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139 TheKPR‘vwKdatabaseKandKrelatedKtoolsKandKresourcesKinKdbcklKimprovingKsupportKforKquantificationK
dataYKNucleiciAcidsiResearchWK2019WKfiWKvffdXvfgb 20.1 3856

138 dbchKupdateKofKtheKPR‘vwKdatabaseKandKitsKrelatedKtoolsYKNucleiciAcidsiResearchWK2016WKffWKvffiXgh 20.1 2440

137 ProteomeXchangeKprovidesKgloballyKcoordinatedKproteomicsKdataKsubmissionKandKdisseminationYK
NatureiBiotechnologyWK2014WKedWKddeXh 44.5 2053

136 TheKPRoteomicsK‘vwntificationsKSPR‘vwTKdatabaseKandKassociatedKtoolslKstatusKinKdbceYKNucleiciAcidsi
ResearchWK2013WKfcWKvcbheXk 20.1 1587

135 TheKProteomeXchangeKconsortiumKinKdbcilKsupportingKtheKculturalKchangeKinKproteomicsKpublicK
dataKdepositionYKNucleiciAcidsiResearchWK2017WKfgWKvccbbXvccbh 20.1 568

134 ShorthandKnotationKforKlipidKstructuresKderivedKfromKmassKspectrometryYKJournaliofiLipidiResearchWK
2013WKgfWKcgdeXcgeb 6.3 531

133 sKzUPOKtestKsampleKstudyKrevealsKcommonKproblemsKinKmassKspectrometryXbasedKproteomicsYK
NatureiMethodsWK2009WKhWKfdeXeb 21.6 270

132 wxpressionKstlaslKgeneKandKproteinKexpressionKacrossKmultipleKstudiesKandKorganismsYKNucleiciAcidsi
ResearchWK2018WKfhWKvdfhXvdgc 20.1 222

131 TheKProteomeXchangeKconsortiumKinKdbdblKenablingKRbigKdataRKapproachesKinKproteomicsYKNucleici
AcidsiResearchWK2020WKfjWKvccfgXvccgd 20.1 212

130 TheKPR‘vwKdatabaseKresourcesKinKdbddlKaKhubKforKmassKspectrometryXbasedKproteomicsKevidencesYK
NucleiciAcidsiResearchWK2021WK 20.1 200

129 TheKProteomicsK‘dentificationsKdatabaselKdbcbKupdateYKNucleiciAcidsiResearchWK2010WKejWKviehXfd 20.1 199

128 sKguideKtoKtheKProteomicsK‘dentificationsKvatabaseKproteomicsKdataKrepositoryYKProteomicsWK2009WK
kWKfdihXje 4.8 198

127 wxpressionKstlasKupdatelKfromKtissuesKtoKsingleKcellsYKNucleiciAcidsiResearchWK2020WKfjWKviiXvje 20.1 159

126 PR‘vwKuonverterlKmakingKproteomicsKdataXsharingKeasyYKNatureiBiotechnologyWK2009WKdiWKgkjXk 44.5 152

125 TheKmz‘dentMβKdataKstandardKforKmassKspectrometryXbasedKproteomicsKresultsYKMoleculariandi
CellulariProteomicsWK2012WKccWKMcccYbcfejc 7.6 150

124 MakingKsenseKofKbigKdataKinKhealthKresearchlKTowardsKanKwUKactionKplanYKGenomeiMedicineWK2016WKjWKic 14.4 146

123 MakingKproteomicsKdataKaccessibleKandKreusablelKcurrentKstateKofKproteomicsKdatabasesKandK
repositoriesYKProteomicsWK2015WKcgWKkebXfk 4.8 138
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122 TheKfunctionalKlandscapeKofKtheKhumanKphosphoproteomeYKNatureiBiotechnologyWK2020WKejWKehgXeie 44.5 106

121 viscoveringKandKlinkingKpublicKomicsKdataKsetsKusingKtheKOmicsKviscoveryK‘ndexYKNaturei
BiotechnologyWK2017WKegWKfbhXfbk 44.5 105

120 PR‘vwK‘nspectorlKaKtoolKtoKvisualizeKandKvalidateKMSKproteomicsKdataYKNatureiBiotechnologyWK2012WK
ebWKcegXi 44.5 103

119 RecognizingKmillionsKofKconsistentlyKunidentifiedKspectraKacrossKhundredsKofKshotgunKproteomicsK
datasetsYKNatureiMethodsWK2016WKceWKhgcXhgh 21.6 99

118
TheKmzTabKdataKexchangeKformatlKcommunicatingKmassXspectrometryXbasedKproteomicsKandK
metabolomicsKexperimentalKresultsKtoKaKwiderKaudienceYKMoleculariandiCellulariProteomicsWK2014WK
ceWKdihgXig

7.6 96

117
TheKPRoteomicsK‘vwntificationKSPR‘vwTKuonverterKdKframeworklKanKimprovedKsuiteKofKtoolsKtoK
facilitateKdataKsubmissionKtoKtheKPR‘vwKdatabaseKandKtheKProteomeXchangeKconsortiumYKMoleculari
andiCellulariProteomicsWK2012WKccWKchjdXk

7.6 96

116
PR‘vwK‘nspectorKToolsuitelKMovingKTowardKaKUniversalKVisualizationKToolKforKProteomicsKvataK
StandardKxormatsKandKQualityKsssessmentKofKProteomeXchangeKvatasetsYKMoleculariandiCellulari
ProteomicsWK2016WKcgWKebgXci

7.6 91

115 TheKSysteMzuKstlasKprojectYKNucleiciAcidsiResearchWK2018WKfhWKvcdeiXvcdfi 20.1 87

114 TheKOntologyKβookupKServicelKbiggerKandKbetterYKNucleiciAcidsiResearchWK2010WKejWKWcggXhb 20.1 82

113
uloningKandKcharacterizationKofKtheKergcKgeneKofKTrichodermaKharzianumlKeffectKofKtheKergcK
silencingKonKergosterolKbiosynthesisKandKresistanceKtoKterbinafineYKFungaliGeneticsiandiBiologyWK
2006WKfeWKchfXij

3.9 69

112 sKyoldenKsgeKforKWorkingKwithKPublicKProteomicsKvataYKTrendsiiniBiochemicaliSciencesWK2017WKfdWKeeeXefc10.3 65

111 yeneticKdiversityKshownKinKTrichodermaKbiocontrolKisolatesYKMycologicaliResearchWK2004WKcbjWKjkiXkbh 63

110
uharacterizationKofKgenesKencodingKnovelKpeptidasesKinKtheKbiocontrolKfungusKTrichodermaK
harzianumKuwuTKdfceKusingKtheKTrichowSTKfunctionalKgenomicsKapproachYKCurrentiGeneticsWK2007WK
gcWKeecXfd

2.9 62

109 ProteomicsKStandardsK‘nitiativelKxifteenKYearsKofKProgressKandKxutureKWorkYKJournaliofiProteomei
ResearchWK2017WKchWKfdjjXfdkj 5.6 61

108 OpenKsourceKlibrariesKandKframeworksKforKmassKspectrometryKbasedKproteomicslKaKdeveloperRsK
perspectiveYKBiochimicaiEtiBiophysicaiActai-iProteinsiandiProteomicsWK2014WKcjffWKheXih 4 59

107 βipidzomelKaKdatabaseKofKtheoreticalKlipidsKoptimizedKforKhighKthroughputKmassKspectrometryK
lipidomicsYKPLoSiONEWK2013WKjWKehckgc 3.7 59

106 sKhighXstringencyKblueprintKofKtheKhumanKproteomeYKNatureiCommunicationsWK2020WKccWKgebc 17.4 59

105 xirstKuommunityXWideWKuomparativeKurossXβinkingKMassKSpectrometryKStudyYKAnalyticaliChemistryWK
2019WKkcWKhkgeXhkhc 7.8 57
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104
SeparationKandKidentificationKofKvolatileKcomponentsKinKtheKfermentationKbrothKofKTrichodermaK
atrovirideKbyKsolidXphaseKextractionKandKgasKchromatographyXmassKspectrometryYKJournaliofi
ChromatographiciScienceWK2000WKejWKfdcXf

1.4 57

103 TheKzUPOKproteomicsKstandardsKinitiativeXKmassKspectrometryKcontrolledKvocabularyYKDatabase:ithei
JournaliofiBiologicaliDatabasesiandiCurationWK2013WKdbceWKbatbbk 5 56

102 TheKmzQuantMβKdataKstandardKforKmassKspectrometryXbasedKquantitativeKstudiesKinKproteomicsYK
MoleculariandiCellulariProteomicsWK2013WKcdWKdeedXfb 7.6 55

101 wxploringKtheKpotentialKofKpublicKproteomicsKdataYKProteomicsWK2016WKchWKdcfXdg 4.8 54

100 yenerationWKannotationKandKanalysisKofKwSTsKfromKTrichodermaKharzianumKuwuTKdfceYKBMCi
GenomicsWK2006WKiWKcke 4.5 53

99 QuestKforKMissingKProteinslKUpdateKdbcgKonKuhromosomeXuentricKzumanKProteomeKProjectYK
JournaliofiProteomeiResearchWK2015WKcfWKefcgXec 5.6 50

98 ProteomicKtemporalKprofileKofKhumanKbrainKendotheliumKafterKoxidativeKstressYKStrokeWK2011WKfdWKeiXfe 6.7 50

97
PartialKsilencingKofKaKhydroxyXmethylglutarylXuosKreductaseXencodingKgeneKinKTrichodermaK
harzianumKuwuTKdfceKresultsKinKaKlowerKlevelKofKresistanceKtoKlovastatinKandKlowerKantifungalK
activityYKFungaliGeneticsiandiBiologyWK2007WKffWKdhkXje

3.9 50

96 velicateKMetabolicKuontrolKandKuoordinatedKStressKResponseKuriticallyKvetermineKsntifungalK
ToleranceKofKuandidaKalbicansKtiofilmKPersistersYKAntimicrobialiAgentsiandiChemotherapyWK2015WKgkWKhcbcXcd5.9 49

95 PR‘vwKulusterlKbuildingKaKconsensusKofKproteomicsKdataYKNatureiMethodsWK2013WKcbWKkgXh 21.6 49

94
yeneKexpressionKanalysisKofKtheKbiocontrolKfungusKTrichodermaKharzianumKinKtheKpresenceKofK
tomatoKplantsWKchitinWKorKglucoseKusingKaKhighXdensityKoligonucleotideKmicroarrayYKBMCiMicrobiologyWK
2009WKkWKdci

4.5 49

93 ProteomicsKdataKrepositorieslKprovidingKaKsafeKhavenKforKyourKdataKandKactingKasKaKspringboardKforK
furtherKresearchYKJournaliofiProteomicsWK2010WKieWKdcehXfh 3.9 49

92 uellKwallXdegradingKisoenzymeKprofilesKofKTrichodermaKbiocontrolKstrainsKshowKcorrelationKwithK
rvNsKtaxonomicKspeciesYKCurrentiGeneticsWK2004WKfhWKdiiXjh 2.9 46

91 βackKofKylycogeninKuausesKylycogenKsccumulationKandKMuscleKxunctionK‘mpairmentYKCelli
MetabolismWK2017WKdhWKdghXdhhYef 24.6 45

90 OrganelleKproteomicsKexperimentalKdesignsKandKanalysisYKProteomicsWK2010WKcbWKekgiXhk 4.8 44

89 vevelopmentKofKdataKrepresentationKstandardsKbyKtheKhumanKproteomeKorganizationKproteomicsK
standardsKinitiativeYKJournaliofitheiAmericaniMedicaliInformaticsiAssociation:iJAMIAWK2015WKddWKfkgXgbh 8.6 42

88 QuantifyingKtheKimpactKofKpublicKomicsKdataYKNatureiCommunicationsWK2019WKcbWKegcd 17.4 42

87 zowKtoKsubmitKMSKproteomicsKdataKtoKProteomeXchangeKviaKtheKPR‘vwKdatabaseYKProteomicsWK2014WK
cfWKddeeXfc 4.8 41
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86 sccurateKandKfastKfeatureKselectionKworkflowKforKhighXdimensionalKomicsKdataYKPLoSiONEWK2017WKcdWKebcjkjig3.7 40

85 sKcomparisonKofKtheKphenotypicKandKgeneticKstabilityKofKrecombinantKTrichodermaKsppYKgeneratedK
byKprotoplastXKandKsgrobacteriumXmediatedKtransformationYKJournaliofiMicrobiologyWK2006WKffWKejeXkg 3 39

84 yenerationWKannotationWKandKanalysisKofKwSTsKfromKfourKdifferentKTrichodermaKstrainsKgrownKunderK
conditionsKrelatedKtoKbiocontrolYKAppliediMicrobiologyiandiBiotechnologyWK2007WKigWKjgeXhd 5.7 38

83 TheKmz‘dentMβKvataKStandardKVersionKcYdWKSupportingKsdvancesKinKProteomeK‘nformaticsYK
MoleculariandiCellulariProteomicsWK2017WKchWKcdigXcdjg 7.6 37

82 ScreeningKofKantimicrobialKactivitiesKinKTrichodermaKisolatesKrepresentingKthreeKtrichodermaK
sectionsYKMycologicaliResearchWK2005WKcbkWKcekiXfbh 37

81 qcMβlKanKexchangeKformatKforKqualityKcontrolKmetricsKfromKmassKspectrometryKexperimentsYK
MoleculariandiCellulariProteomicsWK2014WKceWKckbgXce 7.6 36

80 snalyzingKlargeXscaleKproteomicsKprojectsKwithKlatentKsemanticKindexingYKJournaliofiProteomei
ResearchWK2008WKiWKcjdXkc 5.6 36

79 TheKPS‘KformalKdocumentKprocessKandKitsKimplementationKonKtheKPS‘KwebsiteYKProteomicsWK2007WKiWKdeggXi4.8 35

78 OpenKsourceKlibrariesKandKframeworksKforKbiologicalKdataKvisualisationlKaKguideKforKdevelopersYK
ProteomicsWK2015WKcgWKceghXif 4.8 34

77 ThPTRdWKaKdiatriXpeptideKtransporterKgeneKfromKTrichodermaKharzianumYKFungaliGeneticsiandi
BiologyWK2006WKfeWKdefXfh 3.9 34

76 vetectionKofKputativeKpeptideKsynthetaseKgenesKinKTrichodermaKspecieslKapplicationKofKthisKmethodK
toKtheKcloningKofKaKgeneKfromKTYKharzianumKuwuTKdfceYKFEMSiMicrobiologyiLettersWK2005WKdffWKcekXfj 2.9 34

75 TheKzumanK‘mmunopeptidomeKProjectlKsKRoadmapKtoKPredictKandKTreatK‘mmuneKviseasesYK
MoleculariandiCellulariProteomicsWK2020WKckWKecXfk 7.6 33

74 ‘soelectricKpointKoptimizationKusingKpeptideKdescriptorsKandKsupportKvectorKmachinesYKJournaliofi
ProteomicsWK2012WKigWKddhkXif 3.9 30

73 PR‘vwlKqualityKcontrolKinKaKproteomicsKdataKrepositoryYKDatabase:itheiJournaliofiBiologicaliDatabasesi
andiCurationWK2012WKdbcdWKbasbbf 5 30

72 TheKwβ‘X‘RKuoreKvataKResourceslKfundamentalKinfrastructureKforKtheKlifeKsciencesYKBioinformaticsWK
2020WKehWKdhehXdhfd 7.2 29

71 UsingKtheKPR‘vwKvatabaseKandKProteomeXchangeKforKSubmittingKandKsccessingKPublicKProteomicsK
vatasetsYKCurrentiProtocolsiiniBioinformaticsWK2017WKgkWKceYecYcXceYecYcd 24.2 29

70 virectKwvidenceKofKtheKPresenceKofKurossXβinkedKs˛†KvimersKinKtheKtrainsKofKslzheimerRsKviseaseK
PatientsYKAnalyticaliChemistryWK2018WKkbWKfggdXfghb 7.8 28

69 ToolsKSViewerWKβibraryKandKValidatorTKthatKfacilitateKuseKofKtheKpeptideKandKproteinKidentificationK
standardKformatWKtermedKmz‘dentMβYKMoleculariandiCellulariProteomicsWK2013WKcdWKebdhXeg 7.6 28
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68 mzTabXMlKsKvataKStandardKforKSharingKQuantitativeKResultsKinKMassKSpectrometryKMetabolomicsYK
AnalyticaliChemistryWK2019WKkcWKeebdXeecb 7.8 27

67 sKpublicKrepositoryKforKmassKspectrometryKimagingKdataYKAnalyticaliandiBioanalyticaliChemistryWK
2015WKfbiWKdbdiXee 4.4 27

66 ProxormalKsKStandardKProteoformKNotationYKJournaliofiProteomeiResearchWK2018WKciWKcedcXcedg 5.6 27

65 jmz‘dentMβKsP‘lKsK’avaKinterfaceKtoKtheKmz‘dentMβKstandardKforKpeptideKandKproteinKidentificationK
dataYKProteomicsWK2012WKcdWKikbXf 4.8 27

64 ‘mprovementsKinKtheKProteinK‘dentifierKurossXReferenceKserviceYKNucleiciAcidsiResearchWK2012WKfbWKWdihXjb20.1 27

63 msXdataXcoreXapilKanKopenXsourceWKmetadataXorientedKlibraryKforKcomputationalKproteomicsYK
BioinformaticsWK2015WKecWKdkbeXg 7.2 26

62 uontrolledKvocabulariesKandKontologiesKinKproteomicslKoverviewWKprinciplesKandKpracticeYKBiochimicai
EtiBiophysicaiActai-iProteinsiandiProteomicsWK2014WKcjffWKkjXcbi 4 26

61 jmzReaderlKsK’avaKparserKlibraryKtoKprocessKandKvisualizeKmultipleKtextKandKXMβXbasedKmassK
spectrometryKdataKformatsYKProteomicsWK2012WKcdWKikgXj 4.8 26

60 wxpandingKtheKUseKofKSpectralKβibrariesKinKProteomicsYKJournaliofiProteomeiResearchWK2018WKciWKfbgcXfbhb5.6 26

59 sKfiveXlevelKclassificationKsystemKforKproteoformKidentificationsYKNatureiMethodsWK2019WKchWKkekXkfb 21.6 25

58 uonsequencesKofKtheKdiscontinuationKofKtheK‘nternationalKProteinK‘ndexKS‘P‘TKdatabaseKandKitsK
substitutionKbyKtheKUniProt tKMcompleteKproteomeMKsetsYKProteomicsWK2011WKccWKffefXj 4.8 24

57 MicrobialKcontaminationKofKcarcassesKandKequipmentKfromKanK‘berianKpigKslaughterhouseYKJournaliofi
FoodiProtectionWK2000WKheWKchibXg 2.5 24

56 snalysisKofKtheKexperimentalKdetectionKofKcentralKnervousKsystemXrelatedKgenesKinKhumanKbrainKandK
cerebrospinalKfluidKdatasetsYKProteomicsWK2008WKjWKccejXfj 4.8 18

55 vetectionKofKpeptaibolsKandKpartialKcloningKofKaKputativeKpeptaibolKsynthetaseKgeneKfromKTYK
harzianumKuwuTKdfceYKFoliaiMicrobiologicaWK2006WKgcWKccfXdb 2.8 17

54 TheKprotsMKandKprotedKstandardKformatslKenablingKaKseamlessKintegrationKofKgenomicsKandK
proteomicsKdataYKGenomeiBiologyWK2018WKckWKcd 18.3 16

53 sKstandardizedKframingKforKreportingKproteinKidentificationsKinKmz‘dentMβKcYdYKProteomicsWK2014WK
cfWKdejkXkk 4.8 16

52 PublishedKandKperishedqKTheKinfluenceKofKtheKsearchedKproteinKdatabaseKonKtheKlongXtermKstorageK
ofKproteomicsKdataYKMoleculariandiCellulariProteomicsWK2011WKcbWKMcccYbbjfkb 7.6 16

51 ‘ntroducingKtheKPR‘vwKsrchiveKRwSTfulKwebKservicesYKNucleiciAcidsiResearchWK2015WKfeWKWgkkXhbf 20.1 15
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50 snalysisKofKtheKproteinKdomainKandKdomainKarchitectureKcontentKinKfungiKandKitsKapplicationKinKtheK
searchKofKnewKantifungalKtargetsYKPLoSiComputationaliBiologyWK2014WKcbWKecbbeiee 5 15

49 TenKyearsKofKstandardizingKproteomicKdatalKaKreportKonKtheKzUPOXPS‘KSpringKWorkshoplKsprilK
cdXcfthWKdbcdWKSanKviegoWKUSsYKProteomicsWK2012WKcdWKdihiXid 4.8 15

48 ‘dentifyingKnovelKbiomarkersKthroughKdataKminingXaKrealisticKscenarioqYKProteomicsi-iClinicali
ApplicationsWK2015WKkWKfeiXfe 3.1 14

47 jmzTablKaKjavaKinterfaceKtoKtheKmzTabKdataKstandardYKProteomicsWK2014WKcfWKcedjXed 4.8 14

46 PrideXasaplKautomaticKfragmentKionKannotationKofKidentifiedKPR‘vwKspectraYKJournaliofiProteomicsWK
2013WKkgWKjkXkd 3.9 14

45 MinimalK‘nformationKsboutKanK‘mmunoXPeptidomicsKwxperimentKSM‘s‘PwTYKProteomicsWK2018WKcjWKecjbbccb4.8 14

44 OβSKulientKandKOβSKvialoglKOpenKSourceKToolsKtoKsnnotateKPublicKOmicsKvatasetsYKProteomicsWK
2017WKciWKcibbdff 4.8 13

43
uolourKpigmentsKofKTrichodermaKharzianumYKPreliminaryKinvestigationsKwithKthinXlayerK
chromatographyXxourierKtransformKinfraredKspectroscopyKandKhighXperformanceKliquidK
chromatographyKwithKdiodeKarrayKandKmassKspectrometricKdetectionYKJournaliofiChromatographyiAWK
2000WKjkhWKhcXj

4.5 13

42 PR‘vwKandKMvatabaseKonKvemandMKasKvaluableKtoolsKforKcomputationalKproteomicsYKMethodsiini
MoleculariBiologyWK2011WKhkhWKkeXcbg 1.4 13

41 wmbeddingKstandardsKinKmetabolomicslKtheKMetabolomicsKSocietyKdataKstandardsKtaskKgroupYK
MetabolomicsWK2015WKccWKijdXije 4.7 12

40 PR‘vwlKvataKsubmissionKandKanalysisYKCurrentiProtocolsiiniProteiniScienceWK2010WKuhapterKdgWKUnitKdgYf 3.1 12

39 vetectionKofKMissingKProteinsKUsingKtheKPR‘vwKvatabaseKasKaKSourceKofKMassKSpectrometryK
wvidenceYKJournaliofiProteomeiResearchWK2016WKcgWKfcbcXfccg 5.6 12

38 ProteomicsKStandardsK‘nitiativeKwxtendedKxsSTsKxormatYKJournaliofiProteomeiResearchWK2019WKcjWKdhjhXdhkd5.6 11

37 xromKPeptidomeKtoKPR‘vwlKpublicKproteomicsKdataKmigrationKatKaKlargeKscaleYKProteomicsWK2013WKceWKchkdXg4.8 11

36 uhartingKonlineKOM‘uSKresourceslKsKnavigationalKchartKforKclinicalKresearchersYKProteomicsi-iClinicali
ApplicationsWK2009WKeWKcjXdk 3.1 11

35 snalysisKofKtheKtrypticKsearchKspaceKinKUniProtKdatabasesYKProteomicsWK2015WKcgWKfjXgi 4.8 10

34 xutureKProspectsKofKSpectralKulusteringKspproachesKinKProteomicsYKProteomicsWK2018WKcjWKecibbfgf 4.8 10

33 sKcommunityKproposalKtoKintegrateKproteomicsKactivitiesKinKwβ‘X‘RYKF1000ResearchWK2017WKhWK 3.6 10
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32 snKintegratedKlandscapeKofKproteinKexpressionKinKhumanKcancerYKScientificiDataWK2021WKjWKccg 8.2 10

31 ProteomicsKdataKexchangeKandKstoragelKtheKneedKforKcommonKstandardsKandKpublicKrepositoriesYK
MethodsiiniMoleculariBiologyWK2013WKcbbiWKeciXee 1.4 9

30 UniversalKSpectrumK‘dentifierKforKmassKspectraYKNatureiMethodsWK2021WKcjWKihjXiib 21.6 9

29 SpectralKulusteringK‘mprovesKβabelXxreeKQuantificationKofKβowXsbundantKProteinsYKJournaliofi
ProteomeiResearchWK2019WKcjWKcfiiXcfjg 5.6 8

28 wxpressionKstlasKupdatelKgeneKandKproteinKexpressionKinKmultipleKspeciesYKNucleiciAcidsiResearchWK
2021WK 20.1 8

27 vataKManagementKofKSensitiveKzumanKProteomicsKvatalKuurrentKPracticesWKRecommendationsWKandK
PerspectivesKforKtheKxutureYKMoleculariandiCellulariProteomicsWK2021WKdbWKcbbbic 7.6 8

26 ResponseKtoKMuomparisonKandKwvaluationKofKulusteringKslgorithmsKforKTandemKMassKSpectraMYK
JournaliofiProteomeiResearchWK2018WKciWKckkeXckkh 5.6 7

25
uriticalKaminoKacidKresiduesKinKproteinslKaKtioMartKintegrationKofKReactomeKproteinKannotationsK
withKPR‘vwKmassKspectrometryKdataKandKuOSM‘uKsomaticKmutationsYKDatabase:itheiJournaliofi
BiologicaliDatabasesiandiCurationWK2011WKdbccWKbarbfi

5 7

24 sKproteomicsKsampleKmetadataKrepresentationKforKmultiomicsKintegrationKandKbigKdataKanalysisYK
NatureiCommunicationsWK2021WKcdWKgjgf 17.4 7

23 wnhancedKMissingKProteinsKvetectionKinKNu‘hbKuellKβinesKUsingKanK‘ntegrativeKSearchKwngineK
spproachYKJournaliofiProteomeiResearchWK2017WKchWKfeifXfekb 5.6 6

22 z‘XbonelKaKscoringKsystemKforKidentifyingKphenylisothiocyanateXderivatizedKpeptidesKbasedKonK
precursorKmassKandKhighKintensityKfragmentKionsYKAnalyticaliChemistryWK2013WKjgWKegcgXdb 7.8 6

21 sKsurveyKofKmolecularKdescriptorsKusedKinKmassKspectrometryKbasedKproteomicsYKCurrentiTopicsiini
MedicinaliChemistryWK2014WKcfWKejjXki 3 5

20 UniversalKSpectrumK‘dentifierKforKmassKspectra 5

19 ‘mplementingKtheKreXuseKofKpublicKv‘sKproteomicsKdatasetslKfromKtheKPR‘vwKdatabaseKtoKwxpressionKstlas 5

18 SyntheticKhumanKproteomesKforKacceleratingKproteinKresearchYKNatureiMethodsWK2017WKcfWKdfbXdfd 21.6 4

17 QuantitativeKProteomicsKvataKinKthe´ PublicKvomainlKuhallengesKandKOpportunitiesYKMethodsiini
MoleculariBiologyWK2019WKckiiWKdciXdeg 1.4 4

16 tiouontainersKRegistrylKsearchingKforKbioinformaticsKtoolsWKpackagesKandKcontainers 4

15 urossXlinkingaMassKSpectrometrylKsKuommunityXWideWKuomparativeKStudyKTowardsKwstablishingK
testKPracticeKyuidelines 4
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14 tiouontainersKRegistrylKSearchingKtioinformaticsKandKProteomicsKToolsWKPackagesWKandKuontainersYK
JournaliofiProteomeiResearchWK2021WKdbWKdbghXdbhc 5.6 4

13 TheKfunctionalKlandscapeKofKtheKhumanKphosphoproteome 3

12 UsingKveepKβearningKtoKwxtrapolateKProteinKwxpressionKMeasurementsYKProteomicsWK2020WKdbWKedbbbbbk 4.8 3

11 SubmittingKproteomicsKdataKtoKPR‘vwKusingKPR‘vwKuonverterYKMethodsiiniMoleculariBiologyWK2011WK
hkfWKdeiXge 1.4 2

10 OmicsKviscoveryK‘ndexKXKviscoveringKandKβinkingKPublicKâ��Omicsâ��Kvatasets 2

9 sccurateKandKxastKfeatureKselectionKworkflowKforKhighXdimensionalKomicsKdata 2

8 snKintegratedKlandscapeKofKproteinKexpressionKinKhumanKcancer 2

7 snKintegratedKviewKofKbaselineKproteinKexpressionKinKhumanKtissues 2

6 ProteomicsKStandardsK‘nitiativeKwxtendedKxsSTsKxormatKSPwxxT 1

5 ProtamineKuharacterizationKbyKTopXvownKProteomicslKtoostingKProteoformK‘dentificationKwithK
vtSusNYKProteomesWK2021WKkWK 4.6 1

4 TheKgrowingKneedKforKcontrolledKdataKaccessKmodelsKinKclinicalKproteomicsKandKmetabolomicsYK
NatureiCommunicationsWK2021WKcdWKgiji 17.4 1

3 ‘ntegratedKviewKandKcomparativeKanalysisKofKbaselineKproteinKexpressionKinKmouseKandKratKtissues 1

2 ReviewKofK‘ssuesKandKSolutionsKtoKvataKsnalysisKReproducibilityKandKvataKQualityKinKulinicalK
ProteomicsYKMethodsiiniMoleculariBiologyWK2020WKdbgcWKefgXeic 1.4 0

1 wSTKanalysisKpipelinelKuseKofKdistributedKcomputingKresourcesYKMethodsiiniMoleculariBiologyWK2011WK
iddWKcbeXdb 1.4
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