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k Paper IF Citations

191 LifeLhistoriesLofLmyeloproliferativeLneoplasmsLinferredLfromLphylogeniesbbLNatureYL2022YL 50.4 13

190 TheLeternalLquestLforLselfaimprovementLofLsomaticLcellsbLCellrGenomicsYL2022YLfYLedddmh

189 vayesianLnetworksLelucidateLcomplexLgenomicLlandscapesLinLcancerbbLCommunicationsrBiologyYL2022
YLiYLgdj 6.7 1

188 SomaticLmutationLratesLscaleLwithLlifespanLacrossLmammalsbbLNatureYL2022YL 50.4 9

187 MutationalLlandscapeLofLnormalLepithelialLcellsLinLLynchLSyndromeLpatientsbbLNaturer
CommunicationsYL2022YLegYLfked 17.4 1

186 uberrantLintegrationLofLHepatitisLvLvirusLxNuLpromotesLmajorLrestructuringLofLhumanL
hepatocellularLcarcinomaLgenomeLarchitecturebLNaturerCommunicationsYL2021YLefYLjmed 17.4 6

185 wxKNfuLdeletionLisLaLfrequentLeventLassociatedLwithLpoorLoutcomeLinLpatientsLwithLperipheralL
TacellLlymphomaLnotLotherwiseLspecifiedLUPTwLaNOSVbLHaematologicaYL2021YLedjYLfmelafmfj 6.6 3

184 wonvergentLsomaticLmutationsLinLmetabolismLgenesLinLchronicLliverLdiseasebLNatureYL2021YLimlYLhkgahkl 50.4 10

183 wbLelegansLgenomeawideLanalysisLrevealsLxNuLrepairLpathwaysLthatLactLcooperativelyLtoLpreserveL
genomeLintegrityLuponLionizingLradiationbLPLoSrONEYL2021YLejYLedfilfjm 3.7

182 WholeagenomeLsequencingLrevealsLprogressiveLversusLstableLmyelomaLprecursorLconditionsLasLtwoL
distinctLentitiesbLNaturerCommunicationsYL2021YLefYLelje 17.4 16

181 InherentLmosaicismLandLextensiveLmutationLofLhumanLplacentasbLNatureYL2021YLimfYLldali 50.4 44

180 SomaticLmutationLlandscapesLatLsingleamoleculeLresolutionbLNatureYL2021YLimgYLhdiahed 50.4 57

179 ProtectionLofLtheLwbLelegansLgermLcellLgenomeLdependsLonLdiverseLxNuLrepairLpathwaysLduringL
normalLproliferationbLPLoSrONEYL2021YLejYLedfidfme 3.7 3

178 wharacterizingLgeneticLintraatumorLheterogeneityLacrossLfYjilLhumanLcancerLgenomesbLCellYL2021YL
elhYLffgmaffihbegm 56.2 57

177 LineageLtracingLofLhumanLdevelopmentLthroughLsomaticLmutationsbLNatureYL2021YLimiYLliamd 50.4 15

176 ReliableLdetectionLofLsomaticLmutationsLinLsolidLtissuesLbyLlaseracaptureLmicrodissectionLandL
lowainputLxNuLsequencingbLNaturerProtocolsYL2021YLejYLlhealke 18.8 34

175 whromothripsisLdrivesLtheLevolutionLofLgeneLamplificationLinLcancerbLNatureYL2021YLimeYLegkaehe 50.4 65
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174 xevelopmentYLmaturationYLandLmaintenanceLofLhumanLprostateLinferredLfromLsomaticLmutationsbL
CellrStemrCellYL2021YLflYLefjfaefkhbei 18 7

173 yxtensiveLphylogeniesLofLhumanLdevelopmentLinferredLfromLsomaticLmutationsbLNatureYL2021YLimkYLglkagmf50.4 21

172 TheLmutationalLlandscapeLofLhumanLsomaticLandLgermlineLcellsbLNatureYL2021YLimkYLgleaglj 50.4 32

171 IncreasedLsomaticLmutationLburdensLinLnormalLhumanLcellsLdueLtoLdefectiveLxNuLpolymerasesbL
NaturerGeneticsYL2021YLigYLehghaehhf 36.3 13

170 IgwallerLforLreconstructingLimmunoglobulinLgeneLrearrangementsLandLoncogenicLtranslocationsL
fromLwholeagenomeLsequencingLinLlymphoidLneoplasmsbLNaturerCommunicationsYL2020YLeeYLggmd 17.4 8

169 TranscriptionLphenotypesLofLpancreaticLcancerLareLdrivenLbyLgenomicLeventsLduringLtumorL
evolutionbLNaturerGeneticsYL2020YLifYLfgeafhd 36.3 148

168 TobaccoLsmokingLandLsomaticLmutationsLinLhumanLbronchialLepitheliumbLNatureYL2020YLiklYLfjjafkf 50.4 150

167 PatternsLofLsomaticLstructuralLvariationLinLhumanLcancerLgenomesbLNatureYL2020YLiklYLeefaefe 50.4 232

166 unalysesLofLnonacodingLsomaticLdriversLinLfYjil´ cancerLwholeLgenomesbLNatureYL2020YLiklYLedfaeee 50.4 220

165 PanacancerLanalysisLofLwholeLgenomesLidentifiesLdriverLrearrangementsLpromotedLbyLLINyaeL
retrotranspositionbLNaturerGeneticsYL2020YLifYLgdjagem 36.3 122

164 xisruptionLofLchromatinLfoldingLdomainsLbyLsomaticLgenomicLrearrangementsLinLhumanLcancerbL
NaturerGeneticsYL2020YLifYLfmhagdi 36.3 81

163 womprehensiveLanalysisLofLchromothripsisLinLfYjilLhumanLcancersLusingLwholeagenomeL
sequencingbLNaturerGeneticsYL2020YLifYLggeaghe 36.3 168

162 MutationalLsignaturesLareLjointlyLshapedLbyLxNuLdamageLandLrepairbLNaturerCommunicationsYL2020YL
eeYLfejm 17.4 70

161 TimingLtheLinitiationLofLmultipleLmyelomabLNaturerCommunicationsYL2020YLeeYLemek 17.4 36

160 yxtensiveLheterogeneityLinLsomaticLmutationLandLselectionLinLtheLhumanLbladderbLScienceYL2020YL
gkdYLkialf 33.3 67

159 womprehensiveLmolecularLcharacterizationLofLmitochondrialLgenomesLinLhumanLcancersbLNaturer
GeneticsYL2020YLifYLghfagif 36.3 105

158 TheLmutationalLsignatureLprofileLofLknownLandLsuspectedLhumanLcarcinogensLinLmicebLNaturer
GeneticsYL2020YLifYLeelmaeemk 36.3 34

157 zrameworkLforLqualityLassessmentLofLwholeLgenomeLcancerLsequencesbLNaturerCommunicationsYL
2020YLeeYLidhd 17.4 1
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156 SomaticLmutationLdistributionsLinLcancerLgenomesLvaryLwithLthreeadimensionalLchromatinL
structurebLNaturerGeneticsYL2020YLifYLeeklaeell 36.3 25

155 SomaticLyvolutionLinLNonaneoplasticLIvxauffectedLwolonbLCellYL2020YLelfYLjkfajlhbeee 56.2 50

154 TissueaviasedLyxpansionLofLxNMTguaMutantLwlonesLinLaLMosaicLIndividualLIsLussociatedLwithL
wonservedLypigeneticLyrosionbLCellrStemrCellYL2020YLfkYLgfjaggibeh 18 11

153 ImmuneLSurveillanceLinLwlinicalLRegressionLofLPreinvasiveLSquamousLwellLLungLwancerbLCancerr
DiscoveryYL2020YLedYLehlmaehmm 24.4 25

152 uPOvywgadependentLkataegisLandLTRyXeadrivenLchromothripsisLduringLtelomereLcrisisbLNaturer
GeneticsYL2020YLifYLllhalmd 36.3 43

151 PervasiveLchromosomalLinstabilityLandLkaryotypeLorderLinLtumourLevolutionbLNatureYL2020YLilkYLefjaegf 50.4 67

150 MultiasiteLclonalityLanalysisLuncoversLpervasiveLheterogeneityLacrossLmelanomaLmetastasesbLNaturer
CommunicationsYL2020YLeeYLhgdj 17.4 12

149 RevealingLtheLimpactLofLstructuralLvariantsLinLmultipleLmyelomabLBloodrCancerrDiscoveryYL2020YLeYLfilafkg7 28

148 TheLmutationalLlandscapeLofLnormalLhumanLendometrialLepitheliumbLNatureYL2020YLildYLjhdajhj 50.4 148

147  enomicLlandscapeLandLchronologicalLreconstructionLofLdriverLeventsLinLmultipleLmyelomabLNaturer
CommunicationsYL2019YLedYLglgi 17.4 94

146 xecipheringLtheLgenomicYLepigenomicYLandLtranscriptomicLlandscapesLofLpreainvasiveLlungLcancerL
lesionsbLNaturerMedicineYL2019YLfiYLiekaifi 50.5 101

145 UndifferentiatedLSarcomasLxevelopLthroughLxistinctLyvolutionaryLPathwaysbLCancerrCellYL2019YLgiYLhheahijbel24.3 35

144 wharacterizingLMutationalLSignaturesLinLHumanLwancerLwellLLinesLRevealsLypisodicLuPOvywL
MutagenesisbLCellYL2019YLekjYLeflfaefmhbefd 56.2 165

143 whromosomeLsegregationLerrorsLgenerateLaLdiverseLspectrumLofLsimpleLandLcomplexLgenomicL
rearrangementsbLNaturerGeneticsYL2019YLieYLkdiakei 36.3 70

142 uLpracticalLguideLforLmutationalLsignatureLanalysisLinLhematologicalLmalignanciesbLNaturer
CommunicationsYL2019YLedYLfmjm 17.4 73

141 ymbryonalLprecursorsLofLWilmsLtumorbLScienceYL2019YLgjjYLefhkaefie 33.3 40

140 SomaticLmutationsLandLclonalLdynamicsLinLhealthyLandLcirrhoticLhumanLliverbLNatureYL2019YLikhYLiglaihf 50.4 120

139 TheLlandscapeLofLsomaticLmutationLinLnormalLcolorectalLepithelialLcellsbLNatureYL2019YLikhYLigfaigk 50.4 217

Peter J Campbell

4



138  enomeLSequencingLduringLaLPatientTsLJourneyLthroughLwancerbLNewrEnglandrJournalrofrMedicineYL
2019YLgleYLfehiafeij 59.2 35

137 wOSMIwnLtheLwatalogueLOfLSomaticLMutationsLInLwancerbLNucleicrAcidsrResearchYL2019YLhkYLxmheaxmhk 20.1 1497

136 RecurrentLhistoneLmutationsLinLTacellLacuteLlymphoblasticLleukaemiabLBritishrJournalrofr
HaematologyYL2019YLelhYLjkjajkm 4.5 6

135 MutationalLsignaturesLofLxNuLmismatchLrepairLdeficiencyLinLandLhumanLcancersbLGenomerResearchYL
2018YLflYLjjjajki 9.7 61

134 IntraatumourLdiversificationLinLcolorectalLcancerLatLtheLsingleacellLlevelbLNatureYL2018YLiijYLhikahjf 50.4 294

133 TimingLtheLLandmarkLyventsLinLtheLyvolutionLofLwlearLwellLRenalLwellLwancernLTRuwyRxLRenalbLCellYL
2018YLekgYLjeeajfgbeek 56.2 228

132 xeterministicLyvolutionaryLTrajectoriesLInfluenceLPrimaryLTumorL rowthnLTRuwyRxLRenalbLCellYL
2018YLekgYLimiajedbeee 56.2 268

131 uLxistinctLwlassLofL enomeLRearrangementsLxrivenLbyLHeterologousLRecombinationbLMolecularrCell
YL2018YLjmYLfmfagdibej 17.6 23

130 SvuvunLgenomeawideLdetectionLofLstructuralLvariantsLandLindelsLbyLlocalLassemblybLGenomer
ResearchYL2018YLflYLileaime 9.7 149

129 PredictionLofLacuteLmyeloidLleukaemiaLriskLinLhealthyLindividualsbLNatureYL2018YLiimYLhddahdh 50.4 368

128  enomicLpatternsLofLprogressionLinLsmolderingLmultipleLmyelomabLNaturerCommunicationsYL2018YLmYLggjg17.4 99

127 RecurrentLintragenicLrearrangementsLofLy zRLandLvRuzLinLsoftLtissueLtumorsLofLinfantsbLNaturer
CommunicationsYL2018YLmYLfgkl 17.4 50

126 HydroxycarbamideLPlusLuspirinLVersusLuspirinLuloneLinLPatientsLWithLyssentialLThrombocythemiaL
ugeLhdLtoLimLYearsLWithoutLHighaRiskLzeaturesbLJournalrofrClinicalrOncologyYL2018YLgjYLggjeaggjm 2.2 32

125 wlassificationLandLPersonalizedLPrognosisLinLMyeloproliferativeLNeoplasmsbLNewrEnglandrJournalrofr
MedicineYL2018YLgkmYLehejaehgd 59.2 256

124 IntegrativeLMolecularLwharacterizationLofLMalignantLPleuralLMesotheliomabLCancerrDiscoveryYL2018YL
lYLeihlaeiji 24.4 258

123 SomaticLmutantLclonesLcolonizeLtheLhumanLesophagusLwithLagebLScienceYL2018YLgjfYLmeeamek 33.3 465

122 PopulationLdynamicsLofLnormalLhumanLbloodLinferredLfromLsomaticLmutationsbLNatureYL2018YLijeYLhkgahkl50.4 245

121 RearrangementLburstsLgenerateLcanonicalLgeneLfusionsLinLboneLandLsoftLtissueLtumorsbLScienceYL
2018YLgjeYL 33.3 72
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120 unalysisLofLtheLgenomicLlandscapeLofLmultipleLmyelomaLhighlightsLnovelLprognosticLmarkersLandL
diseaseLsubgroupsbLLeukemiaYL2018YLgfYLfjdhafjej 10.7 90

119 uLsomaticamutationalLprocessLrecurrentlyLduplicatesLgermlineLsusceptibilityLlociLandLtissueaspecificL
superaenhancersLinLbreastLcancersbLNaturerGeneticsYL2017YLhmYLgheaghl 36.3 54

118 wOSMIwnLsomaticLcancerLgeneticsLatLhigharesolutionbLNucleicrAcidsrResearchYL2017YLhiYLxkkkaxklg 20.1 1279

117 PrecisionLoncologyLforLacuteLmyeloidLleukemiaLusingLaLknowledgeLbankLapproachbLNaturerGeneticsYL
2017YLhmYLggfaghd 36.3 155

116 HRxetectLisLaLpredictorLofLvRwueLandLvRwufLdeficiencyLbasedLonLmutationalLsignaturesbLNaturer
MedicineYL2017YLfgYLiekaifi 50.5 444

115 SomaticLmutationsLrevealLasymmetricLcellularLdynamicsLinLtheLearlyLhumanLembryobLNatureYL2017YL
ihgYLkehakel 50.4 157

114 TheLHumanLwellLutlasL2017YL 41

113 PanacancerLanalysisLofLhomozygousLdeletionsLinLprimaryLtumoursLuncoversLrareLtumourL
suppressorsbLNaturerCommunicationsYL2017YLlYLeffe 17.4 40

112 TheLdriverLlandscapeLofLsporadicLchordomabLNaturerCommunicationsYL2017YLlYLlmd 17.4 64

111 UniversalLPatternsLofLSelectionLinLwancerLandLSomaticLTissuesbLCellYL2017YLekeYLedfmaedhebefe 56.2 576

110 IntegrativeL enomicsLIdentifiesLtheLMolecularLvasisLofLResistanceLtoLuzacitidineLTherapyLinL
MyelodysplasticLSyndromesbLCellrReportsYL2017YLfdYLikfaili 10.6 72

109  enomicLyvolutionLofLvreastLwancerLMetastasisLandLRelapsebLCancerrCellYL2017YLgfYLejmaelhbek 24.3 346

108 wliquesLandLSchismsLofLwancerL enesbLCancerrCellYL2017YLgfYLefmaegd 24.3 3

107 TheLHumanLwellLutlasbLELifeYL2017YLjYL 8.9 937

106 TheLtopographyLofLmutationalLprocessesLinLbreastLcancerLgenomesbLNaturerCommunicationsYL2016YL
kYLeeglg 17.4 172

105 MutationalLsignaturesLofLionizingLradiationLinLsecondLmalignanciesbLNaturerCommunicationsYL2016YL
kYLefjdi 17.4 152

104 MutationalLsignaturesLassociatedLwithLtobaccoLsmokingLinLhumanLcancerbLScienceYL2016YLgihYLjelajff 33.3 562

103  enomicLwlassificationLandLPrognosisLinLucuteLMyeloidLLeukemiabLNewrEnglandrJournalrofrMedicineYL
2016YLgkhYLffdmafffe 59.2 1999
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102 wonstrainedLpositiveLselectionLonLcancerLmutationsLinLnormalLskinbLProceedingsrofrtherNationalr
AcademyrofrSciencesrofrtherUnitedrStatesrofrAmericaYL2016YLeegYLyeeflam 11.5 18

101 cgpwaVyManWrappernLSimpleLyxecutionLofLwaVyManLinLOrderLtoLxetectLSomaticLSingleLNucleotideL
VariantsLinLN SLxatabLCurrentrProtocolsrinrBioinformaticsYL2016YLijYLeibedbeaeibedbel 24.2 107

100 ascatNgsnLIdentifyingLSomaticallyLucquiredLwopyaNumberLulterationsLfromLWholea enomeL
SequencingLxatabLCurrentrProtocolsrinrBioinformaticsYL2016YLijYLeibmbeaeibmbek 24.2 60

99 LandscapeLofLsomaticLmutationsLinLijdLbreastLcancerLwholeagenomeLsequencesbLNatureYL2016YLighYLhkaih50.4 1193

98 uLrenewedLmodelLofLpancreaticLcancerLevolutionLbasedLonLgenomicLrearrangementLpatternsbL
NatureYL2016YLiglYLgklaglf 50.4 304

97 xirectLTranscriptionalLwonsequencesLofLSomaticLMutationLinLvreastLwancerbLCellrReportsYL2016YLejYLfdgfahj10.6 30

96 SubclonalLdiversificationLofLprimaryLbreastLcancerLrevealedLbyLmultiregionLsequencingbLNaturer
MedicineYL2015YLfeYLkieam 50.5 521

95 zrequentLsomaticLtransferLofLmitochondrialLxNuLintoLtheLnuclearLgenomeLofLhumanLcancerLcellsbL
GenomerResearchYL2015YLfiYLlehafh 9.7 52

94
unalysisLofLtheLgeneticLphylogenyLofLmultifocalLprostateLcancerLidentifiesLmultipleLindependentL
clonalLexpansionsLinLneoplasticLandLmorphologicallyLnormalLprostateLtissuebLNaturerGeneticsYL2015YL
hkYLgjkagkf

36.3 292

93 TheLevolutionaryLhistoryLofLlethalLmetastaticLprostateLcancerbLNatureYL2015YLifdYLgigagik 50.4 857

92 SomaticLmutationLinLcancerLandLnormalLcellsbLScienceYL2015YLghmYLehlgam 33.3 608

91 wOSMIwnLexploringLtheLworldTsLknowledgeLofLsomaticLmutationsLinLhumanLcancerbLNucleicrAcidsr
ResearchYL2015YLhgYLxldiaee 20.1 1795

90 wlockalikeLmutationalLprocessesLinLhumanLsomaticLcellsbLNaturerGeneticsYL2015YLhkYLehdfak 36.3 531

89 xNMTguLmutationsLoccurLearlyLorLlateLinLpatientsLwithLmyeloproliferativeLneoplasmsLandLmutationL
orderLinfluencesLphenotypebLHaematologicaYL2015YLeddYLehglahf 6.6 70

88 cgpPindelnLIdentifyingLSomaticallyLucquiredLInsertionLandLxeletionLyventsLfromLPairedLyndL
SequencingbLCurrentrProtocolsrinrBioinformaticsYL2015YLifYLeibkbeaeibkbef 24.2 74

87 Vu ryNTnLVariationLunnotationL eneratorbLCurrentrProtocolsrinrBioinformaticsYL2015YLifYLeiblbeaeiblbee 24.2 12

86 TumorLevolutionbLHighLburdenLandLpervasiveLpositiveLselectionLofLsomaticLmutationsLinLnormalL
humanLskinbLScienceYL2015YLghlYLlldaj 33.3 983

85 uLcomprehensiveLassessmentLofLsomaticLmutationLdetectionLinLcancerLusingLwholeagenomeL
sequencingbLNaturerCommunicationsYL2015YLjYLeddde 17.4 199

(2015-2016)
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84 whromothripsisLandLKataegisLInducedLbyLTelomereLwrisisbLCellYL2015YLejgYLejheaih 56.2 371

83 yffectLofLmutationLorderLonLmyeloproliferativeLneoplasmsbLNewrEnglandrJournalrofrMedicineYL2015YL
gkfYLjdeajef 59.2 334

82 wombinedLhereditaryLandLsomaticLmutationsLofLreplicationLerrorLrepairLgenesLresultLinLrapidLonsetL
ofLultraahypermutatedLcancersbLNaturerGeneticsYL2015YLhkYLfikajf 36.3 253

81 wonstitutionalLandLsomaticLrearrangementLofLchromosomeLfeLinLacuteLlymphoblasticLleukaemiabL
NatureYL2014YLidlYLmlaedf 50.4 192

80 HeterogeneityLofLgenomicLevolutionLandLmutationalLprofilesLinLmultipleLmyelomabLNaturer
CommunicationsYL2014YLiYLfmmk 17.4 564

79 Ru amediatedLrecombinationLisLtheLpredominantLdriverLofLoncogenicLrearrangementLinL
yTVjaRUNXeLacuteLlymphoblasticLleukemiabLNaturerGeneticsYL2014YLhjYLeejafi 36.3 244

78 InactivatingLwUXeLmutationsLpromoteLtumorigenesisbLNaturerGeneticsYL2014YLhjYLggal 36.3 89

77  enomicLcatastrophesLfrequentlyLariseLinLesophagealLadenocarcinomaLandLdriveLtumorigenesisbL
NaturerCommunicationsYL2014YLiYLiffh 17.4 176

76 MobileLxNuLinLcancerbLyxtensiveLtransductionLofLnonrepetitiveLxNuLmediatedLbyLLeL
retrotranspositionLinLcancerLgenomesbLScienceYL2014YLghiYLefieghg 33.3 250

75 SpatialLandLtemporalLdiversityLinLgenomicLinstabilityLprocessesLdefinesLlungLcancerLevolutionbL
ScienceYL2014YLghjYLfieaj 33.3 752

74  enomeLsequencingLofLnormalLcellsLrevealsLdevelopmentalLlineagesLandLmutationalLprocessesbL
NatureYL2014YLiegYLhffahfi 50.4 249

73 xifferentialLandLlimitedLexpressionLofLmutantLallelesLinLmultipleLmyelomabLBloodYL2014YLefhYLgeedak 2.2 42

72 OriginsLandLfunctionalLconsequencesLofLsomaticLmitochondrialLxNuLmutationsLinLhumanLcancerbL
ELifeYL2014YLgYL 8.9 229

71 ProcessedLpseudogenesLacquiredLsomaticallyLduringLcancerLdevelopmentbLNaturerCommunicationsYL
2014YLiYLgjhh 17.4 68

70 wbLelegansLwholeagenomeLsequencingLrevealsLmutationalLsignaturesLrelatedLtoLcarcinogensLandL
xNuLrepairLdeficiencybLGenomerResearchYL2014YLfhYLejfhagj 9.7 125

69 SubclonalLvariantLcallingLwithLmultipleLsamplesLandLpriorLknowledgebLBioinformaticsYL2014YLgdYLeemlafdh 7.2 86

68 SignaturesLofLmutationalLprocessesLinLhumanLcancerbLNatureYL2013YLiddYLheiafe 50.4 5895

67 xecipheringLsignaturesLofLmutationalLprocessesLoperativeLinLhumanLcancerbLCellrReportsYL2013YLgYLfhjaim10.6 725
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66 wlinicalLandLbiologicalLimplicationsLofLdriverLmutationsLinLmyelodysplasticLsyndromesbLBloodYL2013YL
effYLgjejafkoLquizLgjmm 2.2 1169

65 writeriaLforLinferenceLofLchromothripsisLinLcancerLgenomesbLCellYL2013YLeifYLeffjagj 56.2 342

64 TheL enomicLLandscapeLofLMyeloproliferativeLNeoplasmsnLSomaticLwalrLMutationsLinLtheLMajorityL
ofLJuKfaWildtypeLPatientsbLBloodYL2013YLeffYLLvuafaLvuaf 2.2 1

63 ystimationLofLrearrangementLphylogenyLforLcancerLgenomesbLGenomerResearchYL2012YLffYLghjaje 9.7 94

62 JuKfVjekzLhomozygosityLarisesLcommonlyLandLrecurrentlyLinLPVLandLyTYLbutLPVLisLcharacterizedLbyL
expansionLofLaLdominantLhomozygousLsubclonebLBloodYL2012YLefdYLfkdhak 2.2 81

61 TelomeresLandLcancernLfromLcrisisLtoLstabilityLtoLcrisisLtoLstabilitybLCellYL2012YLehlYLjggai 56.2 21

60 yvolutionLofLtheLcancerLgenomebLNaturerReviewsrGeneticsYL2012YLegYLkmialdj 30.1 424

59 wirculatingLxNuLandLnextagenerationLsequencingbLRecentrResultsrinrCancerrResearchYL2012YLemiYLehgam 1.5 8

58 TheLlandscapeLofLcancerLgenesLandLmutationalLprocessesLinLbreastLcancerbLNatureYL2012YLhljYLhddah 50.4 1264

57 MutationalLprocessesLmoldingLtheLgenomesLofLfeLbreastLcancersbLCellYL2012YLehmYLmkmamg 56.2 1279

56 TheLlifeLhistoryLofLfeLbreastLcancersbLCellYL2012YLehmYLmmhaeddk 56.2 979

55 TandemLduplicationLofLchromosomalLsegmentsLisLcommonLinLovarianLandLbreastLcancerLgenomesbL
JournalrofrPathologyYL2012YLffkYLhhjaii 9.4 72

54 NextagenerationLsequencingLinLbreastLcancernLfirstLtakeLhomeLmessagesbLCurrentrOpinionrinr
OncologyYL2012YLfhYLimkajdh 4.2 62

53 MassiveLgenomicLrearrangementLacquiredLinLaLsingleLcatastrophicLeventLduringLcancerL
developmentbLCellYL2011YLehhYLfkahd 56.2 1628

52 ResponsenLessentialLthrombocythemianLseeingLtheLwoodLforLtheLtreesbLBloodYL2011YLeelYLeeldaeele 2.2

51 yxomeLsequencingLidentifiesLfrequentLmutationLofLtheLSWIcSNzLcomplexLgeneLPvRMeLinLrenalL
carcinomabLNatureYL2011YLhjmYLigmahf 50.4 943

50 WholeagenomeLsequencingLidentifiesLrecurrentLmutationsLinLchronicLlymphocyticLleukaemiabLNature
YL2011YLhkiYLedeai 50.4 1206

49 uLsmallacellLlungLcancerLgenomeLwithLcomplexLsignaturesLofLtobaccoLexposurebLNatureYL2010YLhjgYLelhamd50.4 852

(2010-2013)
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48 uLcomprehensiveLcatalogueLofLsomaticLmutationsLfromLaLhumanLcancerLgenomebLNatureYL2010YLhjgYLemeaj50.4 1303

47 SystematicLsequencingLofLrenalLcarcinomaLrevealsLinactivationLofLhistoneLmodifyingLgenesbLNatureYL
2010YLhjgYLgjdag 50.4 927

46 TheLpatternsLandLdynamicsLofLgenomicLinstabilityLinLmetastaticLpancreaticLcancerbLNatureYL2010YL
hjkYLeedmaeg 50.4 1013

45 TheLJuKfLhjceLhaplotypeLpredisposesLtoLMPLamutatedLmyeloproliferativeLneoplasmsbLBloodYL2010YL
eeiYLhiekafg 2.2 80

44 UseLofLcanceraspecificLgenomicLrearrangementsLtoLquantifyLdiseaseLburdenLinLplasmaLfromLpatientsL
withLsolidLtumorsbLGenesrChromosomesrandrCancerYL2010YLhmYLedjfam 5 161

43 ReticulinLaccumulationLinLessentialLthrombocythemianLprognosticLsignificanceLandLrelationshipLtoL
therapybLJournalrofrClinicalrOncologyYL2009YLfkYLfmmeam 2.2 99

42 TheLcancerLgenomebLNatureYL2009YLhilYLkemafh 50.4 2272

41 womplexLlandscapesLofLsomaticLrearrangementLinLhumanLbreastLcancerLgenomesbLNatureYL2009YL
hjfYLeddiaed 50.4 684

40 SomaticLandLgermlineLgeneticsLatLtheLJuKfLlocusbLNaturerGeneticsYL2009YLheYLgliaj 36.3 44

39 IdentificationLofLsomaticallyLacquiredLrearrangementsLinLcancerLusingLgenomeawideLmassivelyL
parallelLpairedaendLsequencingbLNaturerGeneticsYL2008YLhdYLkffam 36.3 666

38 SubclonalLphylogeneticLstructuresLinLcancerLrevealedLbyLultraadeepLsequencingbLProceedingsrofrther
NationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericaYL2008YLediYLegdleaj 11.5 283

37 PatternsLofLsomaticLmutationLinLhumanLcancerLgenomesbLNatureYL2007YLhhjYLeigal 50.4 2400

36 whromosomallyLunstableLmouseLtumoursLhaveLgenomicLalterationsLsimilarLtoLdiverseLhumanL
cancersbLNatureYL2007YLhhkYLmjjake 50.4 327

35 urchitecturesLofLsomaticLgenomicLrearrangementLinLhumanLcancerLampliconsLatLsequencealevelL
resolutionbLGenomerResearchYL2007YLekYLefmjagdg 9.7 152

34 TheLmyeloproliferativeLdisordersbLNewrEnglandrJournalrofrMedicineYL2006YLgiiYLfhifajj 59.2 485

33 ManagementLofLpolycythemiaLveraLandLessentialLthrombocythemiabLHematologyrAmericanrSocietyr
ofrHematologyrEducationrProgramYL2005YLfddiYLfdeal 3.1 35

32 wlonalLdiversificationLandLhistogenesisLofLmalignantLgermLcellLtumours 1

31 InheritedLMUTYHLmutationsLcauseLelevatedLsomaticLmutationLratesLandLdistinctiveLmutationalL
signaturesLinLnormalLhumanLcells 1
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30 MutationalLsignaturesLareLjointlyLshapedLbyLxNuLdamageLandLrepair 3

29 UniversalLpatternsLofLselectionLinLcancerLandLsomaticLtissues 7

28 PanacancerLanalysisLofLwholeLgenomes 70

27 PanacancerLanalysisLofLwholeLgenomesLrevealsLdriverLrearrangementsLpromotedLbyLLINyaeL
retrotranspositionLinLhumanLtumours 10

26 PatternsLofLstructuralLvariationLinLhumanLcancer 26

25 TheLwholeagenomeLpanoramaLofLcancerLdrivers 38

24 RevealingLtheLimpactLofLrecurrentLandLrareLstructuralLvariantsLinLmultipleLmyeloma 1

23 LineageLtracingLofLhumanLembryonicLdevelopmentLandLfoetalLhaematopoiesisLthroughLsomaticLmutations 4

22 ylevatedLsomaticLmutationLburdensLinLnormalLhumanLcellsLdueLtoLdefectiveLxNuLpolymerases 10

21 TumorLcellLtotalLmRNuLexpressionLshapesLtheLmolecularLandLclinicalLphenotypeLofLcancer 2

20 WholeLgenomeLsequencingLprovidesLevidenceLofLtwoLbiologicallyLandLclinicallyLdistinctLentitiesLofL
asymptomaticLmonoclonalLgammopathiesnLprogressiveLversusLstableLmyelomaLprecursorLcondition 1

19 PhylogeneticLreconstructionLofLmyeloproliferativeLneoplasmLrevealsLveryLearlyLoriginsLandLlifelongLevolution 19

18 yxtensiveLphylogeniesLofLhumanLdevelopmentLrevealLvariableLembryonicLpatterns 1

17 TheLmutationalLlandscapeLofLhumanLsomaticLandLgermlineLcells 5

16  ermlineLdeterminantsLofLtheLsomaticLmutationLlandscapeLinLfYjhfLcancerLgenomes 13

15 xiscoveryLandLcharacterizationLofLcodingLandLnonacodingLdriverLmutationsLinLmoreLthanLfYiddL
wholeLcancerLgenomes 12

14  enomicLlandscapeLandLchronologicalLreconstructionLofLdriverLeventsLinLmultipleLmyeloma 6

13 TheLlandscapeLofLsomaticLmutationLinLnormalLcolorectalLepithelialLcells 14
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12 TheLmutationalLlandscapeLofLnormalLhumanLendometrialLepithelium 9

11 uPOvywgvadependentLkataegisLandLTRyXeadrivenLchromothripsisLinLtelomereLcrisis 9

10 MultiasiteLclonalityLanalysesLuncoversLpervasiveLsubclonalLheterogeneityLandLbranchingLevolutionL
acrossLmelanomaLmetastases 2

9 SpatialLgenomicsLmapsLtheLstructureYLcharacterLandLevolutionLofLcancerLclones 5

8 LifeLwithoutLmismatchLrepair 6

7  enomeawideLmutationalLsignaturesLofLimmunologicalLdiversificationLinLnormalLlymphocytes 1

6 zanconiLunemiaLPathwayLxeficiencyLxrivesLwopyLNumberLVariationLinLSquamousLwellLwarcinomas 2

5 SomaticLmutationLratesLscaleLwithLlifespanLacrossLmammals 4

4 TheLlongitudinalLdynamicsLandLnaturalLhistoryLofLclonalLhaematopoiesis 2

3 wlonalLdynamicsLofLhaematopoiesisLacrossLtheLhumanLlifespan 2

2 TheLlongitudinalLdynamicsLandLnaturalLhistoryLofLclonalLhaematopoiesisbLNatureY 50.4 3

1 wlonalLdynamicsLofLhaematopoiesisLacrossLtheLhumanLlifespanbLNatureY 50.4 7

Peter J Campbell

12


