
Alfredo Mari

ListkofkPublicationskbykCitations

Source:khttps://exaly.com/author-pdf/4249246/alfredo-mari-publications-by-citations.pdf

Version:k2024-04-28k

Thiskdocumentkhaskbeenkgeneratedkbasedkonkthekpublicationskandkcitationskrecordedkbykexaly.com.kFork

theklatestkversionkofkthiskpublicationklistykvisitktheklinkkgivenkabove.

ThekthirdkcolumnkiskthekimpactkfactorktIFukofkthekjournalykandkthekfourthkcolumnkisktheknumberkofk

citationskofkthekarticle.

15
papers

101
citations

6
h-index

9
g-index

17
ext. papers

173
ext. citations

6
avg, IF

1.87
L-index



n Paper IF Citations

15 BriefQvalidationQofQtheQnovelQGeneXpertQXpressQS–RSfCoVflQPCRQassaygQJournal of Virological 
MethodseQ2020eQlrneQkkmslo 2.6 25

14 S–RSfCoVflQoutbreakQinQaQtrifnationalQurbanQareaQisQdominatedQbyQaQBgkQlineageQvariantQlinkedQtoQaQ
massQgatheringQeventgQPLoS PathogenseQ2021eQkqeQekiismqn 7.6 20

13
S–RSfCoVflQNoikYQIntroductionsQandQTransmissionsQinQSwitzerlandQfromQBeginningQofQOctoberQ
liliQtoQFebruaryQlilkfImplementationQofQSwissfWideQDiagnosticQScreeningQandQWholeQGenomeQ
SequencinggQMicroorganismseQ2021eQseQ

4.9 16

12 QuantifyingQS–RSfCoVflQspreadQinQSwitzerlandQbasedQonQgenomicQsequencingQdata 10

11 DeterminantsQofQS–RSfCoVflQtransmissionQtoQguideQvaccinationQstrategyQinQanQurbanQarea 8

10 S–RSfCoVflQphylogenyQduringQtheQearlyQoutbreakQinQtheQBaselQareaeQSwitzerlandtQimportQandQspreadQ
dominatedQbyQaQsingleQBgkQlineageQvariantQaCkomlnTb 6

9 GlobalQGenomicQ–nalysisQofQS–RSfCoVflQRN–QDependentQRN–QPolymeraseQEvolutionQandQ–ntiviralQ
DrugQResistancegQMicroorganismseQ2021eQseQ 4.9 4

8 S–RSfCoVflQNoikYQintroductionsQandQtransmissionsQinQSwitzerlandQfromQbeginningQofQOctoberQliliQ
toQFebruaryQlilkQâ��QimplementationQofQSwissfwideQdiagnosticQscreeningQandQwholeQgenomeQsequencing 4

7 ExternalQqualityQassessmentQofQS–RSfCoVflfsequencingtQ–nQESGMDfSSMQpilotQtrialQacrossQkoQ
EuropeanQlaboratoriesgQJournal of Clinical MicrobiologyeQ2021eQJCMikpsrlk 9.7 2

6 TheQLeafQMicrobiomeQofQDisplaysQReproducibleQDynamicsQandQPatternsQthroughoutQtheQGrowingQ
SeasonggQMBioeQ2022eQeilrlolk 7.8 2

5 ObtainingQdeeperQinsightsQintoQmicrobiomeQdiversityQusingQaQsimpleQmethodQtoQblockQhostQandQ
nonftargetsQinQampliconQsequencing 1

4 –QnovelQphyllosphereQresidentProtomycesspeciesQthatQinteractsQwithQthe–rabidopsisimmuneQsystem 1

3 ObtainingQdeeperQinsightsQintoQmicrobiomeQdiversityQusingQaQsimpleQmethodQtoQblockQhostQandQ
nontargetsQinQampliconQsequencinggQMolecular Ecology ResourceseQ2021eQlkeQksolfkspo 8.4 1

2 GlobalQsurveillanceQofQpotentialQantiviralQdrugQresistanceQinQS–RSfCoVfltQproofQofQconceptQfocussingQ
onQtheQRN–fdependentQRN–Qpolymerase 1

1 DeterminantsQofQS–RSfCoVflQtransmissionQtoQguideQvaccinationQstrategyQinQanQurbanQareaggQVirus 
EvolutioneQ2022eQreQveaciil 3.7 0

Alfredo Mari

2


