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95 xomparativeLfunctionalLgenomicsLidentifiesLanLironalimitedLbottleneckLinLaLstrainLwithLaL
cytosolicalocalizedLisobutanolLpathwaybbLSyntheticdanddSystemsdBiotechnologyYL2022YLlYLlgmalhn 4.2

94 vnLorthologousLgeneLcoevolutionLnetworkLprovidesLinsightLintoLeukaryoticLcellularLandLgenomicL
structureLandLfunctionbbLSciencedAdvancesYL2022YLmYLeabndedi 14.3 0

93 RepeatedLhorizontalLgeneLtransferLofL×vLactoseLmetabolismLgenesLviolatesLyolloTsLlawLofL
irreversibleLlossbLGeneticsYL2021YLfelYL 4 1

92 PopulationLgenomicsLofLtheLpathogenicLyeastLxandidaLtropicalisLidentifiesLhybridLisolatesLinL
environmentalLsamplesbLPLoSdPathogensYL2021YLelYLeeddnegm 7.6 11

91 SignaturesLofLoptimalLcodonLusageLinLmetabolicLgenesLinformLbuddingLyeastLecologybLPLoSdBiologyYL
2021YLenYLegddeemi 9.7 2

90 vLgenomeascaleLphylogenyLofLtheLkingdomL ungibLCurrentdBiologyYL2021YLgeYLekigaekkibei 6.3 29

89 NomenclaturalLissuesLconcerningLculturedLyeastsLandLotherLfungioLwhyLitLisLimportantLtoLavoidL
unneededLnameLchangesbLIMAdFungusYL2021YLefYLem 6.8 3

88 spbLnovbYLaLNovelLvpiculateLYeastLSpeciesL romLPatagonianL orestsLThatLLacksLtheLTypicalL×enomicL
yomesticationLSignaturesLforL ermentativeLznvironmentsbLFrontiersdindMicrobiologyYL2021YLefYLklnmnh 5.7 3

87 xrabtreecWarburgalikeLaerobicLxyloseLfermentationLbyLengineeredLSaccharomycesLcerevisiaebL
MetabolicdEngineeringYL2021YLkmYLeenaegd 9.7 3

86 ×enomeascaleLphylogenyLandLcontrastingLmodesLofLgenomeLevolutionLinLtheLfungalLphylumL
vscomycotabLSciencedAdvancesYL2020YLkYL 14.3 24

85 IntoLtheLwildoLnewLyeastLgenomesLfromLnaturalLenvironmentsLandLnewLtoolsLforLtheirLanalysisbLFEMSd
YeastdResearchYL2020YLfdYL 3.1 11

84 zvaluationLofLKurodaLet´ alboLInsightLintoLYeastLIsobutanolLToleranceLwithLvdvancesLStillLNeededbLCelld
SystemsYL2020YLedYLefh 10.6

83 SyntheticLhybridsLofLsixLyeastLspeciesbLNaturedCommunicationsYL2020YLeeYLfdmi 17.4 17

82 MicrobialLyiversityLvssociatedLwithLtheLPollenLStoresLofLxaptiveawredLwumbleLweeLxoloniesbLInsectsYL
2020YLeeYL 2.8 14

81 TowardLaL ullyLResolvedL ungalLTreeLofLLifebLAnnualdReviewdofdMicrobiologyYL2020YLlhYLfneageg 17.5 61

80 vnLinvestigationLofLirreproducibilityLinLmaximumLlikelihoodLphylogeneticLinferencebLNatured
CommunicationsYL2020YLeeYLkdnk 17.4 9

79 TowardsLyeastLtaxogenomicsoLlessonsLfromLnovelLspeciesLdescriptionsLbasedLonLcompleteLgenomeL
sequencesbLFEMSdYeastdResearchYL2020YLfdYL 3.1 16
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78 xRISpyaPopoLvLWebLToolLforLyesigningLxRISPRcxasnayrivenL×eneticLModificationsLinLyiverseL
PopulationsbLGz:dGenessdGenomessdGeneticsYL2020YLedYLhfmlahfnh 3.2 2

77 PostglacialLmigrationLshapedLtheLgenomicLdiversityLandLglobalLdistributionLofLtheLwildLancestorLofL
lagerabrewingLhybridsbLPLoSdGeneticsYL2020YLekYLeeddmkmd 6 11

76 MitochondriaaencodedLgenesLcontributeLtoLevolutionLofLheatLandLcoldLtoleranceLinLyeastbLScienced
AdvancesYL2019YLiYLeaavemhm 14.3 34

75 MitochondrialLyNvLandLtemperatureLtoleranceLinLlagerLyeastsbLSciencedAdvancesYL2019YLiYLeaavemkn 14.3 44

74 zxtensiveLlossLofLcellacycleLandLyNvLrepairLgenesLinLanLancientLlineageLofLbipolarLbuddingLyeastsbL
PLoSdBiologyYL2019YLelYLegdddfii 9.7 59

73 PathogenicLbuddingLyeastsLisolatedLoutsideLofLclinicalLsettingsbLFEMSdYeastdResearchYL2019YLenYL 3.1 26

72 zvolutionLofLaLnovelLchimericLmaltotrioseLtransporterLinLSaccharomycesLeubayanusLfromLparentL
proteinsLunableLtoLperformLthisLfunctionbLPLoSdGeneticsYL2019YLeiYLeeddllmk 6 25

71
×enomicLcontentLofLaLnovelLyeastLspeciesLHanseniasporaLgamundiaeLspbLnovbLfromLfungalLstromataL
UxyttariaVLassociatedLwithLaLuniqueLfermentedLbeverageLinLvndeanLPatagoniaYLvrgentinabLPLoSdONEYL
2019YLehYLedfedlnf

3.7 14

70 VariationLandLselectionLonLcodonLusageLbiasLacrossLanLentireLsubphylumbLPLoSdGeneticsYL2019YLeiYLeeddmgdh6 25

69 MultipleLReinventionsLofLMatingatypeLSwitchingLduringLwuddingLYeastLzvolutionbLCurrentdBiologyYL
2019YLfnYLfiiiafikfbem 6.3 16

68 zukaryoticLvcquisitionLofLaLwacterialLOperonbLCellYL2019YLelkYLegikaegkkbeed 56.2 45

67  ermentationLinnovationLthroughLcomplexLhybridizationLofLwildLandLdomesticatedLyeastsbLNatured
EcologydanddEvolutionYL2019YLgYLeilkaeimk 12.3 42

66 zvaluatingL astLMaximumLLikelihoodawasedLPhylogeneticLProgramsLUsingLzmpiricalLPhylogenomicL
yataLSetsbLMoleculardBiologydanddEvolutionYL2018YLgiYLhmkaidg 8.3 82

65 vLMolecularLPortraitLofLyeLNovoL×enesLinLYeastsbLMoleculardBiologydanddEvolutionYL2018YLgiYLkgeakhi 8.3 53

64  actorsLdrivingLmetabolicLdiversityLinLtheLbuddingLyeastLsubphylumbLBMCdBiologyYL2018YLekYLfk 7.3 15

63 OnLtheLoriginsLandLindustrialLapplicationsLofLSaccharomycesLcerevisiaeLˆ�LSaccharomycesL
kudriavzeviiLhybridsbLYeastYL2018YLgiYLieakn 3.4 46

62 NaturalLVariationLinLtheLMultidrugLzffluxLPumpLUnderliesLIonicLLiquidLToleranceLinLYeastbLGeneticsYL
2018YLfedYLfenafgh 4 19

61 PhylogeographyLofLtheLwildLLagerabrewingLancestorLUSaccharomycesLeubayanusVLinLPatagoniabL
EnvironmentaldMicrobiologyYL2018YLfdYLglgfaglhg 5.2 22

(2018-2020)

3



60 yiverseLyeastsLforLdiverseLfermentedLbeveragesLandLfoodsbLCurrentdOpiniondindBiotechnologyYL2018YL
hnYLennafdk 11.4 63

59 TempoLandLModeLofL×enomeLzvolutionLinLtheLwuddingLYeastLSubphylumbLCellYL2018YLeliYLeiggaeihibefd56.2 204

58  unctionalLandLevolutionaryLcharacterizationLofLaLsecondaryLmetaboliteLgeneLclusterLinLbuddingL
yeastsbLProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYL2018YLeeiYLeedgdaeedgi11.5 44

57 sppIyeroLvLSpeciesLIdentificationLToolLtoLInvestigateLHybridL×enomesLwithLHighaThroughputL
SequencingbLMoleculardBiologydanddEvolutionYL2018YLgiYLfmgiafmhn 8.3 25

56 zvolutionaryLinstabilityLofLxU×aLeuLinLtheLgeneticLcodeLofLbuddingLyeastsbLNaturedCommunicationsYL
2018YLnYLemml 17.4 38

55 RepeatedLxisaRegulatoryLTuningLofLaLMetabolicLwottleneckL×eneLduringLzvolutionbLMoleculard
BiologydanddEvolutionYL2018YLgiYLenkmaenme 8.3 12

54 zvidenceLforLlossLandLreacquisitionLofLalcoholicLfermentationLinLaLfructophilicLyeastLlineagebLELifeYL
2018YLlYL 8.9 36

53 xontentiousLrelationshipsLinLphylogenomicLstudiesLcanLbeLdrivenLbyLaLhandfulLofLgenesbLNatured
EcologydanddEvolutionYL2017YLeYLefk 12.3 246

52 HybridizationLandLadaptiveLevolutionLofLdiverseLspeciesLforLcellulosicLbiofuelLproductionbL
BiotechnologydfordBiofuelsYL2017YLedYLlm 7.8 52

51
×enomeLsequenceLandLphysiologicalLanalysisLofLYamadazymaLlaniorumLfbabLspbLnovbLandLaL
reevaluationLofLtheLapocryphalLxyloseLfermentationLofLitsLsisterLspeciesYLxandidaLtenuisbLFEMSdYeastd
ResearchYL2017YLelYL

3.1 9

50 NewLyeastsanewLbrewsoLmodernLapproachesLtoLbrewingLyeastLdesignLandLdevelopmentbLFEMSdYeastd
ResearchYL2017YLelYL 3.1 75

49 zmpiricalYLMetagenomicYLandLxomputationalLTechniquesLIlluminateLtheLMechanismsLbyLwhichL
 ungicidesLxompromiseLweeLHealthbLJournaldofdVisualizeddExperimentsYL2017YL 1.6 8

48 SpathasporaLboniaeLspbLnovbYLaLyaxyloseafermentingLspeciesLinLtheLxandidaLalbicanscLodderomycesL
cladebLInternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyYL2017YLklYLglnmagmdi 2.2 14

47 xomparativeLgenomicsLofLbiotechnologicallyLimportantLyeastsbLProceedingsdofdthedNationaldAcademyd
ofdSciencesdofdthedUniteddStatesdofdAmericaYL2016YLeegYLnmmfal 11.5 212

46 SpeciationLdrivenLbyLhybridizationLandLchromosomalLplasticityLinLaLwildLyeastbLNaturedMicrobiologyYL
2016YLeYLeiddg 26.6 120

45 ReconstructingLtheLwackboneLofLtheLSaccharomycotinaLYeastLPhylogenyLUsingL×enomeaScaleLyatabL
Gz:dGenessdGenomessdGeneticsYL2016YLkYLgnflagngn 3.2 126

44 zfficientLengineeringLofLmarkerafreeLsyntheticLallotetraploidsLofLSaccharomycesbLFungaldGeneticsd
anddBiologyYL2016YLmnYLedael 3.9 39

43 OngoingLresolutionLofLduplicateLgeneLfunctionsLshapesLtheLdiversificationLofLaLmetabolicLnetworkbL
ELifeYL2016YLiYL 8.9 18
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42 yirectedLzvolutionLRevealsLUnexpectedLzpistaticLInteractionsLThatLvlterLMetabolicLRegulationLandL
znableLvnaerobicLXyloseLUseLbyLSaccharomycesLcerevisiaebLPLoSdGeneticsYL2016YLefYLeeddkglf 6 49

41 xomplexLvncestriesLofLLagerawrewingLHybridsLWereLShapedLbyLStandingLVariationLinLtheLWildLYeastL
SaccharomycesLeubayanusbLPLoSdGeneticsYL2016YLefYLeeddkeii 6 72

40 xomparativeLgenomicsLprovidesLnewLinsightsLintoLtheLdiversityYLphysiologyYLandLsexualityLofLtheL
onlyLindustriallyLexploitedLtremellomyceteoLPhaffiaLrhodozymabLBMCdGenomicsYL2016YLelYLnde 4.5 22

39 ×enomeLSequenceLandLvnalysisLofLaLStressaTolerantYLWildayerivedLStrainLofLSaccharomycesL
cerevisiaeLUsedLinLwiofuelsLResearchbLGz:dGenessdGenomessdGeneticsYL2016YLkYLelilakk 3.2 35

38 WholeL×enomeLSequencerLandLvnalyzerLUiW×SVoLaLxomputationalLPipelineLtoL×uideLtheLyesignLandL
vnalysisLofL×enomeLSequencingLStudiesbLGz:dGenessdGenomessdGeneticsYL2016YLkYLgkiiagkkf 3.2 28

37
HorizontallyLacquiredLgenesLinLearlyadivergingLpathogenicLfungiLenableLtheLuseLofLhostLnucleosidesL
andLnucleotidesbLProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYL
2016YLeegYLheekafe

11.5 50

36 yynamicLzvolutionLofLNitricLOxideLyetoxifyingL lavohemoglobinsYLaL amilyLofLSingleaProteinL
MetabolicLModulesLinLwacteriaLandLzukaryotesbLMoleculardBiologydanddEvolutionYL2016YLggYLenlnaml 8.3 31

35
×enomicLanalysisLandLyaxyloseLfermentationLofLthreeLnovelLSpathasporaLspeciesoLSpathasporaLgirioiL
spbLnovbYLSpathasporaLhagerdaliaeLfbLabYLspbLnovbLandLSpathasporaLgorwiaeLfbLabYLspbLnovbLFEMSdYeastd
ResearchYL2016YLekYL

3.1 31

34 TemperatureLandLhostLpreferencesLdriveLtheLdiversificationLofLSaccharomycesLandLotherLyeastsoLaL
surveyLandLtheLdiscoveryLofLeightLnewLyeastLspeciesbLFEMSdYeastdResearchYL2015YLeiYL 3.1 56

33 yraftL×enomeLSequenceLofLSporidiobolusLsalmonicolorLxwSLkmgfYLaLRedaPigmentedL
wasidiomycetousLYeastbLGenomedAnnouncementsYL2015YLgYL 6

32 TheL×enomeLSequenceLofLSaccharomycesLeubayanusLandLtheLyomesticationLofLLagerawrewingL
YeastsbLMoleculardBiologydanddEvolutionYL2015YLgfYLfmemage 8.3 140

31 ×enomicsLandLtheLmakingLofLyeastLbiodiversitybLCurrentdOpiniondindGeneticsdanddDevelopmentYL2015YL
giYLeddan 4.9 79

30 LocalLclimaticLadaptationLinLaLwidespreadLmicroorganismbLProceedingsdofdthedRoyaldSocietydB:d
BiologicaldSciencesYL2014YLfmeYLfdegfhlf 4.4 49

29 PopulationLstructureLandLreticulateLevolutionLofLSaccharomycesLeubayanusLandLitsLlagerabrewingL
hybridsbLMoleculardEcologyYL2014YLfgYLfdgeahi 5.7 103

28 HighaefficiencyLgenomeLeditingLandLalleleLreplacementLinLprototrophicLandLwildLstrainsLofL
SaccharomycesbLGeneticsYL2014YLenmYLminakk 4 20

27 vL×ondwananLimprintLonLglobalLdiversityLandLdomesticationLofLwineLandLciderLyeastLSaccharomycesL
uvarumbLNaturedCommunicationsYL2014YLiYLhdhh 17.4 139

26 SaccharomycesLdiversityLandLevolutionoLaLbuddingLmodelLgenusbLTrendsdindGeneticsYL2013YLfnYLgdnael 8.5 126

25 zvolutionbLzndlessLrotsLmostLbeautifulbLScienceYL2012YLggkYLekhnaid 33.3 4
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24 TheLvwesomeLPowerLofLYeastLzvolutionaryL×eneticsoLNewL×enomeLSequencesLandLStrainLResourcesL
forLtheLSaccharomycesLsensuLstrictoL×enusbLGz:dGenessdGenomessdGeneticsYL2011YLeYLeeafi 3.2 231

23 MicrobeLdomesticationLandLtheLidentificationLofLtheLwildLgeneticLstockLofLlagerabrewingLyeastbL
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYL2011YLedmYLehignahh 11.5 450

22 LeveragingLskewedLtranscriptLabundanceLbyLRNvaSeqLtoLincreaseLtheLgenomicLdepthLofLtheLtreeLofL
lifebLProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYL2010YLedlYLehlkame 11.5 94

21 RemarkablyLancientLbalancedLpolymorphismsLinLaLmultialocusLgeneLnetworkbLNatureYL2010YLhkhYLiham 50.4 119

20 wenchmarkingLnextagenerationLtranscriptomeLsequencingLforLfunctionalLandLevolutionaryL
genomicsbLMoleculardBiologydanddEvolutionYL2009YLfkYLflgeahh 8.3 134

19 zvolutionLofLanLinsectaspecificL×ROUxHOainteractionLmotifLinLtheLzN×RvILzyLselectorLproteinbL
EvolutiondldDevelopmentYL2008YLedYLiglahi 2.6 9

18 ×eneLduplicationLandLtheLadaptiveLevolutionLofLaLclassicLgeneticLswitchbLNatureYL2007YLhhnYLkllame 50.4 306

17 TranscriptionalLrewiringoLtheLproofLisLinLtheLeatingbLCurrentdBiologyYL2007YLelYLRkfkam 6.3 15

16 PleiotropicLfunctionsLofLaLconservedLinsectaspecificLHoxLpeptideLmotifbLDevelopmentdnCambridgeoYL
2005YLegfYLifkeald 6.6 43

15 ParallelLinactivationLofLmultipleL×vLLpathwayLgenesLandLecologicalLdiversificationLinLyeastsbL
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYL2004YLedeYLehehhan 11.5 160

14 zSTsLfromLtheLbasidiomyceteLSchizophyllumLcommuneLgrownLonLnitrogenarepleteLandL
nitrogenalimitedLmediabLFungaldGeneticsdanddBiologyYL2003YLgnYLeneam 3.9 16

13
IdentifyingLgenesLofLagronomicLimportanceLinLmaizeLbyLscreeningLmicrosatellitesLforLevidenceLofL
selectionLduringLdomesticationbLProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesd
ofdAmericaYL2002YLnnYLnkidai

11.5 241

12 sppIyeroLaLspeciesLidentificationLtoolLtoLinvestigateLhybridLgenomesLwithLhighathroughputLsequencing 1

11 MitochondriaaencodedLgenesLcontributeLtoLtheLevolutionLofLheatLandLcoldLtoleranceLamongL
SaccharomycesLspecies 1

10 MitochondrialLyNvLandLtemperatureLtoleranceLinLlagerLyeasts 3

9 zvolutionLofLaLnovelLchimericLmaltotrioseLtransporterLinLSaccharomycesLeubayanusLfromLparentL
proteinsLunableLtoLperformLthisLfunction 2

8 ×enomicLdiversityLandLglobalLdistributionLofLSaccharomycesLeubayanusYLtheLwildLancestorLofLhybridL
lagerabrewingLyeasts 1

7 xRISpyapopoLaLwebLtoolLforLdesigningLxRISPRcxasnadrivenLgeneticLmodificationsLinLdiverseLpopulations 1
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6 inLsilicoWholeL×enomeLSequencerLSLvnalyzerLUiW×SVoLaLcomputationalLpipelineLtoLguideLtheLdesignL
andLanalysisLofdeLnovogenomeLsequencingLstudies 3

5 ReconstructingLtheLbackboneLofLtheLSaccharomycotinaLyeastLphylogenyLusingLgenomeascaleLdata 1

4 zvaluatingLfastLmaximumLlikelihoodabasedLphylogeneticLprogramsLusingLempiricalLphylogenomicL
dataLsets 3

3 ×enomeascaleLphylogenyLandLcontrastingLmodesLofLgenomeLevolutionLinLtheLfungalLphylumLvscomycota 4

2 vLgenomeascaleLphylogenyLofL ungipLinsightsLintoLearlyLevolutionYLradiationsYLandLtheLrelationshipL
betweenLtaxonomyLandLphylogeny 6

1 SyntheticLhybridsLofLsixLyeastLspecies 1
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