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Machine Learning for Predicting Electron Transfer Coupling. Journal of Physical Chemistry A, 2019, 95 49
123,7792-7802. )

Mapping Allostery through Computational Glycine Scanning and Correlation Analysis of
Residuea€“Residue Contacts. Biochemistry, 2015, 54, 1534-1541.

Pressured€induced conformational switch of an interfacial protein. Proteins: Structure, Function and 06 21
Bioinformatics, 2016, 84, 820-827. :

The Promiscuity of Allosteric Regulation of Nuclear Receptors by Retinoid X Receptor. Journal of
Physical Chemistry B, 2016, 120, 8338-8345.

Solvent-Dependent Gating Motions of an Extremophilic Lipase from <i>Pseudomonas aeruginosa</i>. 05 17
Biochemistry, 2012, 51, 6238-6245. :
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7137-7144.

Ligand-Induced Conformational Dynamics of A Tyramine Receptor from Sitophilus oryzae. Scientific 2.3 15
Reports, 2019, 9, 16275. )

Effects of truncation of the peptide chain on the secondary structure and bioactivities of
palmitoylated anoplin. Peptides, 2018, 104, 7-14.
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(Sitophilus oryzae). SN Applied Sciences, 2020, 2, 1. :
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DMSO enhanced conformational switch of an interfacial enzyme. Biopolymers, 2016, 105, 864-872.

In Silico insights on enhancing thermostability and activity of a plant Fructosyltransferase from
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Sustainable Hues: Exploring the Molecular Palette of Biowaste Dyes through LC-MS Metabolomics.
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