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A spatiald€“temporal understanding of gene regulatory networks and NtARF-mediated regulation of
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salicylic acid glucosyltransferase OsSGT1. Plant, Cell and Environment, 2022, 45, 1584-1602.
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signaling and growth in plants. Plant Cell, 2022, 34, 3319-3338.

Vacuolar phosphate transporters account for variation in phosphate accumulation in Astragalus
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accumulation coincides with the transition to phosphate storage in green plants. Molecular Plant,
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Molecular regulation of zinc deficiency responses in plants. Journal of Plant Physiology, 2021, 261,
153419. 35 34

Unloading phosphate for starch synthesis in cereal grains. Molecular Plant, 2021, 14, 1232-1233.
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OsCYCP4s coordinate phosphate starvation signaling with cell cycle progression in rice. Journal of
Integrative Plant Biology, 2020, 62, 1017-1033.

The Effects of Organic and Mineral Fertilization on Soil Enzyme Activities and Bacterial Community in 2.0 15
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Functional Analysis of Phosphate Transporter OsPHT4 Family Members in Rice. Rice Science, 2020, 27,
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Internal phosphate starvation signaling and external phosphate availability have no obvious effect on
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for Phosphate Homeostasis and Signaling in Rice. Molecular Plant, 2019, 12, 1060-1074. 8.3 69

Identification of vacuolar phosphate efflux transporters in land plants. Nature Plants, 2019, 5, 84-94.

Strategies for improving fertilizer phosphorus use efficiency in Chinese cropping systems. Frontiers
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An SPX-RLI1 Module Regulates Leaf Inclination in Response to Phosphate Availability in Rice. Plant Cell,
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Phosphate starvation induced OsPHR4 mediates Pi-signaling and homeostasis in rice. Plant Molecular 3.9 68
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OsARM1, an R2R3 MYB Transcription Factor, Is Involved in Regulation of the Response to Arsenic Stress p 150
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Effect of Exogenous Ferrous Sulfate Treatment on Edible Rice. American Journal of Food Technology,
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Integrative Comparison of the Role of the PHOSPHATE RESPONSE1 Subfamily in Phosphate Signaling and
Homeostasis in Rice. Plant Physiology, 2015, 168, 1762-1776.

Genetic manipulation of a high-affinity PHR1 target cis-element to improve phosphorous uptake in 3.9 53
Oryza sativa L.. Plant Molecular Biology, 2015, 87, 429-440. )

The Rice CK2 Kinase Regulates Trafficking of Phosphate Transporters in Response to Phosphate Levels.
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SPX4 Negatively Regulates Phosphate Signaling and Homeostasis through Its Interaction with PHR2 in
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A Functional Antagonistic Relationship between Auxin and Mitochondrial Retrograde Signaling
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Recruitment and remodeling of an ancient gene regulatory network during land plant evolution.
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Seminal, adventitious and lateral root growth and physiological responses in rice to upland
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Mapping QTLs and candidate genes for rice root traits under different water-supply conditions and
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