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Schwann cell cJun. ELife, 2021, 10, . :

Conserved properties of genetic architecture of renal and fat transcriptomes in rat models of insulin
resistance. DMM Disease Models and Mechanisms, 2019, 12, .
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Single-cell analysis reveals the continuum of human lympho-myeloid progenitor cells. Nature
Immunology, 2018, 19, 85-97.
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Graded Elevation of cJun in Schwann Cells<i>In Vivo</i>: Gene Dosage Determines Effects on
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12297-12313.

The Calcineurin-FoxO-MuRF1 signaling pathway regulates myofibril integrity in cardiomyocytes. ELife,
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Genetically distinct leukemic stem cells in human CD344™ acute myeloid leukemia are arrested at a
hemopoietic precursor-like stage. Journal of Experimental Medicine, 2016, 213, 1513-1535.
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