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l Paper IF Citations

147 MicroRNusnMgenomicsZMbiogenesisZMmechanismZMandMfunctionbMCellZM2004ZMeejZMfleamk 56.2 28094

146 MicroRNusnMtargetMrecognitionMandMregulatoryMfunctionsbMCellZM2009ZMegjZMfeiagg 56.2 15104

145 wonservedMseedMpairingZMoftenMflankedMbyMadenosinesZMindicatesMthatMthousandsMofMhumanMgenesMareM
microRNuMtargetsbMCellZM2005ZMefdZMeiafd 56.2 9564

144 MostMmammalianMmRNusMareMconservedMtargetsMofMmicroRNusbMGenometResearchZM2009ZMemZMmfaedi 9.7 5919

143 PredictionMofMmammalianMmicroRNuMtargetsbMCellZM2003ZMeeiZMklkaml 56.2 4144

142 MicroarrayManalysisMshowsMthatMsomeMmicroRNusMdownregulateMlargeMnumbersMofMtargetMmRNusbM
NatureZM2005ZMhggZMkjmakg 50.4 3967

141 PredictingMeffectiveMmicroRNuMtargetMsitesMinMmammalianMmRNusbMELifeZM2015ZMhZM 8.9 3825

140 MammalianMmicroRNusMpredominantlyMactMtoMdecreaseMtargetMmRNuMlevelsbMNatureZM2010ZMhjjZMlgiahd 50.4 3074

139 MicroRNuMtargetingMspecificityMinMmammalsnMdeterminantsMbeyondMseedMpairingbMMoleculartCellZM
2007ZMfkZMmeaedi 17.6 2989

138 TheMimpactMofMmicroRNusMonMproteinMoutputbMNatureZM2008ZMhiiZMjhake 50.4 2911

137 MicroRNusMmodulateMhematopoieticMlineageMdifferentiationbMScienceZM2004ZMgdgZMlgaj 33.3 2736

136 unMabundantMclassMofMtinyMRNusMwithMprobableMregulatoryMrolesMinMwaenorhabditisMelegansbMScienceZM
2001ZMfmhZMlilajf 33.3 2719

135 RNuinMdoubleastrandedMRNuMdirectsMtheMuTPadependentMcleavageMofMmRNuMatMfeMtoMfgMnucleotideM
intervalsbMCellZM2000ZMedeZMfiagg 56.2 2137

134 MicroRNuSMandMtheirMregulatoryMrolesMinMplantsbMAnnualtReviewtoftPlanttBiologyZM2006ZMikZMemaig 30.7 2102

133 lincRNusnMgenomicsZMevolutionZMandMmechanismsbMCellZM2013ZMeihZMfjahj 56.2 1841

132 womputationalMidentificationMofMplantMmicroRNusMandMtheirMtargetsZMincludingMaMstressainducedM
miRNubMMoleculartCellZM2004ZMehZMklkamm 17.6 1839

131 PredictionMofMplantMmicroRNuMtargetsbMCellZM2002ZMeedZMiegafd 56.2 1809
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130 MicroRNusMinMplantsbMGenestandtDevelopmentZM2002ZMejZMejejafj 12.6 1607

129 MetazoanMMicroRNusbMCellZM2018ZMekgZMfdaie 56.2 1506

128 MicroRNuadirectedMcleavageMofMHOXvlMmRNubMScienceZM2004ZMgdhZMimhaj 33.3 1428

127 uMuniformMsystemMforMmicroRNuMannotationbMRnaZM2003ZMmZMfkkam 5.8 1332

126 TheMwidespreadMimpactMofMmammalianMMicroRNusMonMmRNuMrepressionMandMevolutionbMScienceZM2005
ZMgedZMelekafe 33.3 1249

125 wonnectingMmicroRNuMgenesMtoMtheMcoreMtranscriptionalMregulatoryMcircuitryMofMembryonicMstemM
cellsbMCellZM2008ZMeghZMifeagg 56.2 1228

124 MicromanagersMofMgeneMexpressionnMtheMpotentiallyMwidespreadMinfluenceMofMmetazoanMmicroRNusbM
NaturetReviewstGeneticsZM2004ZMiZMgmjahdd 30.1 1141

123 IntronicMmicroRNuMprecursorsMthatMbypassMxroshaMprocessingbMNatureZM2007ZMhhlZMlgaj 50.4 1138

122 WidespreadMshorteningMofMgUUTRsMbyMalternativeMcleavageMandMpolyadenylationMactivatesMoncogenesM
inMcancerMcellsbMCellZM2009ZMeglZMjkgalh 56.2 1129

121 MicroarrayMprofilingMofMmicroRNusMrevealsMfrequentMcoexpressionMwithMneighboringMmiRNusMandM
hostMgenesbMRnaZM2005ZMeeZMfheak 5.8 1109

120 MicroRNusMregulateMbrainMmorphogenesisMinMzebrafishbMScienceZM2005ZMgdlZMlggal 33.3 1080

119 uMdiverseMandMevolutionarilyMfluidMsetMofMmicroRNusMinMurabidopsisMthalianabMGenestandtDevelopmentZM
2006ZMfdZMghdkafi 12.6 1058

118 yxpandedMidentificationMandMcharacterizationMofMmammalianMcircularMRNusbMGenometBiologyZM2014ZM
eiZMhdm 18.3 1039

117 xisruptingMtheMpairingMbetweenMletakMandMHmgafMenhancesMoncogenicMtransformationbMScienceZM2007
ZMgeiZMeikjam 33.3 960

116 TheMmicroRNusMofMwaenorhabditisMelegansbMGenestandtDevelopmentZM2003ZMekZMmmeaeddl 12.6 926

115 VertebrateMmicroRNuMgenesbMScienceZM2003ZMfmmZMeihd 33.3 899

114 wonservedMfunctionMofMlincRNusMinMvertebrateMembryonicMdevelopmentMdespiteMrapidMsequenceM
evolutionbMCellZM2011ZMehkZMeigkaid 56.2 882

113 PassengerastrandMcleavageMfacilitatesMassemblyMofMsiRNuMintoMugofacontainingMRNuiMenzymeM
complexesbMCellZM2005ZMefgZMjdkafd 56.2 880

(2005-2002)
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112 LargeascaleMsequencingMrevealsMfeUaRNusMandMadditionalMmicroRNusMandMendogenousMsiRNusMinMwbM
elegansbMCellZM2006ZMefkZMeemgafdk 56.2 774

111 uMbiochemicalMframeworkMforMRNuMsilencingMinMplantsbMGenestandtDevelopmentZM2003ZMekZMhmajg 12.6 738

110 TheMactionMofMuRGONuUTyeMinMtheMmiRNuMpathwayMandMitsMregulationMbyMtheMmiRNuMpathwayMareM
crucialMforMplantMdevelopmentbMGenestandtDevelopmentZM2004ZMelZMeelkamk 12.6 719

109 WeakMseedapairingMstabilityMandMhighMtargetasiteMabundanceMdecreaseMtheMproficiencyMofMlsyajMandM
otherMmicroRNusbMNaturetStructuraltandtMoleculartBiologyZM2011ZMelZMeegmahj 17.6 701

108 MicroRNuadirectedMregulationMofMurabidopsisMuUXINMRySPONSyMzuwTORekMisMessentialMforMproperM
developmentMandMmodulatesMexpressionMofMearlyMauxinMresponseMgenesbMPlanttCellZM2005ZMekZMegjdaki 11.6 682

107 yndogenousMtransaactingMsiRNusMregulateMtheMaccumulationMofMurabidopsisMmRNusbMMoleculartCellZM
2004ZMejZMjmakm 17.6 671

106 MammalianMmicroRNusnMexperimentalMevaluationMofMnovelMandMpreviouslyMannotatedMgenesbMGenest
andtDevelopmentZM2010ZMfhZMmmfaeddm 12.6 610

105 MouseMySMcellsMexpressMendogenousMshRNusZMsiRNusZMandMotherMMicroprocessoraindependentZM
xiceradependentMsmallMRNusbMGenestandtDevelopmentZM2008ZMffZMfkkgali 12.6 606

104 yndogenousMsiRNuMandMmiRNuMtargetsMidentifiedMbyMsequencingMofMtheMurabidopsisMdegradomebM
CurrenttBiologyZM2008ZMelZMkilakjf 6.3 597

103 MicroRNuMregulationMofMNuwadomainMtargetsMisMrequiredMforMproperMformationMandMseparationMofM
adjacentMembryonicZMvegetativeZMandMfloralMorgansbMCurrenttBiologyZM2004ZMehZMedgiahj 6.3 540

102 MicroRNuMcontrolMofMPHuvULOSuMinMleafMdevelopmentnMimportanceMofMpairingMtoMtheMmicroRNuMiUM
regionbMEMBOtJournalZM2004ZMfgZMggijajh 13 538

101 RNuacatalyzedMRNuMpolymerizationnMaccurateMandMgeneralMRNuatemplatedMprimerMextensionbMScience
ZM2001ZMfmfZMegemafi 33.3 523

100 yarlyMoriginsMandMevolutionMofMmicroRNusMandMPiwiainteractingMRNusMinManimalsbMNatureZM2008ZMhiiZMeemgak50.4 522

99 uMtwoahitMtriggerMforMsiRNuMbiogenesisMinMplantsbMCellZM2006ZMefkZMijiakk 56.2 517

98 xiscoveryMofMfunctionalMelementsMinMefMxrosophilaMgenomesMusingMevolutionaryMsignaturesbMNatureZM
2007ZMhidZMfemagf 50.4 506

97
miRaeidZMaMmicroRNuMexpressedMinMmatureMvMandMTMcellsZMblocksMearlyMvMcellMdevelopmentMwhenM
expressedMprematurelybMProceedingstoftthetNationaltAcademytoftSciencestoftthetUnitedtStatestoft
AmericaZM2007ZMedhZMkdldai

11.5 505

96 PartiallyMredundantMfunctionsMofMurabidopsisMxIwyRalikeMenzymesMandMaMroleMforMxwLhMinMproducingM
transaactingMsiRNusbMCurrenttBiologyZM2005ZMeiZMehmhaidd 6.3 480

95 yxpandingMtheMmicroRNuMtargetingMcodenMfunctionalMsitesMwithMcenteredMpairingbMMoleculartCellZM
2010ZMglZMklmaldf 17.6 466
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94 yvolutionZMbiogenesisZMexpressionZMandMtargetMpredictionsMofMaMsubstantiallyMexpandedMsetMofM
xrosophilaMmicroRNusbMGenometResearchZM2007ZMekZMelidajh 9.7 462

93 untiquityMofMmicroRNusMandMtheirMtargetsMinMlandMplantsbMPlanttCellZM2005ZMekZMejilakg 11.6 461

92 ussessingMtheMceRNuMhypothesisMwithMquantitativeMmeasurementsMofMmiRNuMandMtargetMabundancebM
MoleculartCellZM2014ZMihZMkjjakj 17.6 451

91 RNuiMinMbuddingMyeastbMScienceZM2009ZMgfjZMihhaiid 33.3 398

90 PolyVuWatailMprofilingMrevealsManMembryonicMswitchMinMtranslationalMcontrolbMNatureZM2014ZMidlZMjjake 50.4 397

89 TheMletakMMicroRNuMfamilyMmembersMmirahlZMmiralhZMandMmirafheMfunctionMtogetherMtoMregulateM
developmentalMtimingMinMwaenorhabditisMelegansbMDevelopmentaltCellZM2005ZMmZMhdgaeh 10.2 379

88 PrinciplesMofMlongMnoncodingMRNuMevolutionMderivedMfromMdirectMcomparisonMofMtranscriptomesMinMekM
speciesbMCelltReportsZM2015ZMeeZMeeedaff 10.6 377

87 MostMwaenorhabditisMelegansMmicroRNusMareMindividuallyMnotMessentialMforMdevelopmentMorMviabilitybM
PLoStGeneticsZM2007ZMgZMefei 6 368

86 SmallMRNusMcorrespondMtoMcentromereMheterochromaticMrepeatsbMScienceZM2002ZMfmkZMelge 33.3 368

85 MicroRNusnMatMtheMrootMofMplantMdevelopmentsbMPlanttPhysiologyZM2003ZMegfZMkdmaek 6.6 354

84 zormationZMregulationMandMevolutionMofMwaenorhabditisMelegansMgUUTRsbMNatureZM2011ZMhjmZMmkaede 50.4 353

83 TheMmicroRNuMmiRaemjMactsMupstreamMofMHoxblMandMShhMinMlimbMdevelopmentbMNatureZM2005ZMhglZMjkeah 50.4 343

82 wommonMfunctionsMforMdiverseMsmallMRNusMofMlandMplantsbMPlanttCellZM2007ZMemZMekidajm 11.6 340

81 mRNuMdestabilizationMisMtheMdominantMeffectMofMmammalianMmicroRNusMbyMtheMtimeMsubstantialM
repressionMensuesbMMoleculartCellZM2014ZMijZMedhaei 17.6 317

80 uMNetworkMofMNoncodingMRegulatoryMRNusMuctsMinMtheMMammalianMvrainbMCellZM2018ZMekhZMgidagjfbeek 56.2 309

79 OneMsequenceZMtwoMribozymesnMimplicationsMforMtheMemergenceMofMnewMribozymeMfoldsbMScienceZM
2000ZMflmZMhhlaif 33.3 296

78 veyondMsecondaryMstructurenMprimaryasequenceMdeterminantsMlicenseMpriamiRNuMhairpinsMforM
processingbMCellZM2013ZMeifZMlhhail 56.2 281

77 uGOeMhomeostasisMentailsMcoexpressionMofMMIRejlMandMuGOeMandMpreferentialMstabilizationMofM
miRejlMbyMuGOebMMoleculartCellZM2006ZMffZMefmagj 17.6 272

(2006-2007)
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76 MicroRNusMpreventMprecociousMgeneMexpressionMandMenableMpatternMformationMduringMplantM
embryogenesisbMGenestandtDevelopmentZM2010ZMfhZMfjklamf 12.6 266

75 RNuMGaquadruplexesMareMgloballyMunfoldedMinMeukaryoticMcellsMandMdepletedMinMbacteriabMScienceZM
2016ZMgigZM 33.3 247

74 ImprovedMRibosomeazootprintMandMmRNuMMeasurementsMProvideMInsightsMintoMxynamicsMandM
RegulationMofMYeastMTranslationbMCelltReportsZM2016ZMehZMeklkaekmm 10.6 237

73 RNuacatalysedMnucleotideMsynthesisbMNatureZM1998ZMgmiZMfjdag 50.4 237

72 StructureMofMyeastMurgonauteMwithMguideMRNubMNatureZM2012ZMhljZMgjlakh 50.4 226

71 yxtensiveMalternativeMpolyadenylationMduringMzebrafishMdevelopmentbMGenometResearchZM2012ZMffZMfdihajj9.7 220

70 ImpactMofMMicroRNuMLevelsZMTargetaSiteMwomplementarityZMandMwooperativityMonMwompetingM
yndogenousMRNuaRegulatedMGeneMyxpressionbMMoleculartCellZM2016ZMjhZMijiaikm 17.6 207

69 GlobalManalysesMofMtheMeffectMofMdifferentMcellularMcontextsMonMmicroRNuMtargetingbMMoleculartCellZM
2014ZMigZMedgeaedhg 17.6 205

68 RNuacatalysedMRNuMpolymerizationMusingMnucleosideMtriphosphatesbMNatureZM1996ZMglfZMgkgaj 50.4 197

67 uMsingleMHoxMlocusMinMxrosophilaMproducesMfunctionalMmicroRNusMfromMoppositeMxNuMstrandsbMGenest
andtDevelopmentZM2008ZMffZMlaeg 12.6 188

66 wompatibilityMwithMkillerMexplainsMtheMriseMofMRNuiadeficientMfungibMScienceZM2011ZMgggZMeimf 33.3 164

65 TheMbiochemicalMbasisMofMmicroRNuMtargetingMefficacybMScienceZM2019ZMgjjZM 33.3 160

64 TRuMPamediatedMRNuMsurveillanceMpreventsMspuriousMentryMofMRNusMintoMtheMSchizosaccharomycesM
pombeMsiRNuMpathwaybMNaturetStructuraltandtMoleculartBiologyZM2008ZMeiZMedeiafg 17.6 151

63 MicroRNusMinMtheMHoxMnetworknManMapparentMlinkMtoMposteriorMprevalencebMNaturetReviewstGeneticsZM
2008ZMmZMklmamj 30.1 151

62 MicroRNuMdestabilizationMenablesMdynamicMregulationMofMtheMmiRaejMfamilyMinMresponseMtoMcellacycleM
changesbMMoleculartCellZM2011ZMhgZMmmgaeddh 17.6 141

61 PatternsMofMflankingMsequenceMconservationMandMaMcharacteristicMupstreamMmotifMforMmicroRNuMgeneM
identificationbMRnaZM2004ZMedZMegdmaff 5.8 138

60 StalledMspliceosomesMareMaMsignalMforMRNuiamediatedMgenomeMdefensebMCellZM2013ZMeifZMmikajl 56.2 124

59 gUMUTRaisoformMchoiceMhasMlimitedMinfluenceMonMtheMstabilityMandMtranslationalMefficiencyMofMmostM
mRNusMinMmouseMfibroblastsbMGenometResearchZM2013ZMfgZMfdklamd 9.7 123
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58 TheMhammerheadMcleavageMreactionMinMmonovalentMcationsbMRnaZM2001ZMkZMihjaif 5.8 118

57 TheMMenuMofMzeaturesMthatMxefineMPrimaryMMicroRNusMandMynableMxeMNovoMxesignMofMMicroRNuM
GenesbMMoleculartCellZM2015ZMjdZMegeahi 17.6 111

56 TheMsecondaryMstructureMandMsequenceMoptimizationMofManMRNuMligaseMribozymebMNucleictAcidst
ResearchZM1995ZMfgZMgfgeal 20.1 111

55 UnusuallyMeffectiveMmicroRNuMtargetingMwithinMrepeatarichMcodingMregionsMofMmammalianMmRNusbM
GenometResearchZM2011ZMfeZMegmiahdg 9.7 102

54 wrystalMstructureMofMtheMcatalyticMcoreMofManMRNuapolymeraseMribozymebMScienceZM2009ZMgfjZMefkeai 33.3 95

53 woherentMbutMoverlappingMexpressionMofMmicroRNusMandMtheirMtargetsMduringMvertebrateM
developmentbMGenestandtDevelopmentZM2009ZMfgZMhjjale 12.6 89

52 mRNuMpolyVuWatailMchangesMspecifiedMbyMdeadenylationMbroadlyMreshapeMtranslationMinMxrosophilaM
oocytesMandMearlyMembryosbMELifeZM2016ZMiZM 8.9 86

51 RegulatoryMmutationsMofMmirahlZMaMwbMelegansMletakMfamilyMMicroRNuZMcauseMdevelopmentalMtimingM
defectsbMDevelopmentaltCellZM2005ZMmZMheiaff 10.2 84

50 WidespreadMchangesMinMtheMposttranscriptionalMlandscapeMatMtheMxrosophilaMoocyteatoaembryoM
transitionbMCelltReportsZM2014ZMkZMehmiaeidl 10.6 81

49 TheMPUMILIOaRNuMinteractionnMaMsingleMRNuabindingMdomainMmonomerMrecognizesMaMbipartiteMtargetM
sequencebMBiochemistryZM1999ZMglZMimjajdh 3.2 78

48
InMovoMapplicationMofMantagomiRsMindicatesMaMroleMforMmiRaemjMinMpatterningMtheMchickMaxialMskeletonM
throughMHoxMgeneMregulationbMProceedingstoftthetNationaltAcademytoftSciencestoftthetUnitedtStatest
oftAmericaZM2009ZMedjZMeljedai

11.5 74

47 WidespreadMInfluenceMofMgUayndMStructuresMonMMammalianMmRNuMProcessingMandMStabilitybMCellZM
2017ZMejmZMmdiamekbeee 56.2 69

46 ReverseMtranscriptaseMreadsMthroughMaMfUaiUlinkageMandMaMfUathiophosphateMinMaMtemplatebMNucleict
AcidstResearchZM1995ZMfgZMfleeah 20.1 65

45 SequencingMtheMcapasnatchingMrepertoireMofMHeNeMinfluenzaMprovidesMinsightMintoMtheMmechanismMofM
viralMtranscriptionMinitiationbMNucleictAcidstResearchZM2015ZMhgZMidifajh 20.1 62

44 yxcisedMlinearMintronsMregulateMgrowthMinMyeastbMNatureZM2019ZMijiZMjdjajee 50.4 62

43 TheMinsideaoutMmechanismMofMxicersMfromMbuddingMyeastsbMCellZM2011ZMehjZMfjfakj 56.2 57

42 ullelicMimbalanceMsequencingMrevealsMthatMsingleanucleotideMpolymorphismsMfrequentlyMalterM
microRNuadirectedMrepressionbMNaturetBiotechnologyZM2009ZMfkZMhkfak 44.5 57

41 GeneticMdissectionMofMtheMmiRafddaZebeMaxisMrevealsMitsMimportanceMinMtumorMdifferentiationMandM
invasionbMNaturetCommunicationsZM2018ZMmZMhjke 17.4 57

(2018-2001)
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40 uMportableMRNuMsequenceMwhoseMrecognitionMbyMaMsyntheticMantibodyMfacilitatesMstructuralM
determinationbMNaturetStructuraltandtMoleculartBiologyZM2011ZMelZMeddaj 17.6 56

39 KineticMframeworkMforMligationMbyManMefficientMRNuMligaseMribozymebMBiochemistryZM2000ZMgmZMgeeiafg 3.2 51

38 ProcessivityMofMribozymeacatalyzedMRNuMpolymerizationbMBiochemistryZM2003ZMhfZMlkhlaii 3.2 49

37 kpLogonMpositionalMkamerManalysisMrevealsMhiddenMspecificityMinMbiologicalMsequencesbMNucleictAcidst
ResearchZM2017ZMhiZMWighaWigl 20.1 47

36 TheMZSWIMlMubiquitinMligaseMmediatesMtargetadirectedMmicroRNuMdegradationbMScienceZM2020ZMgkdZM 33.3 47

35 NewMwRISPRMMutagenesisMStrategiesMRevealMVariationMinMRepairMMechanismsMamongMzungibMMSphereZM
2018ZMgZM 5 44

34 uuthorMresponsenMPredictingMeffectiveMmicroRNuMtargetMsitesMinMmammalianMmRNusM2015ZM 44

33
wandidaMalbicansMxicerMVwaxcreWMisMrequiredMforMefficientMribosomalMandMspliceosomalMRNuM
maturationbMProceedingstoftthetNationaltAcademytoftSciencestoftthetUnitedtStatestoftAmericaZM2012ZM
edmZMifgal

11.5 43

32 NewMligaseaderivedMRNuMpolymeraseMribozymesbMRnaZM2005ZMeeZMeekgald 5.8 43

31 PredictingMmicroRNuMtargetingMefficacyMinMxrosophilabMGenometBiologyZM2018ZMemZMeif 18.3 41

30 IndependentMregulationMofMvertebralMnumberMandMvertebralMidentityMbyMmicroRNuaemjMparalogsbM
ProceedingstoftthetNationaltAcademytoftSciencestoftthetUnitedtStatestoftAmericaZM2015ZMeefZMyhllhamg 11.5 40

29 TheMthreeadimensionalMarchitectureMofMtheMclassMIMligaseMribozymebMRnaZM2004ZMedZMekjalh 5.8 36

28 GlobalManalysesMofMtheMdynamicsMofMmammalianMmicroRNuMmetabolismbMGenometResearchZM2019ZMfmZMekkkaekmd9.7 34

27 MetalMionMrequirementsMforMstructureMandMcatalysisMofManMRNuMligaseMribozymebMBiochemistryZM2002ZM
heZMledgaef 3.2 34

26 TheMxynamicsMofMwytoplasmicMmRNuMMetabolismbMMoleculartCellZM2020ZMkkZMkljakmmbeed 17.6 33

25 TheMstructuralMbasisMofMRNuacatalyzedMRNuMpolymerizationbMNaturetStructuraltandtMoleculartBiologyZM
2011ZMelZMedgjahf 17.6 32

24 TheMinfluenceMofMmicroRNusMandMpolyVuWMtailMlengthMonMendogenousMmRNuaproteinMcomplexesbM
GenometBiologyZM2017ZMelZMfee 18.3 28

23 TheMbiochemicalMbasisMforMtheMcooperativeMactionMofMmicroRNusbMProceedingstoftthetNationalt
AcademytoftSciencestoftthetUnitedtStatestoftAmericaZM2020ZMeekZMekkjhaekkkh 11.5 23

David P Bartel

8



22 SubstrateMfUahydroxylMgroupsMrequiredMforMribozymeacatalyzedMpolymerizationbMChemistrytandt
BiologyZM2003ZMedZMkmmaldj 22

21 yarlyMgenomeMactivationMinMisMextensiveMwithManMinitialMtendencyMforMabortedMtranscriptsMandMretainedM
intronsbMGenometResearchZM2019ZMfmZMeellaeemk 9.7 19

20 uMSeedMMismatchMynhancesMurgonautefawatalyzedMwleavageMandMPartiallyMRescuesMSeverelyM
ImpairedMwleavageMzoundMinMzishbMMoleculartCellZM2017ZMjlZMedmiaeedkbei 17.6 17

19 uMclassMIMligaseMribozymeMwithMreducedMMgfYMdependencenMSelectionZMsequenceManalysisZMandM
identificationMofMfunctionalMtertiaryMinteractionsbMRnaZM2009ZMeiZMfefmahj 5.8 17

18 RecognitionMofMnucleosideMtriphosphatesMduringMRNuacatalyzedMprimerMextensionbMBiochemistryZM
2000ZMgmZMeiiijajf 3.2 16

17 uMribozymeMselectedMfromMvariantsMofMUjMsnRNuMpromotesMfUZiUabranchMformationbMRnaZM2001ZMkZMfmahg 5.8 16

16 MicroRNusMwauseMucceleratedMxecayMofMShortaTailedMTargetMmRNusbMMoleculartCellZM2020ZMkkZMkkiaklibel17.6 15

15 MicroRNuMwlusteringMussistsMProcessingMofMSuboptimalMMicroRNuMHairpinsMthroughMtheMuctionMofM
theMyRHMProteinbMMoleculartCellZM2020ZMklZMflmagdfbej 17.6 15

14 TheMmolecularMbasisMofMcouplingMbetweenMpolyVuWatailMlengthMandMtranslationalMefficiencybMELifeZM2021
ZMedZM 8.9 9

13 xegradationMofMhostMtranslationalMmachineryMdrivesMtRNuMacquisitionMinMvirusesbMCelltSystemsZM2021ZM
efZMkkeakkmbei 10.6 6

12 MicroRNuMgUacompensatoryMpairingMoccursMthroughMtwoMbindingMmodesZMwithMaffinityMshapedMbyM
nucleotideMidentityMandMpositionbbMELifeZM2022ZMeeZM 8.9 4

11 TheMbiochemicalMbasisMofMmicroRNuMtargetingMefficacy 3

10 TheMxynamicsMofMwytoplasmicMmRNuMMetabolism 3

9 XrnepMactsMatMmultipleMstepsMinMtheMbuddingayeastMRNuiMpathwayMtoMenhanceMtheMefficiencyMofM
silencingbMNucleictAcidstResearchZM2020ZMhlZMkhdhakhfd 20.1 3

8 uuthorMresponsenMmRNuMpolyVuWatailMchangesMspecifiedMbyMdeadenylationMbroadlyMreshapeM
translationMinMxrosophilaMoocytesMandMearlyMembryosM2016ZM 2

7 MicroRNusMwauseMucceleratedMxecayMofMShortaTailedMTargetMmRNus 2

6 ugofMprotectsMsiRNusMandMmicroRNusMfromMtargetadirectedMdegradationZMevenMinMtheMabsenceMofM
fUaamethylationbMRnaZM2021ZMfkZMkedakfh 5.8 2

5 XrnepMuctsMatMMultipleMStepsMinMtheMvuddingaYeastMRNuiMPathwayMtoMynhanceMtheMyfficiencyMofMSilencing 1

(-2003)
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4 uMNetworkMofMNoncodingMRegulatoryMRNusMuctsMinMtheMMammalianMvrain 1

3 kpLogonMpositionalMkamerManalysisMrevealsMhiddenMspecificityMinMbiologicalMsequences 1

2 PairingMtoMtheMmicroRNuMgsMregionMoccursMthroughMtwoMalternativeMbindingMmodesZMwithMaffinityM
shapedMbyMnucleotideMidentityMasMwellMasMpairingMposition 1

1 MostMwaenorhabditisMelegansMmicroRNusMareMindividuallyMnotMessentialMforMdevelopmentMorMviabilitybM
PLoStGeneticsZM2005ZMpreprintZMefei 6
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