfectionbNPhilosophicalgTransactionsgofgthegRoyalgSocietygB:gBiologicalgSciencesZN2020ZNgkiZNfdemdggf5.8 8

38 IdentifyingNcoaoptedNtransposableNelementsNusingNcomparativeNepigenomicsbNDevelopmentgGrowthg
andgDifferentiationZN2018ZNjdZNigajf 3 8

37 wellazreeNxNuNinNvloodNRevealsNSignificantNwellZNTissueNandNOrganNSpecificNinjuryNandNPredictsN
wOVIxaemNSeverityN2020ZN 8

36 VeryNlongNintergenicNnonacodingNRNuNtranscriptsNandNexpressionNprofilesNareNassociatedNtoNspecificN
childhoodNacuteNlymphoblasticNleukemiaNsubtypesbNPLoSgONEZN2018ZNegZNedfdkfid 3.7 7

35 WholeagenomeNsequencingNofNégαhmegNandNxNuNmethylationNinNhumanNspermNrevealsNregionsNofN
overlapNlinkedNtoNfertilityNandNdevelopmentbNCellgReportsZN2021ZNgjZNedmhel 10.6 7

34 LossNofNtheNzonaNpellucidaabindingNproteinNfNVZpbpfWNgeneNinNmiceNimpactsNairwayNhypersensitivityN
andNlungNlipidNmetabolismNinNaNsexadependentNfashionbNMammaliangGenomeZN2018ZNfmZNfleafml 3.2 6

33 RNuaSeqNasNaNToolNtoNStudyNtheNTumorNMicroenvironmentbNMethodsgingMoleculargBiologyZN2016ZN
ehilZNgeeagk 1.4 6

32 uNpopulationabasedNLxNmapNofNtheNhumanNchromosomeNjpbNImmunogeneticsZN2005ZNikZNiimaji 3.2 6

31 uNsmallNnumberNofNearlyNintroductionsNseededNwidespreadNtransmissionNofNSuRSawoVafNinNQuˆ'becZN
wanadabNGenomegMedicineZN2021ZNegZNejm 14.4 6

30 SexNwhromosomesNandNSexNPhenotypeNwontributeNtoNviasedNxNuNMethylationNinNMouseNLiverbNCellsZN
2020ZNmZN 7.9 5

29 TheNepiGenomicNyfficientNworrelatorNVepiGeywWNtoolNallowsNfastNcomparisonNofNuserNdatasetsNwithN
thousandsNofNpublicNepigenomicNdatasetsbNBioinformaticsZN2019ZNgiZNjkhajkj 7.2 5

28 zailureNtoNreplicateNtheNassociationNofNrareNlossaofafunctionNvariantsNinNtypeNINIzNNimmunityNgenesN
withNsevereNwOVIxaemN2020ZN 5

(2020-2017)
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27 uNcoordinatedNprogressionNofNprogenitorNcellNstatesNinitiatesNurinaryNtractNdevelopmentbNNatureg
CommunicationsZN2021ZNefZNfjfk 17.4 5

26 MorphologicalNdifferentiationNinNnorthernNpikeNVysoxNluciusWnNtheNinfluenceNofNenvironmentalN
conditionsNandNsexNonNbodyNshapebNCanadiangJournalgofgZoologyZN2017ZNmiZNglgagme 1.5 4

25 PairedNrRNuadepletedNandNpolyuaselectedNRNuNsequencingNdataNandNsupportingNmultiaomicsNdataN
fromNhumanNTNcellsbNScientificgDataZN2020ZNkZNgkj 8.2 4

24 xevelopmentalNgenomeawideNxNuNmethylationNasymmetryNbetweenNmouseNplacentaNandNembryobN
EpigeneticsZN2020ZNeiZNlddalei 5.7 4

23
OptimizationNofNtemporalNversusNspatialNreplicationNinNtheNdevelopmentNofNhabitatNuseNmodelsNtoN
explainNamongareachNvariationsNofNfishNdensityNestimatesNinNriversbNCanadiangJournalgofgFisheriesgandg
AquaticgSciencesZN2013ZNkdZNjddajdm

2.4 4

22 RobusTuxnNuNToolNforNRobustNunnotationNofNTopologicallyNussociatingNxomainNvoundaries 4

21 PersonalizedNandNgraphNgenomesNrevealNmissingNsignalNinNepigenomicNdata 4

20 PrecisionzxuNTruthNwhallengeNVfnNwallingNvariantsNfromNshortNandNlongNreadsNinNdifficultatoamapN
regionsbNCellgGenomicsZN2022ZNfZNeddefm 4

19 SuccessNinNtheNxRyuMgNsignalingNresponseNchallengeNusingNsimpleNweightedaaverageNimputationnN
lessonsNforNcommunityawideNexperimentsNinNsystemsNbiologybNPLoSgONEZN2010ZNiZNelhek 3.7 3

18 uNhiddenNmarkovNmodelNforNidentifyingNdifferentiallyNmethylatedNsitesNinNbisulfiteNsequencingNdatabN
BiometricsZN2019ZNkiZNfedaffe 1.8 3

17 InNSilicoNMethodsNtoNIdentifyNyxaptedNTransposableNylementNzamiliesbNMethodsgingMoleculargBiologyZN
2016ZNehddZNggahi 1.4 2

16 InferringNdirectNregulatoryNtargetsNofNaNtranscriptionNfactorNinNtheNxRyuMfNchallengebNAnnalsgofgtheg
NewgYorkgAcademygofgSciencesZN2009ZNeeilZNfeiafg 6.5 2

15 wanxIGnNzederatedNnetworkNacrossNwanadaNforNmultiaomicNandNhealthNdataNdiscoveryNandNanalysisbN
CellgGenomicsZN2021ZNeZNedddgg 2

14 UltrafastNfunctionalNprofilingNofNRNuaseqNdataNforNnonmodelNorganismsbNGenomegResearchZN2021ZNgeZNkegakfd9.7 2

13 TheNwowpeaNαinomenNGenomicNandNTranscriptomicNunalysisNUnderNvioticNandNubioticNStressesbN
FrontiersgingPlantgScienceZN2021ZNefZNjjkdeg 6.2 2

12 uNpointNmutationNinNtheNlinkerNdomainNofNmouseNSTuTiuNisNassociatedNwithNimpairedNNαacellN
regulationbNGenesgandgImmunityZN2020ZNfeZNegjaehe 4.4 2

11 ModelsNandNMethodsNinNwomparativeNGenomicsbNAdvancesgingComputersZN2006ZNjlZNimaedh 2.9 1

10 IntegrativeNanalysisNofNgjdhNGWuSNrevealsNmultipleNnovelNcellNtypeaspecificNregulatoryNassociationsbbN
GenomegBiologyZN2022ZNfgZNeg 18.3 1
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9 TheNomicsNofNourNlivesnNpracticesNandNpoliciesNofNdirectatoaconsumerNepigeneticNandNmicrobiomicN
testingNcompaniesbNNewgGeneticsgandgSocietyZeafm 1.9 1

8 TransposableNelementsNhaveNcontributedNhumanNregulatoryNregionsNthatNareNactivatedNuponN
bacterialNinfection 1
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