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l Paper IF Citations

267 rnJintegratedJencyclopediaJofJuNrJelementsJinJtheJhumanJgenomeYJNatureVJ2012VJeijVJfhWhe 50.4 11449

266 rJglobalJreferenceJforJhumanJgeneticJvariationYJNatureVJ2015VJfcgVJgiWhe 50.4 8599

265 rJmapJofJhumanJgenomeJvariationJfromJpopulationWscaleJsequencingYJNatureVJ2010VJeghVJbagbWhd 50.4 6142

264 rnJintegratedJmapJofJgeneticJvariationJfromJbVajcJhumanJgenomesYJNatureVJ2012VJejbVJfgWgf 50.4 6049

263 znitialJsequencingJandJcomparativeJanalysisJofJtheJmouseJgenomeYJNatureVJ2002VJecaVJfcaWgc 50.4 5376

262 zdentificationJandJanalysisJofJfunctionalJelementsJinJbOJofJtheJhumanJgenomeJbyJtheJvNtOuvJpilotJ
projectYJNatureVJ2007VJeehVJhjjWibg 50.4 4121

261 TheJvnsemblJVariantJvffectJPredictorYJGenomegBiologyVJ2016VJbhVJbcc 18.3 2595

260 TheJNyxRzJxWrSJtatalogVJaJcuratedJresourceJofJSNPWtraitJassociationsYJNucleicgAcidsgResearchVJ
2014VJecVJubaabWg 20.1 2124

259 vnsemblJcabiYJNucleicgAcidsgResearchVJ2018VJegVJuhfeWuhgb 20.1 1822

258 znternationalJnetworkJofJcancerJgenomeJprojectsYJNatureVJ2010VJegeVJjjdWi 50.4 1613

257 TheJzPuJandJzMxTZyLrJdatabasekJalleleJvariantJdatabasesYJNucleicgAcidsgResearchVJ2015VJedVJuecdWdb 20.1 1449

256 TheJNyxRzWvszJxWrSJtatalogJofJpublishedJgenomeWwideJassociationJstudiesVJtargetedJarraysJandJ
summaryJstatisticsJcabjYJNucleicgAcidsgResearchVJ2019VJehVJubaafWubabc 20.1 1422

255 rnJintegratedJmapJofJstructuralJvariationJinJcVfaeJhumanJgenomesYJNatureVJ2015VJfcgVJhfWib 50.4 1368

254 TranscriptomeJandJgenomeJsequencingJuncoversJfunctionalJvariationJinJhumansYJNatureVJ2013VJfabVJfagWbb50.4 1323

253 TheJnewJNyxRzWvszJtatalogJofJpublishedJgenomeWwideJassociationJstudiesJRxWrSJtatalogSYJNucleicg
AcidsgResearchVJ2017VJefVJuijgWujab 20.1 1321

252 uerivingJtheJconsequencesJofJgenomicJvariantsJwithJtheJvnsemblJrPzJandJSNPJvffectJPredictorYJ
BioinformaticsVJ2010VJcgVJcagjWha 7.2 1240

251 xvNtOuvJreferenceJannotationJforJtheJhumanJandJmouseJgenomesYJNucleicgAcidsgResearchVJ2019VJ
ehVJuhggWuhhd 20.1 1140
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250 vnsemblJcabgYJNucleicgAcidsgResearchVJ2016VJeeVJuhbaWg 20.1 1094

249 vnsemblJcabeYJNucleicgAcidsgResearchVJ2014VJecVJuhejWff 20.1 1087

248 rJcomparativeJencyclopediaJofJuNrJelementsJinJtheJmouseJgenomeYJNatureVJ2014VJfbfVJdffWge 50.4 1026

247 vnsemblJcabfYJNucleicgAcidsgResearchVJ2015VJedVJuggcWj 20.1 1013

246 PopulationJgenomicsJofJhumanJgeneJexpressionYJNaturegGeneticsVJ2007VJdjVJbcbhWce 36.3 936

245 rJhighWresolutionJmapJofJhumanJevolutionaryJconstraintJusingJcjJmammalsYJNatureVJ2011VJehiVJehgWic 50.4 802

244 vnsemblJcabcYJNucleicgAcidsgResearchVJ2012VJeaVJuieWja 20.1 798

243 vnsemblJcabdYJNucleicgAcidsgResearchVJ2013VJebVJueiWff 20.1 797

242 TheJUβbaβJprojectJidentifiesJrareJvariantsJinJhealthJandJdiseaseYJNatureVJ2015VJfcgVJicWja 50.4 776

241 vnsemblJsioMartskJaJhubJforJdataJretrievalJacrossJtaxonomicJspaceYJDatabase:gthegJournalgofg
BiologicalgDatabasesgandgCurationVJ2011VJcabbVJbarada 5 751

240 MolecularJmapsJofJtheJreorganizationJofJgenomeWnuclearJlaminaJinteractionsJduringJ
differentiationYJMoleculargCellVJ2010VJdiVJgadWbd 17.6 746

239 TheJgenomeJofJaJsongbirdYJNatureVJ2010VJegeVJhfhWgc 50.4 655

238 vnsemblJcacaYJNucleicgAcidsgResearchVJ2020VJeiVJugicWugii 20.1 645

237 zPuWzMxTZyLrJuatabaseYJNucleicgAcidsgResearchVJ2020VJeiVJujeiWujff 20.1 612

236 yighWthroughputJdiscoveryJofJnovelJdevelopmentalJphenotypesYJNatureVJ2016VJfdhVJfaiWfbe 50.4 608

235 vnsemblJcabbYJNucleicgAcidsgResearchVJ2011VJdjVJuiaaWg 20.1 590

234 wiveWvertebrateJthzPWseqJrevealsJtheJevolutionaryJdynamicsJofJtranscriptionJfactorJbindingYJScienceVJ
2010VJdciVJbadgWea 33.3 559

233 LineageWSpecificJxenomeJrrchitectureJLinksJvnhancersJandJNonWcodingJuiseaseJVariantsJtoJTargetJ
xeneJPromotersYJCellVJ2016VJbghVJbdgjWbdieYebj 56.2 556

(2016-2016)
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232 vnsemblJcabjYJNucleicgAcidsgResearchVJ2019VJehVJuhefWuhfb 20.1 554

231 xenomeJanalysisJofJtheJplatypusJrevealsJuniqueJsignaturesJofJevolutionYJNatureVJ2008VJefdVJbhfWid 50.4 545

230 TheJvnsemblJgeneJannotationJsystemYJDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationVJ
2016VJcabgVJ 5 537

229 rJsayesianJdeconvolutionJstrategyJforJimmunoprecipitationWbasedJuNrJmethylomeJanalysisYJ
NaturegBiotechnologyVJ2008VJcgVJhhjWif 44.5 533

228 znsightsJintoJhominidJevolutionJfromJtheJgorillaJgenomeJsequenceYJNatureVJ2012VJeidVJbgjWhf 50.4 517

227 SequencingJofJtheJseaJlampreyJRPetromyzonJmarinusSJgenomeJprovidesJinsightsJintoJvertebrateJ
evolutionYJNaturegGeneticsVJ2013VJefVJebfWcbVJecbebWc 36.3 465

226 ueJnovoJassemblyJandJgenotypingJofJvariantsJusingJcoloredJdeJsruijnJgraphsYJNaturegGeneticsVJ2012
VJeeVJccgWdc 36.3 433

225 tomparativeJandJdemographicJanalysisJofJorangWutanJgenomesYJNatureVJ2011VJegjVJfcjWdd 50.4 431

224 vnhancerJevolutionJacrossJcaJmammalianJspeciesYJCellVJ2015VJbgaVJffeWgg 56.2 422

223 vnsemblJcaaiYJNucleicgAcidsgResearchVJ2008VJdgVJuhahWbe 20.1 408

222 vnsemblJcabhYJNucleicgAcidsgResearchVJ2017VJefVJugdfWugec 20.1 404

221 WavesJofJretrotransposonJexpansionJremodelJgenomeJorganizationJandJtTtwJbindingJinJmultipleJ
mammalianJlineagesYJCellVJ2012VJbeiVJddfWei 56.2 390

220 wunctionalJannotationJofJnoncodingJsequenceJvariantsYJNaturegMethodsVJ2014VJbbVJcjeWg 21.6 368

219 vvaluationJofJxRthdiJandJdeJnovoJhaploidJgenomeJassembliesJdemonstratesJtheJenduringJqualityJ
ofJtheJreferenceJassemblyYJGenomegResearchVJ2017VJchVJiejWige 9.7 365

218 MultiWplatformJdiscoveryJofJhaplotypeWresolvedJstructuralJvariationJinJhumanJgenomesYJNatureg
CommunicationsVJ2019VJbaVJbhie 17.4 346

217 xeneticJuriversJofJvpigeneticJandJTranscriptionalJVariationJinJyumanJzmmuneJtellsYJCellVJ2016VJbghVJbdjiWbebeYece56.2 339

216 vnsemblJcacbYJNucleicgAcidsgResearchVJ2021VJejVJuiieWuijb 20.1 324

215 TheJlandscapeJofJhistoneJmodificationsJacrossJbOJofJtheJhumanJgenomeJinJfiveJhumanJcellJlinesYJ
GenomegResearchVJ2007VJbhVJgjbWhah 9.7 315
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214 MultiWplatformJnextWgenerationJsequencingJofJtheJdomesticJturkeyJRMeleagrisJgallopavoSkJgenomeJ
assemblyJandJanalysisYJPLoSgBiologyVJ2010VJiVJebaaaehf 9.7 311

213 rnJintegratedJresourceJforJgenomeWwideJidentificationJandJanalysisJofJhumanJtissueWspecificJ
differentiallyJmethylatedJregionsJRtuMRsSYJGenomegResearchVJ2008VJbiVJbfbiWcj 9.7 304

212 TheJdraftJgenomesJofJsoftWshellJturtleJandJgreenJseaJturtleJyieldJinsightsJintoJtheJdevelopmentJandJ
evolutionJofJtheJturtleWspecificJbodyJplanYJNaturegGeneticsVJ2013VJefVJhabWhag 36.3 299

211 TheJsheepJgenomeJilluminatesJbiologyJofJtheJrumenJandJlipidJmetabolismYJScienceVJ2014VJdeeVJbbgiWbbhd33.3 294

210 ModernizingJreferenceJgenomeJassembliesYJPLoSgBiologyVJ2011VJjVJebaabajb 9.7 294

209 rJtTtwWindependentJroleJforJcohesinJinJtissueWspecificJtranscriptionYJGenomegResearchVJ2010VJcaVJfhiWii 9.7 286

208 ˛†WxlucanJReversesJtheJvpigeneticJStateJofJLPSWznducedJzmmunologicalJToleranceYJCellVJ2016VJbghVJbdfeWbdgiYebe56.2 283

207 zntegrativeJannotationJofJvariantsJfromJbajcJhumanskJapplicationJtoJcancerJgenomicsYJScienceVJ2013
VJdecVJbcdffih 33.3 281

206 sLUvPRzNTJtoJdecodeJtheJepigeneticJsignatureJwrittenJinJbloodYJNaturegBiotechnologyVJ2012VJdaVJcceWg 44.5 261

205 SenseJfromJsequenceJreadskJmethodsJforJalignmentJandJassemblyYJNaturegMethodsVJ2009VJgVJSgWSbc 21.6 261

204 xibbonJgenomeJandJtheJfastJkaryotypeJevolutionJofJsmallJapesYJNatureVJ2014VJfbdVJbjfWcab 50.4 241

203 vnsemblQsJbathJyearYJNucleicgAcidsgResearchVJ2010VJdiVJuffhWgc 20.1 240

202 TheJznternationalJyumanJvpigenomeJtonsortiumkJrJslueprintJforJScientificJtollaborationJandJ
uiscoveryYJCellVJ2016VJbghVJbbefWbbej 56.2 232

201 tohesinWbasedJchromatinJinteractionsJenableJregulatedJgeneJexpressionJwithinJpreexistingJ
architecturalJcompartmentsYJGenomegResearchVJ2013VJcdVJcaggWhh 9.7 232

200 vnsemblJvariationJresourcesYJDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationVJ2018VJ
cabiVJ 5 230

199 TheJvuropeanJxenomeWphenomeJrrchiveJofJhumanJdataJconsentedJforJbiomedicalJresearchYJNatureg
GeneticsVJ2015VJehVJgjcWf 36.3 224

198 vnsemblJxenomesJcacaWenablingJnonWvertebrateJgenomicJresearchYJNucleicgAcidsgResearchVJ2020VJ
eiVJugijWugjf 20.1 214

197 WholeWgenomeJfingerprintJofJtheJuNrJmethylomeJduringJhumanJsJcellJdifferentiationYJNatureg
GeneticsVJ2015VJehVJhegWfg 36.3 209

(2015-2010)
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196 PunctuatedJburstsJinJhumanJmaleJdemographyJinferredJfromJbVceeJworldwideJYWchromosomeJ
sequencesYJNaturegGeneticsVJ2016VJeiVJfjdWj 36.3 204

195 TheJbaaaJxenomesJProjectkJdataJmanagementJandJcommunityJaccessYJNaturegMethodsVJ2012VJjVJefjWgc 21.6 202

194 TheJuNrJsequenceJofJhumanJchromosomeJhYJNatureVJ2003VJeceVJbfhWge 50.4 202

193 TheJznternationalJMouseJPhenotypingJtonsortiumJWebJPortalVJaJunifiedJpointJofJaccessJforJ
knockoutJmiceJandJrelatedJphenotypingJdataYJNucleicgAcidsgResearchVJ2014VJecVJuiacWj 20.1 189

192 tyuhJtargetsJactiveJgeneJenhancerJelementsJtoJmodulateJvSJcellWspecificJgeneJexpressionYJPLoSg
GeneticsVJ2010VJgVJebaabacd 6 188

191 TranscriptionalJdiversityJduringJlineageJcommitmentJofJhumanJbloodJprogenitorsYJScienceVJ2014VJ
defVJbcfbadd 33.3 187

190 vxrSPkJtheJhumanJvNtOuvJxenomeJrnnotationJrssessmentJProjectYJGenomegBiologyVJ2006VJhJ
SupplJbVJScYbWdb 18.3 187

189 vnsemblJcomparativeJgenomicsJresourcesYJDatabase:gthegJournalgofgBiologicalgDatabasesgandg
CurationVJ2016VJcabgVJ 5 186

188 yumanJgenomicsYJvffectJofJpredictedJproteinWtruncatingJgeneticJvariantsJonJtheJhumanJ
transcriptomeYJScienceVJ2015VJdeiVJgggWj 33.3 170

187 ubVarJandJuxVakJpublicJarchivesJforJgenomicJstructuralJvariationYJNucleicgAcidsgResearchVJ2013VJebVJujdgWeb20.1 162

186 TheJfunctionalJspectrumJofJlowWfrequencyJcodingJvariationYJGenomegBiologyVJ2011VJbcVJRie 18.3 161

185 TowardsJcompleteJandJerrorWfreeJgenomeJassembliesJofJallJvertebrateJspeciesYJNatureVJ2021VJfjcVJhdhWheg50.4 161

184 SNPJandJhaplotypeJmappingJforJgeneticJanalysisJinJtheJratYJNaturegGeneticsVJ2008VJeaVJfgaWg 36.3 150

183 MakingJsenseJofJbigJdataJinJhealthJresearchkJTowardsJanJvUJactionJplanYJGenomegMedicineVJ2016VJiVJhb 14.4 146

182 uiseaseJmodelJdiscoveryJfromJdVdciJgeneJknockoutsJbyJTheJznternationalJMouseJPhenotypingJ
tonsortiumYJNaturegGeneticsVJ2017VJejVJbcdbWbcdi 36.3 145

181 vvolutionJofJtranscriptionJfactorJbindingJinJmetazoansJWJmechanismsJandJfunctionalJimplicationsYJ
NaturegReviewsgGeneticsVJ2014VJbfVJccbWdd 30.1 143

180 xenomeJsequenceJofJanJrustralianJkangarooVJMacropusJeugeniiVJprovidesJinsightJintoJtheJevolutionJ
ofJmammalianJreproductionJandJdevelopmentYJGenomegBiologyVJ2011VJbcVJRib 18.3 142

179 xenomeWwideJnucleotideWlevelJmammalianJancestorJreconstructionYJGenomegResearchVJ2008VJbiVJbicjWed9.7 136
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178 tombinedJsequenceWbasedJandJgeneticJmappingJanalysisJofJcomplexJtraitsJinJoutbredJratsYJNatureg
GeneticsVJ2013VJefVJhghWhf 36.3 131

177 tomputationalJapproachesJtoJidentifyJfunctionalJgeneticJvariantsJinJcancerJgenomesYJNatureg
MethodsVJ2013VJbaVJhcdWj 21.6 129

176 xenomeJsequencingJrevealsJlociJunderJartificialJselectionJthatJunderlieJdiseaseJphenotypesJinJtheJ
laboratoryJratYJCellVJ2013VJbfeVJgjbWhad 56.2 127

175 tohesinJregulatesJtissueWspecificJexpressionJbyJstabilizingJhighlyJoccupiedJcisWregulatoryJmodulesYJ
GenomegResearchVJ2012VJccVJcbgdWhf 9.7 117

174 rsclbJtoordinatelyJRegulatesJxeneJvxpressionJandJtheJthromatinJLandscapeJduringJNeurogenesisYJ
CellgReportsVJ2015VJbaVJbfeeWbffg 10.6 113

173 tonvergentJgenomicJsignaturesJofJdomesticationJinJsheepJandJgoatsYJNaturegCommunicationsVJ2018
VJjVJibd 17.4 112

172 SystematicJevaluationJofJvariabilityJinJthzPWchipJexperimentsJusingJpredefinedJuNrJtargetsYJ
GenomegResearchVJ2008VJbiVJdjdWead 9.7 111

171 TheJvnsemblJRvSTJrPzkJvnsemblJuataJforJrnyJLanguageYJBioinformaticsVJ2015VJdbVJbedWf 7.2 108

170 vxtendingJreferenceJassemblyJmodelsYJGenomegBiologyVJ2015VJbgVJbd 18.3 107

169 tooperativityJandJrapidJevolutionJofJcoboundJtranscriptionJfactorsJinJcloselyJrelatedJmammalsYJCellVJ
2013VJbfeVJfdaWea 56.2 107

168 SpatialJenhancerJclusteringJandJregulationJofJenhancerWproximalJgenesJbyJcohesinYJGenomeg
ResearchVJ2015VJcfVJfaeWbd 9.7 106

167 vxtensiveJcompensatoryJcisWtransJregulationJinJtheJevolutionJofJmouseJgeneJexpressionYJGenomeg
ResearchVJ2012VJccVJcdhgWie 9.7 106

166 vnsemblJvariationJresourcesYJBMCgGenomicsVJ2010VJbbVJcjd 4.5 104

165 TheJreferenceJepigenomeJandJregulatoryJchromatinJlandscapeJofJchronicJlymphocyticJleukemiaYJ
NaturegMedicineVJ2018VJceVJigiWiia 50.5 103

164 uNrJmethylomeJanalysisJinJsurkittJandJfollicularJlymphomasJidentifiesJdifferentiallyJmethylatedJ
regionsJlinkedJtoJsomaticJmutationJandJtranscriptionalJcontrolYJNaturegGeneticsVJ2015VJehVJbdbgWbdcf 36.3 101

163 TheJinternationalJxenomeJsampleJresourceJRzxSRSkJrJworldwideJcollectionJofJgenomeJvariationJ
incorporatingJtheJbaaaJxenomesJProjectJdataYJNucleicgAcidsgResearchVJ2017VJefVJuifeWuifj 20.1 101

162 yaplotypeWresolvedJdiverseJhumanJgenomesJandJintegratedJanalysisJofJstructuralJvariationYJScience
VJ2021VJdhcVJ 33.3 100

161
rJgeneJregulatoryJnetworkJdirectedJbyJzebrafishJNoJtailJaccountsJforJitsJrolesJinJmesodermJ
formationYJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2009VJ
bagVJdicjWde

11.5 95

(2009-2013)

7



160 zncreasedJuNrJmethylationJvariabilityJinJtypeJbJdiabetesJacrossJthreeJimmuneJeffectorJcellJtypesYJ
NaturegCommunicationsVJ2016VJhVJbdfff 17.4 95

159 WholeWepigenomeJanalysisJinJmultipleJmyelomaJrevealsJuNrJhypermethylationJofJsJcellWspecificJ
enhancersYJGenomegResearchVJ2015VJcfVJehiWih 9.7 92

158 zPuWMytJcYakJanJimprovedJinterWspeciesJdatabaseJforJtheJstudyJofJtheJmajorJhistocompatibilityJ
complexYJNucleicgAcidsgResearchVJ2017VJefVJuigaWuige 20.1 91

157 SixteenJdiverseJlaboratoryJmouseJreferenceJgenomesJdefineJstrainWspecificJhaplotypesJandJnovelJ
functionalJlociYJNaturegGeneticsVJ2018VJfaVJbfheWbfid 36.3 91

156 rJstandardizedJframeworkJforJrepresentationJofJancestryJdataJinJgenomicsJstudiesVJwithJ
applicationJtoJtheJNyxRzWvszJxWrSJtatalogYJGenomegBiologyVJ2018VJbjVJcb 18.3 87

155 LocusJReferenceJxenomicJsequenceskJanJimprovedJbasisJforJdescribingJhumanJuNrJvariantsYJ
GenomegMedicineVJ2010VJcVJce 14.4 86

154 RandomJmonoallelicJgeneJexpressionJincreasesJuponJembryonicJstemJcellJdifferentiationYJ
DevelopmentalgCellVJ2014VJciVJdfbWgf 10.2 82

153 xvNtOuvJcacbYJNucleicgAcidsgResearchVJ2021VJejVJujbgWujcd 20.1 82

152 rJlargeJscaleJhearingJlossJscreenJrevealsJanJextensiveJunexploredJgeneticJlandscapeJforJauditoryJ
dysfunctionYJNaturegCommunicationsVJ2017VJiVJiig 17.4 81

151 TheJgenomeJsequenceJofJtheJspontaneouslyJhypertensiveJratkJrnalysisJandJfunctionalJsignificanceYJ
GenomegResearchVJ2010VJcaVJhjbWiad 9.7 77

150 LeveragingJtheJmouseJgenomeJforJgeneJpredictionJinJhumankJfromJwholeWgenomeJshotgunJreadsJ
toJaJglobalJsyntenyJmapYJGenomegResearchVJ2003VJbdVJegWfe 9.7 77

149 uecodingJtheJuNrJMethylomeJofJMantleJtellJLymphomaJinJtheJLightJofJtheJvntireJsJtellJLineageYJ
CancergCellVJ2016VJdaVJiagWicb 24.3 73

148 vnsemblJcaccYJNucleicgAcidsgResearchVJ2021VJ 20.1 72

147 TheJsLUvPRzNTJuataJrnalysisJPortalYJCellgSystemsVJ2016VJdVJejbWejfYef 10.6 71

146 rJstandardJvariationJfileJformatJforJhumanJgenomeJsequencesYJGenomegBiologyVJ2010VJbbVJRii 18.3 71

145 wunctionalJdiversityJforJRvSTJRNRSwSJisJdefinedJbyJinJvivoJbindingJaffinityJhierarchiesJatJtheJuNrJ
sequenceJlevelYJGenomegResearchVJ2009VJbjVJjjeWbaaf 9.7 68

144 PublicJdataJarchivesJforJgenomicJstructuralJvariationYJNaturegGeneticsVJ2010VJecVJibdWe 36.3 67

143 TheJhumanWinducedJpluripotentJstemJcellJinitiativeWdataJresourcesJforJcellularJgeneticsYJNucleicg
AcidsgResearchVJ2017VJefVJugjbWugjh 20.1 63
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142 MultiWspeciesVJmultiWtranscriptionJfactorJbindingJhighlightsJconservedJcontrolJofJtissueWspecificJ
biologicalJpathwaysYJELifeVJ2014VJdVJeacgcg 8.9 62

141 PerspectivesJonJvNtOuvYJNatureVJ2020VJfidVJgjdWgji 50.4 61

140 rnJimprovedJpigJreferenceJgenomeJsequenceJtoJenableJpigJgeneticsJandJgenomicsJresearchYJ
GigaScienceVJ2020VJjVJ 7.6 60

139 rnJintegratedJfunctionalJgenomicsJapproachJidentifiesJtheJregulatoryJnetworkJdirectedJbyJ
brachyuryJRTSJinJchordomaYJJournalgofgPathologyVJ2012VJcciVJcheWif 9.4 59

138 LocusJReferenceJxenomickJreferenceJsequencesJforJtheJreportingJofJclinicallyJrelevantJsequenceJ
variantsYJNucleicgAcidsgResearchVJ2014VJecVJuihdWi 20.1 58

137 wunctionalJvariationJinJallelicJmethylomesJunderscoresJaJstrongJgeneticJcontributionJandJrevealsJ
novelJepigeneticJalterationsJinJtheJhumanJepigenomeYJGenomegBiologyVJ2017VJbiVJfa 18.3 57

136 ThirdJReportJonJthickenJxenesJandJthromosomesJcabfYJCytogeneticgandgGenomegResearchVJ2015VJ
befVJhiWbhj 1.9 57

135 RepeatJassociatedJmechanismsJofJgenomeJevolutionJandJfunctionJrevealedJbyJtheJandJgenomesYJ
GenomegResearchVJ2018VJciVJeeiWefj 9.7 57

134 tharacterizingJneutralJgenomicJdiversityJandJselectionJsignaturesJinJindigenousJpopulationsJofJ
MoroccanJgoatsJRtapraJhircusSJusingJWxSJdataYJFrontiersgingGeneticsVJ2015VJgVJbah 4.5 55

133 tomplexityJandJconservationJofJregulatoryJlandscapesJunderlieJevolutionaryJresilienceJofJ
mammalianJgeneJexpressionYJNaturegEcologygandgEvolutionVJ2018VJcVJbfcWbgd 12.3 55

132 thromosomeJassemblyJofJlargeJandJcomplexJgenomesJusingJmultipleJreferencesYJGenomegResearchVJ
2018VJciVJbhcaWbhdc 9.7 54

131 uynamicsJofJTranscriptionJRegulationJinJyumanJsoneJMarrowJMyeloidJuifferentiationJtoJMatureJ
sloodJNeutrophilsYJCellgReportsVJ2018VJceVJchieWchje 10.6 54

130 LatentJregulatoryJpotentialJofJhumanWspecificJrepetitiveJelementsYJMoleculargCellVJ2013VJejVJcgcWhc 17.6 53

129 nxrSPWWtheJnematodeJgenomeJannotationJassessmentJprojectYJBMCgBioinformaticsVJ2008VJjVJfej 3.6 51

128 toWbindingJbyJYYbJidentifiesJtheJtranscriptionallyJactiveVJhighlyJconservedJsetJofJtTtwWboundJ
regionsJinJprimateJgenomesYJGenomegBiologyVJ2013VJbeVJRbei 18.3 50

127 xvNvTztSYJTheJyumanJVariomeJProjectYJScienceVJ2008VJdccVJigbWc 33.3 50

126 rJchromosomeWlevelJassemblyJofJtheJrtlanticJherringJgenomeWdetectionJofJaJsupergeneJandJotherJ
signalsJofJselectionYJGenomegResearchVJ2019VJcjVJbjbjWbjci 9.7 49

125 TheJtuataraJgenomeJrevealsJancientJfeaturesJofJamnioteJevolutionYJNatureVJ2020VJfieVJeadWeaj 50.4 49

(2020-2014)

9



124 zdentificationJofJgeneticJelementsJinJmetabolismJbyJhighWthroughputJmouseJphenotypingYJNatureg
CommunicationsVJ2018VJjVJcii 17.4 48

123 TheJznternationalJxenomeJSampleJResourceJRzxSRSJcollectionJofJopenJhumanJgenomicJvariationJ
resourcesYJNucleicgAcidsgResearchVJ2020VJeiVJujebWujeh 20.1 48

122 tharacterizationJofJtheJneuralJstemJcellJgeneJregulatoryJnetworkJidentifiesJOLzxcJasJaJ
multifunctionalJregulatorJofJselfWrenewalYJGenomegResearchVJ2015VJcfVJebWfg 9.7 47

121 OptimizedJdesignJandJassessmentJofJwholeJgenomeJtilingJarraysYJBioinformaticsVJ2007VJcdVJibjfWcae 7.2 46

120 WiggleToolskJparallelJprocessingJofJlargeJcollectionsJofJgenomeWwideJdatasetsJforJvisualizationJandJ
statisticalJanalysisYJBioinformaticsVJ2014VJdaVJbaaiWj 7.2 44

119 TheJznternationalJMouseJPhenotypingJtonsortiumJRzMPtSkJaJfunctionalJcatalogueJofJtheJmammalianJ
genomeJthatJinformsJconservationYJConservationgGeneticsVJ2018VJbjVJjjfWbaaf 2.6 44

118 rddressingJseaconJreWidentificationJattackskJquantificationJandJmitigationJofJprivacyJrisksYJJournalg
ofgthegAmericangMedicalgInformaticsgAssociation:gJAMIAVJ2017VJceVJhjjWiaf 8.6 43

117 xeneticJvariationJandJgeneJexpressionJacrossJmultipleJtissuesJandJdevelopmentalJstagesJinJaJ
nonhumanJprimateYJNaturegGeneticsVJ2017VJejVJbhbeWbhcb 36.3 43

116 wederatedJdiscoveryJandJsharingJofJgenomicJdataJusingJseaconsYJNaturegBiotechnologyVJ2019VJdhVJccaWcce44.5 42

115 uistinctJTrendsJofJuNrJMethylationJPatterningJinJtheJznnateJandJrdaptiveJzmmuneJSystemsYJCellg
ReportsVJ2016VJbhVJcbabWcbbb 10.6 42

114 tlusteredJtTtwJbindingJisJanJevolutionaryJmechanismJtoJmaintainJtopologicallyJassociatingJ
domainsYJGenomegBiologyVJ2020VJcbVJf 18.3 42

113 tharacterizingJgeneticJvariantsJforJclinicalJactionYJAmericangJournalgofgMedicalgGeneticsugPartgC:g
SeminarsgingMedicalgGeneticsVJ2014VJbggtVJjdWbae 3.1 41

112 TowardsJcompleteJandJerrorWfreeJgenomeJassembliesJofJallJvertebrateJspecies 38

111 uecouplingJofJevolutionaryJchangesJinJtranscriptionJfactorJbindingJandJgeneJexpressionJinJ
mammalsYJGenomegResearchVJ2015VJcfVJbghWhi 9.7 37

110 uivergenceJinJgeneJexpressionJwithinJandJbetweenJtwoJcloselyJrelatedJflycatcherJspeciesYJ
MoleculargEcologyVJ2016VJcfVJcabfWci 5.7 37

109 LeveragingJvuropeanJinfrastructuresJtoJaccessJbJmillionJhumanJgenomesJbyJcaccYJNaturegReviewsg
GeneticsVJ2019VJcaVJgjdWhab 30.1 36

108 eyivekJanJartificialJintelligenceJworkflowJsystemJforJgenomicJanalysisYJBMCgBioinformaticsVJ2010VJbbVJcea3.6 36

107 vnsemblJcoreJsoftwareJresourceskJstorageJandJprogrammaticJaccessJforJuNrJsequenceJandJ
genomeJannotationYJDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationVJ2017VJcabhVJ 5 35
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106 StrandJselectiveJgenerationJofJendoWsiRNrsJfromJtheJNaZphosphateJtransporterJgeneJSlcdeabJinJ
murineJtissuesYJNucleicgAcidsgResearchVJ2009VJdhVJccheWic 20.1 33

105 vnsemblJregulationJresourcesYJDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationVJ2016VJ
cabgVJ 5 33

104 rccessingJdataJfromJtheJznternationalJMouseJPhenotypingJtonsortiumkJstateJofJtheJartJandJfutureJ
plansYJMammaliangGenomeVJ2012VJcdVJgebWfc 3.2 32

103 rlignmentJofJbaaaJxenomesJProjectJreadsJtoJreferenceJassemblyJxRthdiYJGigaScienceVJ2017VJgVJbWi 7.6 31

102 znterplayJofJcisJandJtransJmechanismsJdrivingJtranscriptionJfactorJbindingJandJgeneJexpressionJ
evolutionYJNaturegCommunicationsVJ2017VJiVJbajc 17.4 31

101 yighJcoverageJwholeJgenomeJsequencingJofJtheJexpandedJbaaaJxenomesJProjectJcohortJincludingJ
gacJtrios 31

100 vpigenomeJdataJreleasekJaJparticipantWcenteredJapproachJtoJprivacyJprotectionYJGenomegBiologyVJ
2015VJbgVJbec 18.3 30

99 PlateletJfunctionJisJmodifiedJbyJcommonJsequenceJvariationJinJmegakaryocyteJsuperJenhancersYJ
NaturegCommunicationsVJ2017VJiVJbgafi 17.4 30

98
xlobalJidentificationJofJSmadcJandJvomesoderminJtargetsJinJzebrafishJidentifiesJaJconservedJ
transcriptionalJnetworkJinJmesendodermJandJaJnovelJroleJforJvomesoderminJinJrepressionJofJ
ectodermalJgeneJexpressionYJBMCgBiologyVJ2014VJbcVJib

7.3 30

97 xrameneJcacbkJharnessingJtheJpowerJofJcomparativeJgenomicsJandJpathwaysJforJplantJresearchYJ
NucleicgAcidsgResearchVJ2021VJejVJubefcWubegd 20.1 29

96 tomputationalJapproachesJtoJinterpretingJgenomicJsequenceJvariationYJGenomegMedicineVJ2014VJgVJih 14.4 28

95 UncoveringJinformationJonJexpressionJofJnaturalJantisenseJtranscriptsJinJrffymetrixJMOvedaJ
datasetsYJBMCgGenomicsVJ2007VJiVJcaa 4.5 27

94 rJspatiallyJresolvedJbrainJregionWJandJcellJtypeWspecificJisoformJatlasJofJtheJpostnatalJmouseJbrainYJ
NaturegCommunicationsVJ2021VJbcVJegd 17.4 27

93 trSTWthzPJmapsJcellWtypeWspecificJchromatinJstatesJinJtheJurosophilaJcentralJnervousJsystemYJCellg
ReportsVJ2013VJfVJchbWic 10.6 26

92 rJdatabaseJandJrPzJforJvariationVJdenseJgenotypingJandJresequencingJdataYJBMCgBioinformaticsVJ
2010VJbbVJcdi 3.6 26

91 xeneJfindingJinJtheJchickenJgenomeYJBMCgBioinformaticsVJ2005VJgVJbdb 3.6 26

90 MultiWplatformJdiscoveryJofJhaplotypeWresolvedJstructuralJvariationJinJhumanJgenomes 26

89 VariantJcallingJonJtheJxRthdiJassemblyJwithJtheJdataJfromJphaseJthreeJofJtheJbaaaJxenomesJ
ProjectYJWellcomegOpengResearchVJ2019VJeVJfa 4.8 24

(2019-2009)
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88 rvianbasekJaJcommunityJresourceJforJbirdJgenomicsYJGenomegBiologyVJ2015VJbgVJcb 18.3 22

87 tTtwJmaintainsJregulatoryJhomeostasisJofJcancerJpathwaysYJGenomegBiologyVJ2018VJbjVJbag 18.3 22

86 VvuPathuskJtheJeukaryoticJpathogenVJvectorJandJhostJbioinformaticsJresourceJcenterYJNucleicgAcidsg
ResearchVJ2021VJ 20.1 22

85 tonsistentJannotationJofJgeneJexpressionJarraysYJBMCgGenomicsVJ2010VJbbVJcje 4.5 21

84 PervasiveJlesionJsegregationJshapesJcancerJgenomeJevolutionYJNatureVJ2020VJfidVJcgfWcha 50.4 20

83 xrexykJznternationalJpoliciesJandJstandardsJforJdataJsharingJacrossJgenomicJresearchJandJ
healthcareYYJCellgGenomicsVJ2021VJbVJbaaacjWbaaacj 20

82 PopulationWscaleJtissueJtranscriptomicsJmapsJlongJnonWcodingJRNrsJtoJcomplexJdiseaseYJCellVJ2021VJ
bieVJcgddWcgeiYebj 56.2 20

81 zdentificationJofJgenesJrequiredJforJeyeJdevelopmentJbyJhighWthroughputJscreeningJofJmouseJ
knockoutsYJCommunicationsgBiologyVJ2018VJbVJcdg 6.7 20

80 thromatinWsasedJtlassificationJofJxeneticallyJyeterogeneousJrMLsJintoJTwoJuistinctJSubtypesJ
withJuiverseJStemnessJPhenotypesYJCellgReportsVJ2019VJcgVJbafjWbagjYeg 10.6 19

79 rJtpxJmutationalJhotspotJinJaJONvtUTJbindingJsiteJaccountsJforJtheJprevalentJvariantJofJ
hemophiliaJsJLeydenYJAmericangJournalgofgHumangGeneticsVJ2013VJjcVJegaWh 11 19

78 VariantJcallingJonJtheJxRthdiJassemblyJwithJtheJdataJfromJphaseJthreeJofJtheJbaaaJxenomesJ
ProjectYJWellcomegOpengResearchVJ2019VJeVJfa 4.8 19

77 rpplicationsJofJtheJbaaaJxenomesJProjectJresourcesYJBriefingsgingFunctionalgGenomicsVJ2017VJbgVJbgdWbha4.9 18

76 RegisteredJaccesskJauthorizingJdataJaccessYJEuropeangJournalgofgHumangGeneticsVJ2018VJcgVJbhcbWbhdb 5.3 17

75 rnJevaluationJofJsequencingJcoverageJandJgenotypingJstrategiesJtoJassessJneutralJandJadaptiveJ
diversityYJMoleculargEcologygResourcesVJ2019VJbjVJbejhWbfbf 8.4 17

74 xettingJtheJvntireJMessagekJProgressJinJzsoformJSequencingYJFrontiersgingGeneticsVJ2019VJbaVJhaj 4.5 16

73 LaxomitsWLagomorphJxenomicsJtonsortiumkJrnJznternationalJtollaborativeJvffortJforJSequencingJ
theJxenomesJofJanJvntireJMammalianJOrderYJJournalgofgHeredityVJ2016VJbahVJcjfWdai 2.4 15

72 TheJvarthJsioxenomeJProjectJcacakJStartingJtheJclockYYJProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaVJ2022VJbbjVJ 11.5 15

71 rnJimprovedJpigJreferenceJgenomeJsequenceJtoJenableJpigJgeneticsJandJgenomicsJresearch 15
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70 TheJvvolutionaryJwatesJofJaJLargeJSegmentalJuuplicationJinJMouseYJGeneticsVJ2016VJcaeVJcghWif 4 14

69 ncRNrJorthologiesJinJtheJvertebrateJlineageYJDatabase:gthegJournalgofgBiologicalgDatabasesgandg
CurationVJ2016VJcabgVJ 5 14

68 TranscriptSNPViewkJaJgenomeWwideJcatalogJofJmouseJcodingJvariationYJNaturegGeneticsVJ2006VJdiVJifd 36.3 14

67 vvaluationJofJxRthdiJandJdeJnovoJhaploidJgenomeJassembliesJdemonstratesJtheJenduringJqualityJ
ofJtheJreferenceJassembly 13

66 MitochondrialJheteroplasmyJinJvertebratesJusingJthzPWsequencingJdataYJGenomegBiologyVJ2016VJbhVJbdj 18.3 13

65 vnsemblJxenomesJcacckJanJexpandingJgenomeJresourceJforJnonWvertebratesYJNucleicgAcidsg
ResearchVJ2021VJ 20.1 12

64 TheJvuropeanJsioinformaticsJznstitutekJempoweringJcooperationJinJresponseJtoJaJglobalJhealthJ
crisisYJNucleicgAcidsgResearchVJ2021VJejVJucjWudh 20.1 12

63 wunctionalJannotationsJofJthreeJdomesticJanimalJgenomesJprovideJvitalJresourcesJforJcomparativeJ
andJagriculturalJresearchYJNaturegCommunicationsVJ2021VJbcVJbicb 17.4 12

62 ReWannotationJofJbjbJdevelopmentalJandJepilepticJencephalopathyWassociatedJgenesJunmasksJdeJ
novoJvariantsJinYJNpjgGenomicgMedicineVJ2019VJeVJdb 6.2 12

61 TheJneedJforJspeedYJGenomegBiologyVJ2009VJbaVJcbc 18.3 11

60 thromatinJactivationJasJaJunifyingJprincipleJunderlyingJpathogenicJmechanismsJinJmultipleJ
myelomaYJGenomegResearchVJ2020VJdaVJbcbhWbcch 9.7 11

59 MultiWomicsJprofilingJrevealsJaJdistinctiveJepigenomeJsignatureJforJhighWriskJacuteJpromyelocyticJ
leukemiaYJOncotargetVJ2018VJjVJcfgehWcfgga 3.3 11

58 TheJvuropeanJVariationJrrchivekJaJwrzRJresourceJofJgenomicJvariationJforJallJspeciesYJNucleicgAcidsg
ResearchVJ2021VJ 20.1 10

57 xeneJpredictionkJcompareJandJtONTRrSTYJGenomegBiologyVJ2007VJiVJcdd 18.3 9

56 SequenceJlocallyVJthinkJgloballykJTheJuarwinJTreeJofJLifeJProjectYYJProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2022VJbbjVJ 11.5 9

55 LzNvJretrotransposonsJcharacterizeJmammalianJtissueWspecificJandJevolutionarilyJdynamicJ
regulatoryJregionsYJGenomegBiologyVJ2021VJccVJgc 18.3 9

54 windingJandJsharingkJnewJapproachesJtoJregistriesJofJdatabasesJandJservicesJforJtheJbiomedicalJ
sciencesYJDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationVJ2010VJcabaVJbaqabe 5 8

53 MouseJmutantJphenotypingJatJscaleJrevealsJnovelJgenesJcontrollingJboneJmineralJdensityYJPLoSg
GeneticsVJ2020VJbgVJebaajbja 6 8

(2020-2016)
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52 NearlyJallJnewJproteinWcodingJpredictionsJinJtheJtyvSSJdatabaseJareJnotJproteinWcoding 8

51 TranscriptionalJactivityJandJstrainWspecificJhistoryJofJmouseJpseudogenesYJNaturegCommunicationsVJ
2020VJbbVJdgjf 17.4 8

50 rdaptationJofJProteinsJtoJtheJtoldJinJrntarcticJwishkJrJRoleJforJMethioninepYJGenomegBiologygandg
EvolutionVJ2019VJbbVJccaWcdb 3.9 8

49 yaplosaurusJcomputesJproteinJhaplotypesJforJuseJinJprecisionJdrugJdesignYJNaturegCommunicationsVJ
2018VJjVJebci 17.4 8

48 tonsiderationsJforJtheJinclusionJofJcxJmammalianJgenomesJinJphylogeneticJanalysesYJGenomeg
BiologyVJ2011VJbcVJeab 18.3 7

47 thromosomeJassemblyJofJlargeJandJcomplexJgenomesJusingJmultipleJreferences 7

46 MultipleJlaboratoryJmouseJreferenceJgenomesJdefineJstrainJspecificJhaplotypesJandJnovelJ
functionalJloci 7

45 xeneticJperturbationJofJPUYbJbindingJandJchromatinJloopingJatJneutrophilJenhancersJassociatesJ
withJautoimmuneJdiseaseYJNaturegCommunicationsVJ2021VJbcVJccji 17.4 7

44 TheJyumanJPangenomeJProjectkJaJglobalJresourceJtoJmapJgenomicJdiversityYYJNatureVJ2022VJgaeVJedhWeeg50.4 7

43 ProgressVJthallengesVJandJSurprisesJinJrnnotatingJtheJyumanJxenomeYJAnnualgReviewgofgGenomicsg
andgHumangGeneticsVJ2020VJcbVJffWhj 9.7 6

42 UsingJseveralJpairWwiseJinformantJsequencesJforJdeJnovoJpredictionJofJalternativelyJsplicedJ
transcriptsYJGenomegBiologyVJ2006VJhJSupplJbVJSiYbWj 18.3 5

41 tombinedJyrTZvZycJmodulationJleadsJtoJcancerWselectiveJcellJdeathYJOncotargetVJ2018VJjVJcfgdaWcfgeg3.3 5

40 TheJvuropeanJxenomeWphenomeJrrchiveJinJcacbYJNucleicgAcidsgResearchVJ2021VJ 20.1 5

39 tellJtypeWspecificJnovelJlongJnonWcodingJRNrJandJcircularJRNrJinJtheJsLUvPRzNTJhematopoieticJ
transcriptomesJatlasYJHaematologicaVJ2021VJbagVJcgbdWcgcd 6.6 5

38 SoftJwindowingJapplicationJtoJimproveJanalysisJofJhighWthroughputJphenotypingJdataYJ
BioinformaticsVJ2020VJdgVJbejcWbfaa 7.2 5

37 StandardsJrecommendationsJforJtheJvarthJsioxenomeJProjectYYJProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2022VJbbjVJ 11.5 4

36 tlusteredJtTtwJbindingJisJanJevolutionaryJmechanismJtoJmaintainJtopologicallyJassociatingJdomains 4

35 rJcommunityWdrivenJroadmapJtoJadvanceJresearchJonJtranslatedJopenJreadingJframesJdetectedJbyJRiboWseq 4
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34 zdentificationJofJmaleJheterogameticJsexWdeterminingJregionsJonJtheJrtlanticJherringJtlupeaJ
harengusJgenomeYJJournalgofgFishgBiologyVJ2020VJjhVJbjaWcab 1.9 3

33 tellJtypeJspecificJnovelJlincRNrsJandJcircRNrsJinJtheJsLUvPRzNTJhaematopoieticJtranscriptomesJatlas 3

32 ueJnovoJassemblyJofJgeJhaplotypeWresolvedJhumanJgenomesJofJdiverseJancestryJandJintegratedJ
analysisJofJstructuralJvariation 3

31 TheJevolutionaryJfatesJofJaJlargeJsegmentalJduplicationJinJmouse 3

30 RepeatJassociatedJmechanismsJofJgenomeJevolutionJandJfunctionJrevealedJbyJtheJMusJcaroliJandJ
MusJpahariJgenomes 3

29 UsingJlongJandJlinkedJreadsJtoJimproveJanJrtlanticJherringJRtlupeaJharengusSJgenomeJassemblyYJ
ScientificgReportsVJ2019VJjVJbhhbg 4.9 3

28 TheJvnsemblJtOVzuWbjJresourcekJongoingJintegrationJofJpublicJSrRSWtoVWcJdataYJNucleicgAcidsg
ResearchVJ2021VJ 20.1 3

27 QuantitativeJanalysisJofJchromatinJinteractionJchangesJuponJaJeYdJMbJdeletionJatJmouseJevcYJBMCg
GenomicsVJ2015VJbgVJjic 4.5 2

26 TheJvuropeanJsioinformaticsJznstituteJRvMsLWvszSJinJcacbYJNucleicgAcidsgResearchVJ2021VJ 20.1 2

25 MiningJUniqueWJSubstringsJfromJxenomesYJJournalgofgProteomicsgandgBioinformaticsVJ2010VJdVJajjWbad 2.1 2

24 tomplexityJandJconservationJofJregulatoryJlandscapesJunderlieJevolutionaryJresilienceJofJ
mammalianJgeneJexpression 2

23 rJstandardizedJframeworkJforJrepresentationJofJancestryJdataJinJgenomicsJstudiesVJwithJ
applicationJtoJtheJNyxRzWvszJxWrSJtatalog 2

22 tomparativeJanalysisJofJneutrophilJandJmonocyteJepigenomes 2

21 rJchromosomeWlevelJassemblyJofJtheJrtlanticJherringJâ��JdetectionJofJaJsupergeneJandJotherJsignalsJ
ofJselection 2

20 rccessingJLivestockJResourcesJinJvnsemblYJFrontiersgingGeneticsVJ2021VJbcVJgfacci 4.5 2

19 TheJvalueJofJprimaryJtranscriptsJtoJtheJclinicalJandJnonWclinicalJgenomicsJcommunitykJSurveyJresultsJ
andJroadmapJforJimprovementsYJMoleculargGeneticsgnamp;gGenomicgMedicineVJ2021VJebhig 2.3 2

18 βWmerJcountingJandJcuratedJlibrariesJdriveJefficientJannotationJofJrepeatsJinJplantJgenomesYJPlantg
GenomeVJ2021VJbeVJecabed 4.4 2

17 xenomeJvariationJandJconservedJregulationJidentifyJgenomicJregionsJresponsibleJforJstrainJspecificJ
phenotypesJinJratYJBMCgGenomicsVJ2017VJbiVJjig 4.5 1

(2017-2020)
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16 OptimisingJoligonucleotideJarrayJdesignJforJthzPWonWchipYJBMCgBioinformaticsVJ2007VJiVJ 3.6 1

15 MultipleJadaptiveJsolutionsJtoJfaceJclimaticJconstraintskJnovelJinsightsJinJtheJdebateJoverJtheJroleJ
ofJconvergenceJinJlocalJadaptation 1

14 VariationJinJPUYbJbindingJandJchromatinJloopingJatJneutrophilJenhancersJinfluencesJautoimmuneJ
diseaseJsusceptibility 1

13 wunctionalJrnnotationJofJRareJxeneticJVariantsJ2015VJfhWha 1

12 PseudogenesJinJtheJmouseJlineagekJtranscriptionalJactivityJandJstrainWspecificJhistory 1

11 thromatinJactivationJasJaJunifyingJprincipleJunderlyingJpathogenicJmechanismsJinJmultipleJmyeloma 1

10 wunctionalJsignaturesJofJevolutionarilyJyoungJtTtwJbindingJsitesYJBMCgBiologyVJ2020VJbiVJbdc 7.3 1

9 rJMinimallyJMorphologicallyJuestructiveJrpproachJforJuNrJRetrievalJandJWholeWxenomeJShotgunJ
SequencingJofJPinnedJyistoricJuipteranJVectorJSpeciesYJGenomegBiologygandgEvolutionVJ2021VJbdVJ 3.9 1

8 ScriptingJrnalysesJofJxenomesJinJvnsemblJPlantsYYJMethodsgingMoleculargBiologyVJ2022VJceedVJchWff 1.4 0

7 RegulatoryJuivergenceJofJTranscriptJzsoformsJinJaJMammalianJModelJSystemYJPLoSgONEVJ2015VJbaVJeabdhdgh3.7 0

6 TheJwrrNxJuataJPortalkJxlobalVJOpenWrccessVJLwrzRLVJandJRichlyJValidatedJxenotypeJtoJPhenotypeJ
uataJforJyighWQualityJwunctionalJrnnotationJofJrnimalJxenomesYJFrontiersgingGeneticsVJ2021VJbcVJgdjcdi4.5 0

5 –ournalJclubYJrJcomputationalJgeneticistJlooksJatJmechanismsJofJchromosomalJevolutionYJNatureVJ
2010VJegdVJhbd 50.4

4 VisualisingJtheJvpigenomeJ2009VJffWgg

3 tharacterizationJofJtheJuNrJMethylomeJduringJyumanJsWtellJuifferentiationYJBloodVJ2014VJbceVJedegWedeg2.2

2 WholeWxenomeJvpigenomicJrnalysisJinJMultipleJMyelomaJRevealsJuNrJyypermethylationJofJsWtellJ
SpecificJvnhancersYJBloodVJ2014VJbceVJcadcWcadc 2.2

1 VariantJcallingJacrossJfafJopenlyJconsentedJsamplesJfromJfourJxambianJpopulationsJonJxRthdiYJ
WellcomegOpengResearchVgVJcdj 4.8
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