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74 vonstraintYbasedLmodelsLpredictLmetabolicLandLassociatedLcellularLfunctionsaLNaturenReviewsn
GeneticsXL2014XLdhXLdcjYec 30.1 552

73 UsingLzenomeYscaleLModelsLtoLPredictLuiologicalLvapabilitiesaLCellXL2015XLdidXLljdYlkj 56.2 433

72 WdrhLmediatesLselfYrenewalLandLreprogrammingLviaLtheLembryonicLstemLcellLcoreLtranscriptionalL
networkaLCellXL2011XLdghXLdkfYlj 56.2 433

71 iMLdhdhXLaLknowledgebaseLthatLcomputesLxscherichiaLcoliLtraitsaLNaturenBiotechnologyXL2017XLfhXLlcgYlck44.5 212

70
zenomeYscaleLmetabolicLreconstructionsLofLmultipleLxscherichiaLcoliLstrainsLhighlightLstrainYspecificL
adaptationsLtoLnutritionalLenvironmentsaLProceedingsnofnthenNationalnAcademynofnSciencesnofnthen
UnitednStatesnofnAmericaXL2013XLddcXLecffkYgf

11.5 176

69 WhatLMakesLaLuacterialLSpeciesLPathogenicrmvomparativeLzenomicLtnalysisLofLtheLzenusL
LeptospiraaLPLoSnNeglectednTropicalnDiseasesXL2016XLdcXLecccggcf 4.8 170

68 OptimizingLgenomeYscaleLnetworkLreconstructionsaLNaturenBiotechnologyXL2014XLfeXLggjYhe 44.5 152

67
vomparativeLgenomeYscaleLmodellingLofLStaphylococcusLaureusLstrainsLidentifiesLstrainYspecificL
metabolicLcapabilitiesLlinkedLtoLpathogenicityaLProceedingsnofnthenNationalnAcademynofnSciencesnofn
thenUnitednStatesnofnAmericaXL2016XLddfXLxfkcdYl

11.5 145

66 MxMOTxLforLstandardizedLgenomeYscaleLmetabolicLmodelLtestingaLNaturenBiotechnologyXL2020XLfkXLejeYeji44.5 121

65 MachineLlearningLandLstructuralLanalysisLofLMycobacteriumLtuberculosisLpanYgenomeLidentifiesL
geneticLsignaturesLofLantibioticLresistanceaLNaturenCommunicationsXL2018XLlXLgfci 17.4 73

64 MultiYomicsLQuantificationLofLSpeciesLVariationLofLxscherichiaLcoliLLinksLMolecularLyeaturesLwithL
StrainLPhenotypesaLCellnSystemsXL2016XLfXLefkYehdaede 10.6 67

63 ModelYdrivenLdiscoveryLofLundergroundLmetabolicLfunctionsLinLxscherichiaLcoliaLProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaXL2015XLddeXLlelYfg 11.5 63

62  ighYqualityLgenomeYscaleLmetabolicLmodellingLofLPseudomonasLputidaLhighlightsLitsLbroadL
metabolicLcapabilitiesaLEnvironmentalnMicrobiologyXL2020XLeeXLehhYeil 5.2 61

61 vharacterizingLStrainLVariationLinLxngineeredLxa´ coliLUsingLaLMultiYOmicsYuasedLWorkflowaLCelln
SystemsXL2016XLeXLffhYgi 10.6 59

60 zenomeYscaleLmetabolicLreconstructionsLofLmultipleLSalmonellaLstrainsLrevealLserovarYspecificL
metabolicLtraitsaLNaturenCommunicationsXL2018XLlXLfjjd 17.4 52

59 vellularLresponsesLtoLreactiveLoxygenLspeciesLareLpredictedLfromLmolecularLmechanismsaL
ProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaXL2019XLddiXLdgfikYdgfjf11.5 46

58 uOydatmLzeneratingLbiomassLobjectiveLfunctionsLforLgenomeYscaleLmetabolicLmodelsLfromL
experimentalLdataaLPLoSnComputationalnBiologyXL2019XLdhXLedcciljd 5 39
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57 SystemsLbiologyLofLtheLstructuralLproteomeaLBMCnSystemsnBiologyXL2016XLdcXLei 3.5 39

56 UpdatedLandLstandardizedLgenomeYscaleLreconstructionLofLMycobacteriumLtuberculosisL fjRvXL
ixKdcddXLsimulatesLfluxLstatesLindicativeLofLphysiologicalLconditionsaLBMCnSystemsnBiologyXL2018XLdeXLeh 3.5 33

55 tLbiochemicallyYinterpretableLmachineLlearningLclassifierLforLmicrobialLzWtSaLNaturen
CommunicationsXL2020XLddXLehkc 17.4 32

54
SystemsLbiologyLdefinitionLofLtheLcoreLproteomeLofLmetabolismLandLexpressionLisLconsistentLwithL
highYthroughputLdataaLProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofn
AmericaXL2015XLddeXLdckdcYh

11.5 31

53 zeneticsaLPredictingLmicrobialLgrowthaLScienceXL2014XLfggXLdggkYl 33.3 29

52 MachineLlearningLwithLrandomLsubspaceLensemblesLidentifiesLantimicrobialLresistanceL
determinantsLfromLpanYgenomesLofLthreeLpathogensaLPLoSnComputationalnBiologyXL2020XLdiXLedccjick 5 28

51 tLworkflowLforLgeneratingLmultiYstrainLgenomeYscaleLmetabolicLmodelsLofLprokaryotesaLNaturen
ProtocolsXL2020XLdhXLdYdg 18.8 28

50 MemotemLtLcommunityLdrivenLeffortLtowardsLaLstandardizedLgenomeYscaleLmetabolicLmodelLtestLsuite 26

49 ssbiomLaLPythonLframeworkLforLstructuralLsystemsLbiologyaLBioinformaticsXL2018XLfgXLedhhYedhj 7.2 25

48 MetagenomicsYuasedXLStrainYLevelLtnalysisLofLyromLaLTimeYSeriesLofLMicrobiomeLSamplesLyromLaL
vrohnSsLwiseaseLPatientaLFrontiersninnMicrobiologyXL2018XLlXLehhl 5.7 24

47 xscherichiaLcoliLueLstrainsLprevalentLinLinflammatoryLbowelLdiseaseLpatientsLhaveLdistinctLmetabolicL
capabilitiesLthatLenableLcolonizationLofLintestinalLmucosaaLBMCnSystemsnBiologyXL2018XLdeXLii 3.5 22

46 ivNjdkXLanLUpdatedLandLImprovedLzenomeYScaleLMetabolicLNetworkLReconstructionLofLtYxaL
FrontiersninnGeneticsXL2018XLlXLded 4.5 20

45 ThermodynamicLfavorabilityLandLpathwayLyieldLasLevolutionaryLtradeoffsLinLbiosyntheticLpathwayL
choiceaLProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaXL2018XLddhXLddfflYddfgg11.5 20

44 tLcomputationalLknowledgeYbaseLelucidatesLtheLresponseLofLStaphylococcusLaureusLtoLdifferentL
mediaLtypesaLPLoSnComputationalnBiologyXL2019XLdhXLedcciigg 5 18

43 vomparativeLzenomeYScaleLMetabolicLModelingLofLMetalloYuetaYLactamaseYProducingL
MultidrugYResistantLvlinicalLIsolatesaLFrontiersninnCellularnandnInfectionnMicrobiologyXL2019XLlXLdid 5.9 16

42 SystemsLbiologyYguidedLidentificationLofLsyntheticLlethalLgeneLpairsLandLitsLpotentialLuseLtoL
discoverLantibioticLcombinationsaLScientificnReportsXL2015XLhXLdiceh 4.9 13

41 SystemsLuiologyLandLPangenomeLofLOYtntigensaLMBioXL2019XLdcXL 7.8 11

40 ImpactLofLinsertionLsequencesLonLconvergentLevolutionLofLShigellaLspeciesaLPLoSnGeneticsXL2020XLdiXLedccklfd6 11
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39 TheLTwoYvomponentLSystemLtgrtvLwisplaysLyourLwistinctLzenomicLtrrangementsLThatLwelineateL
zenomicLVirulenceLyactorLSignaturesaLFrontiersninnMicrobiologyXL2018XLlXLdcke 5.7 10

38 PangenomeLtnalyticsLRevealLTwoYvomponentLSystemsLasLvonservedLTargetsLinLxSKtPxxL
PathogensaLMSystemsXL2021XLiXL 7.6 10

37 xxperimentallyLValidatedLReconstructionLandLtnalysisLofLaLzenomeYScaleLMetabolicLModelLofLanL
tnaerobicLNeocallimastigomycotaLyungusaLMSystemsXL2021XLiXL 7.6 10

36
SystemsLbiologyLanalysisLofLtheLvlostridioidesLdifficileLcoreYgenomeLcontextualizesL
microenvironmentalLevolutionaryLpressuresLleadingLtoLgenotypicLandLphenotypicLdivergenceaLNpjn
SystemsnBiologynandnApplicationsXL2020XLiXLfd

5 9

35 PredictingLtntimicrobialLResistanceLandLtssociatedLzenomicLyeaturesLfromLWholeYzenomeL
SequencingaLJournalnofnClinicalnMicrobiologyXL2019XLhjXL 9.7 9

34 SystemsYlevelLanalysisLofLNalwLmutationXLaLrecurrentLdriverLofLrapidLdrugLresistanceLinLacuteL
PseudomonasLaeruginosaLinfectionaLPLoSnComputationalnBiologyXL2019XLdhXLedccjhie 5 8

33 uOydatmLgeneratingLbiomassLobjectiveLfunctionLstoichiometricLcoefficientsLfromLexperimentalLdata 7

32 MachineLlearningLinLcomputationalLbiologyLtoLaccelerateLhighYthroughputLproteinLexpressionaL
BioinformaticsXL2017XLffXLegkjYeglh 7.2 6

31 StrainYSpecificLMetabolicLRequirementsLRevealedLbyLaLwefinedLMinimalLMediumLforLSystemsL
tnalysesLofaLAppliednandnEnvironmentalnMicrobiologyXL2019XLkhXL 4.8 6

30 ModelYdrivenLdiscoveryLofLsynergisticLinhibitorsLagainstLxaLcoliLandLSaLentericaLserovarLTyphimuriumL
targetingLaLnovelLsyntheticLlethalLpairXLaldtLandLprpvaLFrontiersninnMicrobiologyXL2015XLiXLlhk 5.7 6

29 zenomeYscaleLmetabolicLmodelingLrevealsLkeyLfeaturesLofLaLminimalLgeneLsetaLMolecularnSystemsn
BiologyXL2021XLdjXLedccll 12.2 6

28
wraftLzenomeLSequencesLofLyourLMetalloYuetaYLactamaseYProducingLMultidrugYResistantL
KlebsiellaLpneumoniaeLvlinicalLIsolatesXLIncludingLTwoLvolistinYResistantLStrainsXLfromLvairoXLxgyptaL
MicrobiologynResourcenAnnouncementsXL2019XLkXL

1.3 6

27 vharacterizationLofLvtYMRStLTv dhdiLexposedLtoLnafcillinLinLbacteriologicalLandLphysiologicalL
mediaaLScientificnDataXL2019XLiXLgf 8.2 4

26 ReconstructionLandLValidationLofLaLzenomeYScaleLMetabolicLModelLofLTivJgdhUXLaL umanL
vommensalLandLOpportunisticLPathogenaLFrontiersninnGeneticsXL2020XLddXLddi 4.5 4

25
wistinctLSubpopulationsLofLIntravalvularLMethicillinYResistantLStaphylococcusLaureusLwithLVariableL
SusceptibilityLtoLwaptomycinLinLTricuspidLValveLxndocarditisaLAntimicrobialnAgentsnandn
ChemotherapyXL2020XLigXL

5.9 4

24 TheLaldehydeLdehydrogenaseXLtldtXLisLessentialLforLLYdXeYpropanediolLutilizationLinL
laboratoryYevolvedLxscherichiaLcoliaLMicrobiologicalnResearchXL2017XLdlgXLgjYhe 5.3 4

23 ReducedLProductionLofLuacterialLMembraneLVesiclesLPredictsLMortalityLinLSTghbUSticcL
MethicillinYResistantLuacteremiaaLAntibioticsXL2019XLlXL 4.9 4

22 IntegrationLofLvomparativeLzenomicsLwithLzenomeYScaleLMetabolicLModelingLtoLInvestigateL
StrainYSpecificLPhenotypicalLwifferencesaLMethodsninnMolecularnBiologyXL2018XLdjdiXLdhdYdjh 1.4 4
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21 zenomeYScaleLMetabolicLModelLofLpvaLmLtnLtpproachLtoLxlucidateLPathogenicityLatLtheLMetabolicL
LevelaLFrontiersninnGeneticsXL2020XLddXLkfj 4.5 3

20 ProfilingLtheLeffectLofLnafcillinLonL tYMRStLwjdeLusingLbacteriologicalLandLphysiologicalLmediaaL
ScientificnDataXL2019XLiXLfee 8.2 3

19 PangenomeLyluxLualanceLtnalysisLTowardLPanphenomesL2020XLedlYefe 2

18 ssbiomLtLPythonLyrameworkLforLStructuralLSystemsLuiology 2

17 PangenomeLtnalysisLofLxnterobacteriaLRevealsLRichnessLofLSecondaryLMetaboliteLzeneLvlustersL
andLtheirLtssociatedLzeneLSets 2

16 zaplessXLUnambiguousLzenomeLSequenceLforLxscherichiaLcoliLvXLaLWorkhorseLofLIndustrialLuiologyaL
MicrobiologynResourcenAnnouncementsXL2018XLjXL 1.3 2

15
zenomeLSequenceLvomparisonLofLStaphylococcusLaureusLTXcddjLandLaLuetaYLactamaseYvuredL
werivativeLShowsLIncreasedLvationicLPeptideLResistanceLtccompanyingLMutationsLinLandaL
MicrobiologynResourcenAnnouncementsXL2020XLlXL

1.3 1

14 tdaptationsLofLxscherichiaLcoliLstrainsLtoLoxidativeLstressLareLreflectedLinLpropertiesLofLtheirL
structuralLproteomesaLBMCnBioinformaticsXL2020XLedXLdie 3.6 1

13 vomparativeLpangenomicsmLanalysisLofLdeLmicrobialLpathogenLpangenomesLrevealsLconservedL
globalLstructuresLofLgeneticLandLfunctionalLdiversityaaLBMCnGenomicsXL2022XLefXLj 4.5 1

12 RapidLresistanceLdevelopmentLtoLthreeLantistaphylococcalLtherapiesLinLantibioticYtolerantL
staphylococcusLaureusLbacteremiaaLPLoSnONEXL2021XLdiXLecehkhle 3.7 1

11 vomputationLofLconditionYdependentLproteomeLallocationLrevealsLvariabilityLinLtheLmacroLandL
microLnutrientLrequirementsLforLgrowth 1

10 LaboratoryLevolutionLofLmultipleLxaLcoliLstrainsLrevealsLunifyingLprinciplesLofLadaptationLbutL
diversityLinLdrivingLgenotypes 1

9 vomputationLofLconditionYdependentLproteomeLallocationLrevealsLvariabilityLinLtheLmacroLandL
microLnutrientLrequirementsLforLgrowthaLPLoSnComputationalnBiologyXL2021XLdjXLedccjkdj 5 1

8
SystemsLbiologyLapproachLtoLfunctionallyLassessLtheLpangenomeLrevealsLgeneticLdiversityLwithL
discriminatoryLpoweraaLProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofn
AmericaXL2022XLddlXLeeddlfliddl

11.5 1

7  ighYQualityLzenomeYScaleLModelsLyromLxrrorYProneXLLongYReadLtssembliesaLFrontiersninn
MicrobiologyXL2020XLddXLhliiei 5.7 0

6 MathematicalLmodelsLtoLstudyLtheLbiologyLofLpathogensLandLtheLinfectiousLdiseasesLtheyLcauseaaL
IScienceXL2022XLehXLdcgcjl 6.1 0

5 MachineLlearningLwithLrandomLsubspaceLensemblesLidentifiesLantimicrobialLresistanceL
determinantsLfromLpanYgenomesLofLthreeLpathogensL2020XLdiXLedccjick

4 MachineLlearningLwithLrandomLsubspaceLensemblesLidentifiesLantimicrobialLresistanceL
determinantsLfromLpanYgenomesLofLthreeLpathogensL2020XLdiXLedccjick

(2020-2020)
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3 MachineLlearningLwithLrandomLsubspaceLensemblesLidentifiesLantimicrobialLresistanceL
determinantsLfromLpanYgenomesLofLthreeLpathogensL2020XLdiXLedccjick

2 MachineLlearningLwithLrandomLsubspaceLensemblesLidentifiesLantimicrobialLresistanceL
determinantsLfromLpanYgenomesLofLthreeLpathogensL2020XLdiXLedccjick

1 tLsystemsLapproachLdiscoversLtheLroleLandLcharacteristicsLofLsevenLLysRLtypeLtranscriptionLfactorsL
inLxscherichiaLcoliaaLScientificnReportsXL2022XLdeXLjejg 4.9
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