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41 DifferentiallyPexpressedPgenesPreflectPdiseaseeinducedPratherPthanPdiseaseecausingPchangesPinPtheP
transcriptomefPNaturerCommunicationsdP2021dPijdPmnlo 17.4 7

40 ThePgenomicPhistoryPofPthePyegeanPpalatialPcivilizationsfPCelldP2021dPipldPjmnmejmpnfeji 56.2 7

39 EfficientPphasingPandPimputationPofPlowecoveragePsequencingPdataPusingPlargePreferencePpanelsfP
NaturerGeneticsdP2021dPmkdPijheijn 36.3 33

38 GenePregulationPcontributesPtoPexplainPthePimpactPofPearlyPlifePsocioeconomicPdisadvantagePonP
adultPinflammatoryPlevelsPinPtwoPcohortPstudiesfPScientificrReportsdP2021dPiidPkihh 4.9 6

37 ThePmolecularPbasisdPgeneticPcontrolPandPpleiotropicPeffectsPofPlocalPgenePcoeexpressionfPNaturer
CommunicationsdP2021dPijdPlplj 17.4 1

36 GenotypePimputationPusingPthePPositionalPzurrowsPWheelerPTransformfPPLoSrGeneticsdP2020dPindPeihhqhlq6 18

35 HighethroughputPSyRSeCoVejPandPhostPgenomePsequencingPfromPsinglePnasopharyngealPswabsP
2020dP 4

34 yPgenomeewidePassociationPstudyPofPsharedPriskPacrossPpsychiatricPdisordersPimplicatesPgeneP
regulationPduringPfetalPneurodevelopmentfPNaturerNeurosciencedP2019dPjjdPkmkekni 25.5 93

33 ExpressionPestimationPandPeQTLPmappingPforPHLyPgenesPwithPaPpersonalizedPpipelinefPPLoSrGenetics
dP2019dPimdPeihhphqi 6 34

32 ChromatinPthreeedimensionalPinteractionsPmediatePgeneticPeffectsPonPgenePexpressionfPSciencedP
2019dPknldP 33.3 85

31 yccuratedPscalablePandPintegrativePhaplotypePestimationfPNaturerCommunicationsdP2019dPihdPmlkn 17.4 89

30 ThePUKPziobankPresourcePwithPdeepPphenotypingPandPgenomicPdatafPNaturedP2018dPmnjdPjhkejhq 50.4 2108

29 MzVrPaPmethodPtoPsolvePsamplePmislabelingPandPdetectPtechnicalPbiasPinPlargePcombinedPgenotypeP
andPsequencingPassayPdatasetsfPBioinformaticsdP2017dPkkdPipqmeipqo 7.2 15

28 yPcompletePtoolPsetPforPmolecularPQTLPdiscoveryPandPanalysisfPNaturerCommunicationsdP2017dPpdPimlmj 17.4 103

27 PredictingPcausalPvariantsPaffectingPexpressionPbyPusingPwholeegenomePsequencingPandPRNyeseqP
fromPmultiplePhumanPtissuesfPNaturerGeneticsdP2017dPlqdPioloeiomi 36.3 55

26 EstimatingPthePcausalPtissuesPforPcomplexPtraitsPandPdiseasesfPNaturerGeneticsdP2017dPlqdPinoneinpk 36.3 106

25 ThePeffectPofPgeneticPvariationPonPpromoterPusagePandPenhancerPactivityfPNaturerCommunicationsdP
2017dPpdPikmp 17.4 26
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24 yPreferencePpanelPofPnldqonPhaplotypesPforPgenotypePimputationfPNaturerGeneticsdP2016dPlpdPijoqepk 36.3 1447

23 HaplotypePestimationPforPbiobankescalePdataPsetsfPNaturerGeneticsdP2016dPlpdPpioejh 36.3 121

22 FastPandPefficientPQTLPmapperPforPthousandsPofPmolecularPphenotypesfPBioinformaticsdP2016dPkjdPiloqepm7.2 241

21 PhasingPforPmedicalPsequencingPusingPrarePvariantsPandPlargePhaplotypePreferencePpanelsfP
BioinformaticsdP2016dPkjdPiqoleph 7.2 15

20
NovelPinsightsPintoPthePgeneticsPofPsmokingPbehaviourdPlungPfunctiondPandPchronicPobstructiveP
pulmonaryPdiseasePXUKPziLEVEarPaPgeneticPassociationPstudyPinPUKPziobankfPLancetrRespiratoryr
Medicine,thedP2015dPkdPonqepi

35.1 245

19 PopulationPVariationPandPGeneticPControlPofPModularPChromatinPyrchitecturePinPHumansfPCelldP2015dP
injdPihkqemh 56.2 156

18 IdentificationPofPGenesPWhosePExpressionPProfilePIsPyssociatedPwithPNoneProgressionPtowardsPyIDSP
UsingPeQTLsfPPLoSrONEdP2015dPihdPehiknqpq 3.7 7

17 ziasedPallelicPexpressionPinPhumanPprimaryPfibroblastPsinglePcellsfPAmericanrJournalrofrHumanr
GeneticsdP2015dPqndPoheph 11 88

16 IntegratingPsequencePandParrayPdataPtoPcreatePanPimprovedPihhhPGenomesPProjectPhaplotypeP
referencePpanelfPNaturerCommunicationsdP2014dPmdPkqkl 17.4 253

15 yPgeneralPapproachPforPhaplotypePphasingPacrossPthePfullPspectrumPofPrelatednessfPPLoSrGeneticsdP
2014dPihdPeihhljkl 6 377

14 yPgenomeewidePassociationPstudyPinPCaucasianPwomenPpointsPoutPaPputativeProlePofPthePSTXzPmLP
genePinPfacialPphotoagingfPJournalrofrInvestigativerDermatologydP2013dPikkdPqjqekm 4.3 32

13 HaplotypePestimationPusingPsequencingPreadsfPAmericanrJournalrofrHumanrGeneticsdP2013dPqkdPnpoeqn 11 254

12 ImprovedPwholeechromosomePphasingPforPdiseasePandPpopulationPgeneticPstudiesfPNaturerMethodsdP
2013dPihdPmen 21.6 868

11 yssociationPstudyPofPcommonPgeneticPvariantsPandPHIVeiPacquisitionPinPndkhhPinfectedPcasesPandP
odjhhPcontrolsfPPLoSrPathogensdP2013dPqdPeihhkmim 7.6 86

10 MulticohortPgenomewidePassociationPstudyPrevealsPaPnewPsignalPofPprotectionPagainstPHIVeiP
acquisitionfPJournalrofrInfectiousrDiseasesdP2012dPjhmdPiimmenj 7 21

9 yPlinearPcomplexityPphasingPmethodPforPthousandsPofPgenomesfPNaturerMethodsdP2011dPqdPioqepi 21.6 1228

8 GenomeewidePassociationPstudyPimplicatesPPyRDkzebasedPyIDSPrestrictionfPJournalrofrInfectiousr
DiseasesdP2011dPjhkdPilqiemhj 7 45

7 CDkqgadenosinePpathwayPisPinvolvedPinPyIDSPprogressionfPPLoSrPathogensdP2011dPodPeihhjiih 7.6 128
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6 GenomeewidePassociationPscanPinPHIVeieinfectedPindividualsPidentifyingPvariantsPinfluencingPdiseaseP
coursefPPLoSrONEdP2011dPndPejjjhp 3.7 32

5 ParenteofeoriginPeffectsPinPthePUKPziobank 2

4 ImprovedPwholeechromosomePphasingPforPdiseasePandPpopulationPgeneticPstudies 1

3 EfficientPphasingPandPimputationPofPlowecoveragePsequencingPdataPusingPlargePreferencePpanels 3

2 IntegrativePhaplotypePestimationPwithPsubelinearPcomplexity 4

1 GenotypePimputationPusingPthePPositionalPzurrowsPWheelerPTransform 6
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