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Combined copy number and mutation analysis identifies oncogenic pathways associated with
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Clonal hematopoiesis predicts development of therapy-related myeloid neoplasms posta€“autologous

stem cell transplantation. Blood Advances, 2020, 4, 885-892. 52 33

Melanoma tumors frequently acquire LRP 2 [megalin expression, which modulates melanoma cell
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MicroRNAs regulate Rey cell survival pathways and mediate chemosensitivity during progression of
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High intratumoral expression of vimentin predicts histological transformation in patients with
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Real world data on histological transformation in patients with follicular lymphoma: incidence,
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Histologically transformed follicular lymphoma exhibits protein profiles different from both
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Proteomic approaches to the study of malignant lymphoma: Analyses on patient samples. Proteomics -
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IGHV-associated methylation signatures more accurate(l}/ predict clinical outcomes of chronic
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Clonal evolution in patients developing therapy-related myeloid neoplasms following autologous
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Proteomic Profiling Differentiates Lymphoma Patients with and without Concurrent
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Differential protein expression of peroxiredoxin&€4 in classical Hodgkin Lymphoma: a possible
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