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l Paper IF Citations

171 vMgenomebwideMassociationMstudyMidentifiesMtwoMnewMlungMcancerMsusceptibilityMlociMatMfhqfgcfgMandM
ggqfgcgMinMHanMxhinesecMNatureiGeneticsaM2011aMihaMlngbk 36.3 288

170 LargebscaleMassociationManalysisMidentifiesMnewMlungMcancerMsusceptibilityMlociMandMheterogeneityMinM
geneticMsusceptibilityMacrossMhistologicalMsubtypescMNatureiGeneticsaM2017aMinaMffgkbffhg 36.3 246

169 vMgenomebwideMassociationMstudyMidentifiesMnewMsusceptibilityMlociMforMnonbcardiaMgastricMcancerMatM
hqfhchfMandMjpfhcfcMNatureiGeneticsaM2011aMihaMfgfjbm 36.3 215

168 vMfivebmicroRNvMpanelMinMplasmaMwasMidentifiedMasMpotentialMbiomarkerMforMearlyMdetectionMofM
gastricMcancercMBritishiJournaliofiCanceraM2014aMffeaMggnfbn 8.7 171

167 PlasmaMmiRNvsMasMearlyMbiomarkersMforMdetectingMhepatocellularMcarcinomacMInternationaliJournaliofi
CanceraM2015aMfhlaMfklnbne 7.5 152

166 GWvSMidentifiesMnovelMsusceptibilityMlociMonMkpgfchgMandMgfqgfchMforMhepatocellularMcarcinomaMinM
chronicMhepatitisMwMvirusMcarrierscMPLoSiGeneticsaM2012aMmaMefeeglnf 6 142

165 vMnovelMplasmaMcircularMRNvMcircFvRSvMisMaMpotentialMbiomarkerMforMnonbsmallMcellMlungMcancercM
CanceriMedicineaM2018aMlaMglmhbglnf 4.8 131

164 GenomebwideMassociationMstudyMinMxhineseMidentifiesMnovelMlociMforMbloodMpressureMandM
hypertensioncMHumaniMoleculariGeneticsaM2015aMgiaMmkjbli 5.6 129

163 vssociationManalysesMidentifyMmultipleMnewMlungMcancerMsusceptibilityMlociMandMtheirMinteractionsMwithM
smokingMinMtheMxhineseMpopulationcMNatureiGeneticsaM2012aMiiaMmnjbn 36.3 108

162 zpithelialbtypeMsystemicMbreastMcarcinomaMcellsMwithMaMrestrictedMmesenchymalMtransitionMareMaM
majorMsourceMofMmetastasiscMScienceiAdvancesaM2019aMjaMeaaviglj 14.3 81

161 SystematicMidentificationMofMgenesMwithMaMcancerbtestisMexpressionMpatternMinMfnMcancerMtypescM
NatureiCommunicationsaM2016aMlaMfeinn 17.4 80

160 MetabanalysisMofMgenomebwideMassociationMstudiesMofMadultMheightMinMzastMvsiansMidentifiesMflMnovelM
locicMHumaniMoleculariGeneticsaM2015aMgiaMflnfbmee 5.6 71

159 vMgenomebwideMassociationMstudyMidentifiesMtwoMriskMlociMforMcongenitalMheartMmalformationsMinMHanM
xhineseMpopulationscMNatureiGeneticsaM2013aMijaMmfmbgf 36.3 60

158 GeneticMvariantsMatMkpgfcfMandMlpfjchMareMassociatedMwithMriskMofMmultipleMcancersMinMHanMxhinesecM
AmericaniJournaliofiHumaniGeneticsaM2012aMnfaMngmbhi 11 59

157 IdentificationMofMriskMlociMandMaMpolygenicMriskMscoreMforMlungMcanceroMaMlargebscaleMprospectiveMcohortM
studyMinMxhineseMpopulationscMLancetiRespiratoryiMedicinewtheaM2019aMlaMmmfbmnf 35.1 58

156 vssociationsMwetweenMHepatitisMwMVirusMInfectionMandMRiskMofMvllMxancerMTypescMJAMAiNetworkiOpenaM
2019aMgaMefnjlfm 10.4 54

155 IdentificationMofMnewMsusceptibilityMlociMforMgastricMnonbcardiaMadenocarcinomaoMpooledMresultsMfromM
twoMxhineseMgenomebwideMassociationMstudiescMGutaM2017aMkkaMjmfbjml 19.2 51
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154 vssociationManalysisMidentifiesMnewMriskMlociMforMnonbobstructiveMazoospermiaMinMxhineseMmencMNaturei
CommunicationsaM2014aMjaMhmjl 17.4 50

153 wreastMcancerMriskMassessmentMwithMfiveMindependentMgeneticMvariantsMandMtwoMriskMfactorsMinM
xhineseMwomencMBreastiCanceriResearchaM2012aMfiaMRfl 8.3 50

152 GenomebwideMassociationMstudyMidentifiesMnewMsusceptibilityMlociMforMepithelialMovarianMcancerMinMHanM
xhineseMwomencMNatureiCommunicationsaM2014aMjaMikmg 17.4 48

151 vMcancerbtestisMnonbcodingMRNvMLINgmwbvSfMactivatesMdriverMgeneMLINgmwMbyMinteractingMwithM
IGFgwPfMinMlungMadenocarcinomacMOncogeneaM2019aMhmaMfkffbfkgi 9.2 45

150 zstimationMofMheritabilityMforMnineMcommonMcancersMusingMdataMfromMgenomebwideMassociationM
studiesMinMxhineseMpopulationcMInternationaliJournaliofiCanceraM2017aMfieaMhgnbhhk 7.5 43

149 WholebgenomeMsequencingMrevealsMgenomicMsignaturesMassociatedMwithMtheMinflammatoryM
microenvironmentsMinMxhineseMNSxLxMpatientscMNatureiCommunicationsaM2018aMnaMgeji 17.4 43

148 GeneticMpolymorphismsMinMtheMprecursorMMicroRNvMflankingMregionMandMnonbsmallMcellMlungMcancerM
survivalcMAmericaniJournaliofiRespiratoryiandiCriticaliCareiMedicineaM2011aMfmhaMkifbm 10.2 41

147
vssociationMbetweenMGWvSbidentifiedMlungMadenocarcinomaMsusceptibilityMlociMandMzGFRMmutationsM
inMneverbsmokingMvsianMwomenaMandMcomparisonMwithMfindingsMfromMWesternMpopulationscMHumani
MoleculariGeneticsaM2017aMgkaMijibikj

5.6 40

146 TelomereMlengthaMgeneticMvariantsMandMgastricMcancerMriskMinMaMxhineseMpopulationcMCarcinogenesisaM
2015aMhkaMnkhble 4.6 39

145 GeneticMriskaMincidentMgastricMcanceraMandMhealthyMlifestyleoMaMmetabanalysisMofMgenomebwideM
associationMstudiesMandMprospectiveMcohortMstudycMLancetiOncologywiTheaM2020aMgfaMfhlmbfhmk 21.7 38

144 vMfunctionalMvariantMinMmiRbfjjMregulationMregionMcontributesMtoMlungMcancerMriskMandMsurvivalcM
OncotargetaM2015aMkaMiglmfbng 3.3 36

143 vMgenomebwideMgenebenvironmentMinteractionManalysisMforMtobaccoMsmokeMandMlungMcancerM
susceptibilitycMCarcinogenesisaM2014aMhjaMfjgmbhj 4.6 35

142 RoleMofMvTGfeMexpressionMquantitativeMtraitMlociMinMnonbsmallMcellMlungMcancerMsurvivalcMInternationali
JournaliofiCanceraM2016aMfhnaMfjkiblh 7.5 34

141 xancerbtestisMgeneMPIWILfMpromotesMcellMproliferationaMmigrationaMandMinvasionMinMlungM
adenocarcinomacMCanceriMedicineaM2018aMlaMfjlbfkk 4.8 34

140 zxomeMvrrayMvnalysisMIdentifiesMVariantsMinMSPOxyfMandMwTNhvgMThatMvffectMRiskMforMGastricM
xancercMGastroenterologyaM2017aMfjgaMgeffbgegf 13.3 32

139 MetabanalysisMofMgenomebwideMassociationMstudiesMidentifiesMmultipleMlungMcancerMsusceptibilityMlociM
inMneverbsmokingMvsianMwomencMHumaniMoleculariGeneticsaM2016aMgjaMkgebn 5.6 32

138
HepatitisMwMvirusMgenotypeaMmutationsaMhumanMleukocyteMantigenMpolymorphismsMandMtheirM
interactionsMinMhepatocellularMcarcinomaoMaMmultibcentreMcasebcontrolMstudycMScientificiReportsaM2015aM
jaMfkimn

4.9 31

137
IdentificationMofMNovelMTfyMRiskMLociMandMTheirMvssociationMWithMvgeMandMIsletMFunctionMatMyiagnosisM
inMvutoantibodybPositiveMTfyMIndividualsoMwasedMonMaMTwobStageMGenomebWideMvssociationMStudycM
DiabetesiCareaM2019aMigaMfifibfigf

14.6 30
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136 LowbfrequencyMcodingMvariantsMatMkpgfchhMandMgeqffcgfMareMassociatedMwithMlungMcancerMriskMinM
xhineseMpopulationscMAmericaniJournaliofiHumaniGeneticsaM2015aMnkaMmhgbie 11 30

135 IdentificationMofMsusceptibilityMpathwaysMforMtheMroleMofMchromosomeMfjqgjcfMinMmodifyingMlungM
cancerMriskcMNatureiCommunicationsaM2018aMnaMhggf 17.4 29

134 PersonalMexposureMtoMPMgcjaMgeneticMvariantsMandMyNvMdamageoMaMmultibcenterMpopulationbbasedM
studyMinMxhinesecMToxicologyiLettersaM2015aMghjaMflgbm 4.4 26

133 GeneticMvariantsMinMregulatoryMregionsMofMmicroRNvsMareMassociatedMwithMlungMcancerMriskcM
OncotargetaM2016aMlaMilnkkbilnli 3.3 26

132 FineMmappingMtheMMHxMregionMidentifiedMfourMindependentMvariantsMmodifyingMsusceptibilityMtoM
chronicMhepatitisMwMinMHanMxhinesecMHumaniMoleculariGeneticsaM2016aMgjaMfggjbhg 5.6 24

131 FineMmappingMofMMHxMregionMinMlungMcancerMhighlightsMindependentMsusceptibilityMlociMbyMethnicitycM
NatureiCommunicationsaM2018aMnaMhngl 17.4 24

130 GenomebwideMassociationMstudyMofMmyelosuppressionMinMnonbsmallbcellMlungMcancerMpatientsMwithM
platinumbbasedMchemotherapycMPharmacogenomicsiJournalaM2016aMfkaMifbk 3.5 23

129 PredictionMmodelsMandMriskMassessmentMforMsilicosisMusingMaMretrospectiveMcohortMstudyMamongM
workersMexposedMtoMsilicaMinMxhinacMScientificiReportsaM2015aMjaMffejn 4.9 22

128 GeneticMvariantsMonMchromosomeMkpgfcfMandMkpggchMareMassociatedMwithMtypeMgMdiabetesMriskoMaM
casebcontrolMstudyMinMHanMxhinesecMJournaliofiHumaniGeneticsaM2012aMjlaMhgebj 4.3 22

127 PrognosticMsignificanceMofMsurvivinMpolymorphismsMonMnonbsmallMcellMlungMcancerMsurvivalcMJournaliofi
ThoraciciOncologyaM2010aMjaMflimbji 8.9 22

126 GenomebwideMvssociationMStudyMonMPlatinumbinducedMHepatotoxicityMinMNonbSmallMxellMLungMxancerM
PatientscMScientificiReportsaM2015aMjaMffjjk 4.9 20

125 vssociationManalysisMidentifiesMnewMriskMlociMforMcongenitalMheartMdiseaseMinMxhineseMpopulationscM
NatureiCommunicationsaM2015aMkaMmemg 17.4 19

124 SystematicManalysisMrevealsMlongMnoncodingMRNvsMregulatingMneighboringMtranscriptionMfactorsMinM
humanMcancerscMBiochimicaiEtiBiophysicaiActaixiMoleculariBasisiofiDiseaseaM2018aMfmkiaMglmjbglng 6.9 19

123 vMpolymorphismMinMmiRbfgkgMregulatoryMregionMconfersMtheMriskMofMlungMcancerMinMxhineseM
populationcMInternationaliJournaliofiCanceraM2017aMfifaMnjmbnkk 7.5 18

122 GenomebwideMcopyMnumberMvariationManalysisMidentifiedMvNOfMasMaMnovelMoncogeneMandMprognosticM
biomarkerMinMesophagealMsquamousMcellMcancercMCarcinogenesisaM2019aMieaMffnmbfgem 4.6 18

121 vMScreenMforMGenomicMyisordersMofMInfertilityMIdentifiesMMvSTgMyuplicationsMvssociatedMwithM
NonobstructiveMvzoospermiaMinMHumanscMBiologyiofiReproductionaM2015aMnhaMkf 3.9 18

120 HighMmitochondrialMyNvMcopyMnumberMwasMassociatedMwithManMincreasedMgastricMcancerMriskMinMaM
xhineseMpopulationcMMoleculariCarcinogenesisaM2017aMjkaMgjnhbgkee 5 18

119 zvaluationMofMgeneticMvariantsMinMautophagyMpathwayMgenesMasMprognosticMbiomarkersMforMbreastM
cancercMGeneaM2017aMkglaMjinbjjj 3.8 18
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118 GeneticMvariationsMinMtheMflankingMregionsMofMmiRbfefbgMareMassociatedMwithMincreasedMriskMofMbreastM
cancercMPLoSiONEaM2014aMnaMemkhfn 3.7 18

117 MetabanalysisMofMgenomebwideMassociationMstudiesMandMfunctionalMassaysMdecipherMsusceptibilityM
genesMforMgastricMcancerMinMxhineseMpopulationscMGutaM2020aMknaMkifbkjf 19.2 18

116 SystematicMcancerbtestisMgeneMexpressionManalysisMidentifiedMxyxvjMasMaMpotentialMtherapeuticM
targetMinMesophagealMsquamousMcellMcarcinomacMEBioMedicineaM2019aMikaMjibkj 8.8 17

115 xirculatingMTumorMxellsMznrichedMbyMtheMyepletionMofMLeukocytesMwithMwibvntibodiesMinMNonbSmallM
xellMLungMxanceroMPotentialMxlinicalMvpplicationcMPLoSiONEaM2015aMfeaMeefhlelk 3.7 16

114 GeneticallyMpredictedMhighMbodyMmassMindexMisMassociatedMwithMincreasedMgastricMcancerMriskcM
EuropeaniJournaliofiHumaniGeneticsaM2017aMgjaMfekfbfekk 5.3 15

113 MetabolomebwideMassociationMstudyMidentifiedMtheMassociationMbetweenMaMcirculatingM
polyunsaturatedMfattyMacidsMvariantMrsflijimMandMlungMcancercMCarcinogenesisaM2017aMhmaMffilbffji 4.6 14

112 xumulativeMeffectMandMpredictiveMvalueMofMgeneticMvariantsMassociatedMwithMtypeMgMdiabetesMinMHanM
xhineseoMaMcasebcontrolMstudycMPLoSiONEaM2015aMfeaMeeffkjhl 3.7 14

111 wloodMgroupsMvMandMvwMareMassociatedMwithMincreasedMgastricMcancerMriskoMevidenceMfromMaMlargeM
geneticMstudyMandMsystematicMreviewcMBMCiCanceraM2019aMfnaMfki 4.8 13

110 SystematicalManalysesMofMvariantsMinMxTxFbbindingMsitesMidentifiedMaMnovelMlungMcancerMsusceptibilityM
locusMamongMxhineseMpopulationcMScientificiReportsaM2015aMjaMlmhh 4.9 13

109 zlevatedMPlateletMxountMvppearsMtoMweMxausallyMvssociatedMwithMIncreasedMRiskMofMLungMxanceroMvM
MendelianMRandomizationMvnalysiscMCanceriEpidemiologyiBiomarkersiandiPreventionaM2019aMgmaMnhjbnig 4 12

108 xomprehensiveMcharacterizationMofMcancerbtestisMgenesMinMtesticularMgermMcellMtumorcMCanceri
MedicineaM2019aMmaMhjffbhjfn 4.8 12

107
HLvbyPMisMtheMcervicalMcancerMsusceptibilityMlociMamongMwomenMinfectedMbyMhighbriskMhumanM
papillomavirusoMpotentialMimplicationMforMtriageMofMhumanMpapillomavirusbpositiveMwomencMTumori
BiologyaM2016aMhlaMmefnbgj

2.9 11

106 HostMimmuneMgeneMpolymorphismsMwereMassociatedMwithMtheMprognosisMofMnonbsmallbcellMlungM
cancerMinMxhinesecMInternationaliJournaliofiCanceraM2012aMfheaMklfbk 7.5 11

105 TranscriptomebwideMassociationMstudyMrevealedMtwoMnovelMgenesMassociatedMwithMnonobstructiveM
azoospermiaMinMaMxhineseMpopulationcMFertilityiandiSterilityaM2017aMfemaMfejkbfekgcei 4.8 11

104 TheMeQTLbmissenseMpolymorphismsMofMvPOwzxhHMareMassociatedMwithMlungMcancerMriskMinMaMHanM
xhineseMpopulationcMScientificiReportsaM2015aMjaMfinkn 4.9 11

103 vssociationMofMKxTyfeaMMVKaMandMMMvwMpolymorphismsMwithMdyslipidemiaMandMcoronaryMheartM
diseaseMinMHanMxhineseMpopulationcMLipidsiiniHealthiandiDiseaseaM2016aMfjaMflf 4.4 11

102 TelomereMlengthaMgeneticMvariantsMandMriskMofMsquamousMcellMcarcinomaMofMtheMheadMandMneckMinM
SoutheastMxhinesecMScientificiReportsaM2016aMkaMgeklj 4.9 11

101 GeneticMvariantsaMPMMexposureMlevelMandMglobalMyNvMmethylationMleveloMvMmultibcenterM
populationbbasedMstudyMinMxhinesecMToxicologyiLettersaM2017aMgknaMllbmg 4.4 10
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100 InteractionManalysisMbetweenMgermlineMsusceptibilityMlociMandMsomaticMalterationsMinMlungMcancercM
InternationaliJournaliofiCanceraM2018aMfihaMmlmbmmj 7.5 10

99 vTGfgMexpressionMquantitativeMtraitMlociMassociatedMwithMheadMandMneckMsquamousMcellMcarcinomaM
riskMinMaMxhineseMHanMpopulationcMMoleculariCarcinogenesisaM2018aMjlaMfehebfehl 5 10

98 zvaluationMofMxpGbSNPsMinMmiRNvMpromotersMandMriskMofMbreastMcancercMGeneaM2018aMkjfaMfbm 3.8 10

97 GeneticMassociationMofMtelomereMlengthMwithMhepatocellularMcarcinomaMriskoMvMMendelianM
randomizationManalysiscMCanceriEpidemiologyaM2017aMjeaMhnbij 2.8 10

96 WholebexomeMsequencingMidentifiesMSGxyMandMvxVRLfMmutationsMassociatedMwithMtotalManomalousM
pulmonaryMvenousMreturnMUTvPVRVMinMxhineseMpopulationcMOncotargetaM2017aMmaMglmfgbglmfn 3.3 10

95 GeneticMvariantsMatMnpgfchMareMassociatedMwithMriskMofMesophagealMsquamousMcellMcarcinomaMinMaM
xhineseMpopulationcMCanceriScienceaM2017aMfemaMgjebgjj 6.9 9

94 FineMmappingMofMchromosomeMjpfjchhMidentifiesMnovelMlungMcancerMsusceptibilityMlociMinMHanM
xhinesecMInternationaliJournaliofiCanceraM2017aMfifaMiilbijk 7.5 9

93 vnMesophagealMadenocarcinomaMsusceptibilityMlocusMatMnqggMalsoMconfersMriskMtoMesophagealM
squamousMcellMcarcinomaMbyMregulatingMtheMfunctionMofMwvRXfcMCanceriLettersaM2018aMigfaMfehbfff 9.9 9

92 LowbfrequencyMnonsynonymousMvariantsMinMFKwPLMandMvRPxfwMgenesMareMassociatedMwithMbreastM
cancerMriskMinMxhineseMwomencMMoleculariCarcinogenesisaM2017aMjkaMlliblme 5 9

91 SystematicMidentificationMofMlongMnonbcodingMRNvsMwithMcancerbtestisMexpressionMpatternsMinMfiM
cancerMtypescMOncotargetaM2017aMmaMnilknbnilln 3.3 9

90 MicroRNvbgfeMpromotesMspinalMcordMinjuryMrecoveryMbyMinhibitingMinflammationMviaMtheMJvKbSTvTM
pathwaycMEuropeaniReviewiforiMedicaliandiPharmacologicaliSciencesaM2018aMggaMkkenbkkfj 2.9 9

89 xomprehensiveMcharacterizationMofMfunctionalMeRNvsMinMlungMadenocarcinomaMrevealsMnovelM
regulatorsMandMaMprognosisbrelatedMmolecularMsubtypecMTheranosticsaM2020aMfeaMffgkibffgll 12.1 9

88 vMnomogramMtoMpredictMoverallMsurvivalMofMpatientsMwithMearlyMstageMnonbsmallMcellMlungMcancercM
JournaliofiThoraciciDiseaseaM2019aMffaMjielbjifk 2.6 9

87 SpontaneousMSeroclearanceMofMHepatitisMwMSurfaceMvntigenMandMRiskMofMHepatocellularMxarcinomacM
ClinicaliGastroenterologyiandiHepatologyaM2019aMflaMfgeibfgek 6.9 9

86 IntegratingMexpressionbrelatedMSNPsMintoMgenomebwideMgenebMandMpathwaybbasedManalysesM
identifiedMnovelMlungMcancerMsusceptibilityMgenescMInternationaliJournaliofiCanceraM2018aMfigaMfkegbfkfe 7.5 9

85 GeneticMRiskMforMOverallMxancerMandMtheMwenefitMofMvdherenceMtoMaMHealthyMLifestylecMCanceri
ResearchaM2021aMmfaMikfmbikgl 10.1 9

84
zxomebWideMvssociationMStudyMIdentifiesMLowbFrequencyMxodingMVariantsMinMgpghcgMandMlpffcgM
vssociatedMwithMSurvivalMofMNonbSmallMxellMLungMxancerMPatientscMJournaliofiThoraciciOncologyaM2017
aMfgaMkiibkjk

8.9 8

83 PotentiallyMfunctionalMvariantsMinMlncRNvsMareMassociatedMwithMbreastMcancerMriskMinMaMxhineseM
populationcMMoleculariCarcinogenesisaM2017aMjkaMgeimbgejl 5 8
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82 HwVMmutationsMinMznhIIdwxPdPxMregionMcontributeMtoMtheMprognosisMofMhepatocellularMcarcinomacM
CanceriMedicineaM2019aMmaMhemkbhenh 4.8 8

81 IdentificationMofMlungMcancerMhistologybspecificMvariantsMapplyingMwayesianMframeworkMvariantM
prioritizationMapproachesMwithinMtheMTRIxLMandMILxxOMconsortiacMCarcinogenesisaM2015aMhkaMfhfibgk 4.6 8

80 PolymorphismsMinMalternativeMsplicingMassociatedMgenesMareMassociatedMwithMlungMcancerMriskMinMaM
xhineseMpopulationcMLungiCanceraM2015aMmnaMghmbig 5.9 8

79 UbshapedMassociationMbetweenMtelomereMlengthMandMesophagealMsquamousMcellMcarcinomaMriskoMaM
casebcontrolMstudyMinMxhineseMpopulationcMFrontiersiofiMedicineaM2015aMnaMilmbmk 12 8

78 GenomebwideMcompoundMheterozygosityManalysisMhighlightedMiMnovelMsusceptibilityMlociMforM
congenitalMheartMdiseaseMinMxhineseMpopulationcMClinicaliGeneticsaM2018aMniaMgnkbheg 4 8

77 MendelianMrandomizationMstudyMofMtelomereMlengthMandMlungMcancerMriskMinMzastMvsianMpopulationcM
CanceriMedicineaM2019aMmaMliknblilk 4.8 8

76 FinebmappingMtheMMHxMregionMinMvsianMpopulationsMidentifiedMnovelMvariantsMmodifyingM
susceptibilityMtoMlungMcancercMLungiCanceraM2017aMffgaMfknbflj 5.9 8

75 RiskMassessmentMmodelsMforMgeneticMriskMpredictorsMofMlungMcancerMusingMtwobstageMreplicationMforM
vsianMandMzuropeanMpopulationscMOncotargetaM2017aMmaMjhnjnbjhnkl 3.3 8

74 vssociationMwetweenMLevelsMofMSexMHormonesMandMRiskMofMzsophagealMvdenocarcinomaMandM
warrettTsMzsophaguscMClinicaliGastroenterologyiandiHepatologyaM2020aMfmaMglefbglenceh 6.9 8

73 TuberculosisMinfectionMandMlungMadenocarcinomaoMMendelianMrandomizationMandMpathwayManalysisMofM
genomebwideMassociationMstudyMdataMfromMneverbsmokingMvsianMwomencMGenomicsaM2020aMffgaMfgghbfghg4.3 8

72 TargetedMsequencingMofMchromosomeMfjqgjMidentifiedMnovelMvariantsMassociatedMwithMriskMofMlungM
cancerMandMsmokingMbehaviorMinMxhinesecMCarcinogenesisaM2017aMhmaMjjgbjjm 4.6 7

71 GeneticMvariantsMinMSerbvrgMproteinbcodingMgenesMareMassociatedMwithMtheMriskMofMnonobstructiveM
azoospermiaMinMxhineseMmencMFertilityiandiSterilityaM2014aMfefaMflffblcefbg 4.8 7

70 vssociationMofMassistedMreproductiveMtechnologyaMgermlineMdeMnovoMmutationsMandMcongenitalMheartM
defectsMinMaMprospectiveMbirthMcohortMstudycMCelliResearchaM2021aMhfaMnfnbngm 24.7 7

69 yatasetMforMregulationMbetweenMlncRNvsMandMtheirMnearbyMproteinbcodingMgenesMinMhumanMcancerscM
DataiiniBriefaM2018aMfnaMfnegbfnek 1.2 7

68 PathwayManalysisMforMaMgenomebwideMassociationMstudyMofMpneumoconiosiscMToxicologyiLettersaM2015aM
ghgaMgmibng 4.4 6

67 SystematicManalysesMofMgeneticMvariantsMinMchromatinMinteractionMregionsMidentifiedMfourMnovelMlungM
cancerMsusceptibilityMlocicMJournaliofiCanceraM2020aMffaMfeljbfemf 4.5 6

66 MitochondrialMyNvMcopyMnumberMisMassociatedMwithMriskMofMheadMandMneckMsquamousMcellMcarcinomaM
inMxhineseMpopulationcMCanceriMedicineaM2018aMlaMgllkbglmg 4.8 6

65 GeneticMvariantsMinMchromatinbremodelingMpathwayMassociatedMwithMlungMcancerMriskMinMaMxhineseM
populationcMGeneaM2016aMjmlaMflmbmg 3.8 6

(2016-2019)
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64
GeneticMvariantsMinMmultisynthetaseMcomplexMgenesMareMassociatedMwithMyNvMdamageMlevelsMinM
xhineseMpopulationscMMutationiResearchixiFundamentaliandiMoleculariMechanismsiofiMutagenesisaM
2016aMlmkaMmbfh

3.3 6

63 MultibmarkerManalysisMofMgenomicMannotationMonMgastricMcancerMGWvSMdataMfromMxhineseM
populationscMGastriciCanceraM2019aMggaMkebkm 7.6 6

62 GeneticMvariantsMatMfepffMconferMriskMofMTetralogyMofMFallotMinMxhineseMofMNanjingcMPLoSiONEaM2014aM
naMemnkhk 3.7 6

61 GeneticMVariationMinMtheMhTbUntranslatedMRegionMofMNwNMGeneMIsMvssociatedMwithMGastricMxancerMRiskM
inMaMxhineseMPopulationcMPLoSiONEaM2015aMfeaMeefhnejn 3.7 6

60 xomprehensiveMfunctionalMannotationMofMsusceptibilityMvariantsMidentifiesMgeneticMheterogeneityM
betweenMlungMadenocarcinomaMandMsquamousMcellMcarcinomacMFrontiersiofiMedicineaM2021aMfjaMgljbgnf 12 6

59 GeneticMvariantsMinMnuclearMyNvMalongMwithMenvironmentalMfactorsMmodifyMmitochondrialMyNvMcopyM
numberoMaMpopulationbbasedMexomebwideMassociationMstudycMBMCiGenomicsaM2018aMfnaMljg 4.5 6

58 vMpotentiallyMfunctionalMpolymorphismMinMvwxGgMpredictsMclinicalMoutcomeMofMnonbsmallMcellMlungM
cancerMinMaMxhineseMpopulationcMPharmacogenomicsiJournalaM2017aMflaMgmebgmj 3.5 5

57 vMfunctionalMSNPMrsfmngnefMinMFOSLfMisMassociatedMwithMgastricMcancerMinMxhineseMpopulationcM
ScientificiReportsaM2017aMlaMiflhl 4.9 5

56 LeukocyteMtelomereMlengthaMlipidMparametersMandMgestationalMdiabetesMriskoMaMcasebcontrolMstudyMinMaM
xhineseMpopulationcMScientificiReportsaM2019aMnaMmimh 4.9 5

55 vssociationMofMexpressionMquantitativeMtraitMlociMforMlongMnoncodingMRNvsMwithMlungMcancerMriskMinM
vsianscMMoleculariCarcinogenesisaM2019aMjmaMfhehbfhfh 5 5

54 GeneticMvariationsMinMmiRbfgjMfamilyMandMtheMsurvivalMofMnonbsmallMcellMlungMcancerMinMxhineseM
populationcMCanceriMedicineaM2019aMmaMgkhkbgkij 4.8 5

53 GeneticMvariantsMinMSMvRxMgenesMareMassociatedMwithMyNvMdamageMlevelsMinMxhineseMpopulationcM
ToxicologyiLettersaM2014aMggnaMhglbhg 4.4 5

52 PotentiallyMfunctionalMpolymorphismsMinMPvKfMareMassociatedMwithMriskMofMlungMcancerMinMaMxhineseM
populationcMCanceriMedicineaM2015aMiaMflmfbl 4.8 5

51 FamilybbasedMwholebexomeMsequencingMidentifiesMnovelMlossbofbfunctionMmutationsMofMforMMarfanM
syndromecMPeerJaM2018aMkaMejngl 3.1 5

50 KITMpolymorphismsMwereMassociatedMwithMtheMriskMforMheadMandMneckMsquamousMcarcinomaMinMxhineseM
populationcMMoleculariCarcinogenesisaM2017aMjkaMghgbghl 5 4

49 zffectsMofMpotentiallyMfunctionalMpolymorphismsMinMsuppressorMofMcytokineMsignalingMhMUSOxShVMonM
theMriskMofMheadMandMneckMsquamousMcancercMJournaliofiOraliPathologyiandiMedicineaM2017aMikaMjnmbkeg 3.3 4

48 PolymorphismsMinMxvRSMareMassociatedMwithMgastricMcancerMriskoMaMtwobstageMcasebcontrolMstudyMinM
theMxhineseMpopulationcMGastriciCanceraM2017aMgeaMniebnil 7.6 4

47 FamilybbasedMwholebgenomeMsequencingMidentifiesMcompoundMheterozygousMproteinbcodingMandM
noncodingMmutationsMinMtetralogyMofMFallotcMGeneaM2020aMlifaMfiijjj 3.8 4
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46 vssociationMofMimMtypeMgMdiabetesMsusceptibilityMlociMwithMfastingMplasmaMglucoseMandMlipidMlevelsMinM
xhineseMHanscMDiabetesiResearchiandiClinicaliPracticeaM2018aMfhnaMffibfgf 7.4 4

45 vMgeneticMvariantMatMKIFfwMpredictsMclinicalMoutcomeMofMHwVbrelatedMhepatocellularMcarcinomaMinM
xhinesecMCanceriEpidemiologyaM2014aMhmaMkembfg 2.8 4

44 vMcisbeQTLMgeneticMvariantMofMtheMcancerbtestisMgeneMxxyxffkMisMassociatedMwithMriskMofMmultipleM
cancerscMHumaniGeneticsaM2017aMfhkaMnmlbnnl 6.3 4

43 RelationshipsMbetweenMsleepMtraitsMandMlungMcancerMriskoMaMprospectiveMcohortMstudyMinMUKMwiobankcM
SleepaM2021aMiiaM 1.1 4

42 vssociationsMwetweenMSleepMQualityMandMHealthMSpanoMvMProspectiveMxohortMStudyMwasedMonM
hgmamjeMUKMwiobankMParticipantscMFrontiersiiniGeneticsaM2021aMfgaMkkhiin 4.5 4

41 SinglebcellMRNvbSeqMrevealsMaMhighlyMcoordinatedMtranscriptionalMprogramMinMmouseMgermMcellsM
duringMprimordialMfollicleMformationcMAgingiCellaM2021aMgeaMefhigi 9.9 4

40 FineMmappingMtheMMHxMregionMidentifiedMrsinnlejgMasMaMnewMvariantMassociatedMwithM
nonobstructiveMazoospermiaMinMHanMxhineseMmalescMFertilityiandiSterilityaM2019aMfffaMkfbkm 4.8 4

39 IntegratedMgenebbasedMandMpathwayManalysesMusingMUKMwiobankMdataMidentifyMnovelMgenesMforM
chronicMrespiratoryMdiseasescMGeneaM2021aMlklaMfijgml 3.8 4

38 GenomebwideManalysisMofMexpressionMquantitativeMtraitMlociMidentifiedMpotentialMlungMcancerM
susceptibilityMvariantsMamongMvsianMpopulationscMCarcinogenesisaM2019aMieaMgkhbgkm 4.6 3

37 IntegratingMofMgenomicMandMtranscriptomicMprofilesMforMtheMprognosticMassessmentMofMbreastMcancercM
BreastiCanceriResearchiandiTreatmentaM2019aMfljaMknfbknn 4.4 3

36
GeneticMvariantsMofMHgvXMgeneMwereMassociatedMwithMPMgcjbmodulatedMyNvMdamageMlevelsMinM
xhineseMHanMpopulationscMMutationiResearchixiFundamentaliandiMoleculariMechanismsiofi
MutagenesisaM2015aMllmaMifbj

3.3 3

35 GenomicMSignatureMofMMismatchMRepairMyeficiencyMinMvrecaMNutbRelatedMOralMxancercMJournaliofi
DentaliResearchaM2020aMnnaMfgjgbfgkf 8.1 3

34 xrossbxancerMPleiotropicMvnalysisMRevealsMNovelMSusceptibilityMLociMforMLungMxancercMFrontiersiini
OncologyaM2019aMnaMfing 5.3 3

33 FunctionalMPolymorphismsMinMvreMRelatedMtoMHepatocellularMxarcinomaMRiskMinMxhineseMPopulationcM
BioMediResearchiInternationalaM2018aMgefmaMfgjgmin 3 3

32 GeneticMvariantsMaffectingMtelomereMlengthMareMassociatedMwithMtheMprognosisMofMesophagealM
squamousMcellMcarcinomaMinMaMxhineseMpopulationcMMoleculariCarcinogenesisaM2017aMjkaMfegfbfegn 5 3

31 GeneticMvariantsMatMfeqghchhMareMassociatedMwithMplasmaMlipidMlevelsMinMaMxhineseMpopulationcMJournali
ofiBiomedicaliResearchaM2014aMgmaMjhbm 1.5 3

30 SystematicManalysesMofMregulatoryMvariantsMinMyNaseMIMhypersensitiveMsitesMidentifiedMtwoMnovelMlungM
cancerMsusceptibilityMlocicMCarcinogenesisaM2019aMieaMihgbiie 4.6 3

29 GastricMcancerMmayMshareMgeneticMpredispositionMwithMesophagealMsquamousMcellMcarcinomaMinM
xhineseMpopulationscMJournaliofiHumaniGeneticsaM2018aMkhaMffjnbffkm 4.3 3

(2018-2018)

9



28
SystematicalManalysesMofMvariantsMinMyNaseMIMhypersensitiveMsitesMtoMidentifyMhepatocellularM
carcinomaMsusceptibilityMlociMinMaMxhineseMpopulationcMJournaliofiGastroenterologyiandiHepatologyi
sAustraliataM2017aMhgaMfmmlbfmni

4 2

27 GeneticMvssociationMofMPlasmaMHomocysteineMLevelsMwithMGastricMxancerMRiskoMvMTwobSampleM
MendelianMRandomizationMStudycMCanceriEpidemiologyiBiomarkersiandiPreventionaM2020aMgnaMimlbing 4 2

26 GeneticMVariantsMinMtheMPromoterMRegionMofMandMtheMRiskMofMwreastMxancercMBioMediResearchi
InternationalaM2017aMgeflaMghjgmli 3 2

25 PredictorsMofMHypertensionMinMMauritiansMwithMNormotensionMandMPrehypertensionMatMwaselineoMvM
xohortMStudycMInternationaliJournaliofiEnvironmentaliResearchiandiPubliciHealthaM2018aMfjaM 4.6 2

24 PotentiallyMFunctionalMPolymorphismsMinMPOUjFfMGeneMvreMvssociatedMwithMtheMRiskMofMLungMxancerM
inMHanMxhinesecMBioMediResearchiInternationalaM2015aMgefjaMmjfhge 3 2

23 SomeMtipsMaboutMstatisticsMonMmedicalMresearchcMJournaliofiThoraciciDiseaseaM2015aMlaMzfllbm 2.6 2

22 GenomebwideMassociationMstudyMofMINyzLsMidentifiedMfourMnovelMsusceptibilityMlociMassociatedMwithM
lungMcancerMriskcMInternationaliJournaliofiCanceraM2020aMfikaMgmjjbgmki 7.5 2

21 InvestigationMofMtheMrelationshipsMbetweenMsleepMbehaviorsMandMriskMofMhealthspanMterminationoMaM
prospectiveMcohortMstudyMbasedMonMhghahlhMUKbwiobankMparticipantscMSleepiandiBreathingaM2021aMf 3.1 2

20 IdentificationMofMvbtobIMRNvMeditingMprofilesMandMtheirMclinicalMrelevanceMinMlungMadenocarcinomacM
ScienceiChinaiLifeiSciencesaM2021aMf 8.5 2

19
vssociationMvnalysisMofMyriverMGenebRelatedMGeneticMVariantsMIdentifiedMNovelMLungMxancerM
SusceptibilityMLociMwithMgeamlfMLungMxancerMxasesMandMfjanlfMxontrolscMCanceriEpidemiologyi
BiomarkersiandiPreventionaM2020aMgnaMfighbfign

4 2

18 FineMmappingMinMTzRTbxLPTMfLMregionMidentifiedMthreeMindependentMlungMcancerMsusceptibilityM
signalsoMvMlargebscaleMmultibethnicMpopulationMstudycMMoleculariCarcinogenesisaM2018aMjlaMfgmnbfgnn 5 2

17 xirculatingMxbreactiveMproteinMincreasesMlungMcancerMriskoMResultsMfromMaMprospectiveMcohortMofMUKM
wiobankcMInternationaliJournaliofiCanceraM2022aMfjeaMilbjj 7.5 2

16 yietMandMRiskMofMIncidentMLungMxanceroMvMLargeMProspectiveMxohortMStudyMinMUKMwiobankcMAmericani
JournaliofiClinicaliNutritionaM2021aM 7 2

15 TranscriptomebwideMassociationMstudyMforMpersistentMhepatitisMwMvirusMinfectionMandMrelatedM
hepatocellularMcarcinomacMLiveriInternationalaM2020aMieaMgfflbgfgl 7.9 1

14 GeneticMVariationsMinMmiRbheMFamilyMMemberMRegulatoryMRegionsMvreMvssociatedMwithMwreastMxancerM
RiskMinMaMxhineseMPopulationcMBioMediResearchiInternationalaM2020aMgegeaMmlmfhim 3 1

13 SexbSpecificMvssociationsMofMTestosteroneMandMGeneticMFactorsMWithMHealthMSpanccMFrontiersiini
EndocrinologyaM2021aMfgaMllhiki 5.7 1

12
UsingMstructuralManalysisMtoMexploreMtheMroleMofMhepatitisMwMvirusMmutationsMinMimmuneMescapeMfromM
liverMcancerMinMxhineseaMzuropeanMandMvmericanMpopulationscMJournaliofiBiomoleculariStructureiandi
DynamicsaM2020aMfbff

3.6 1

11 vnalysisMofMtheMinteractionMeffectMofMimMSNPsMandMobesityMonMtypeMgMdiabetesMinMxhineseMHanscMBMJi
OpeniDiabetesiResearchiandiCareaM2020aMmaM 4.5 1
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10 IdentificationMofMRecurrentMVariantsMinMandMacrossMMultipleMxancersMinMtheMxhineseMPopulationcM
BioMediResearchiInternationalaM2020aMgegeaMklhnmgh 3 1

9 InvestigationMofMxausalMzffectMofMTypeMgMyiabetesMMellitusMonMLungMxanceroMvMMendelianM
RandomizationMStudycMFrontiersiiniGeneticsaM2021aMfgaMklhkml 4.5 1

8 IdentificationMofMgeneticMfeaturesMassociatedMwithMfineMparticulateMmatterMUPMgcjVMmodulatedMyNvM
damageMusingMimprovedMrandomMforestManalysiscMGeneaM2020aMlieaMfiijle 3.8 0

7 vMcrossbtissueMtranscriptomebwideMassociationMstudyMidentifiesMnovelMsusceptibilityMgenesMforMlungM
cancerMinMxhineseMpopulationscMHumaniMoleculariGeneticsaM2021aMheaMfkkkbfklk 5.6 0

6 GenomebwideMgenebsmokingMinteractionMstudyMidentifiedMnovelMsusceptibilityMlociMforMnonbsmallMcellM
lungMcancerMinMxhineseMpopulationscMCarcinogenesisaM2021aMigaMffjibffkf 4.6 0

5 GeneticMvariantsMinMautophagyMassociatedMgenesMareMassociatedMwithMyNvMdamageMlevelsMinMxhineseM
populationcMGeneaM2017aMkgkaMifibifn 3.8

4 FineMMappingMinMxhromosomeMhqgmMIdentifiedMTwoMVariantsMvssociatedMwithMLungMxancerMRiskMinM
vsianMPopulationcMJournaliofiCanceraM2019aMfeaMfmkgbfmkn 4.5

3 PotentialMfunctionalMvariantsMofMKIvvMgenesMareMassociatedMwithMbreastMcancerMriskMinMaMcaseMcontrolM
studycMAnnalsiofiTranslationaliMedicineaM2021aMnaMjin 3.2

2 xodingMvariantsMinMtheMPxNTMandMxzPgnjMgenesMcontributeMtoMbreastMcancerMriskMinMxhineseMwomencM
PathologyiResearchiandiPracticeaM2021aMggjaMfjhjmf 3.4

1 vssociationMwetweenMNeuroticismMandMRiskMofMLungMxanceroMResultsMFromMObservationalMandM
MendelianMRandomizationMvnalysesccMFrontiersiiniOncologyaM2022aMfgaMmhkfjn 5.3
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