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Jordana T. Bell

4



59 HeritableOcomponentsOofOtheOhumanOfecalOmicrobiomeOareOassociatedOwithOvisceralOfateOGutiMicrobes
cO2018cOqcOnhdno 8.8 27

58 MultidOMIαSOanalysesOofOfrailtyOandOchronicOwidespreadOmusculoskeletalOpainOsuggestOinvolvementO
ofOsharedOneurologicalOpathwayseOPaincO2018cOhmqcOimnmdimoi 8 24
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metaboliteOlevelseONatureiCommunicationscO2015cOncOoigp 17.4 126

18 HumanOgeneticsOshapeOtheOgutOmicrobiomeeOCellcO2014cOhmqcOopqdqq 56.2 1750
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