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102 NewNgeneticNlociNimplicatedNinNfastingNglucoseNhomeostasisNandNtheirNimpactNonNtypeNfNdiabetesNriskbN
NaturefGeneticsZN2010ZNhfZNediaek 36.3 1673

101 LargeascaleNassociationNanalysisNprovidesNinsightsNintoNtheNgeneticNarchitectureNandNpathophysiologyN
ofNtypeNfNdiabetesbNNaturefGeneticsZN2012ZNhhZNnmeand 36.3 1482

100 TwelveNtypeNfNdiabetesNsusceptibilityNlociNidentifiedNthroughNlargeascaleNassociationNanalysisbNNaturef
GeneticsZN2010ZNhfZNilnamn 36.3 1449

99 GenomeawideNtransaancestryNmetaaanalysisNprovidesNinsightNintoNtheNgeneticNarchitectureNofNtypeNfN
diabetesNsusceptibilitybNNaturefGeneticsZN2014ZNhkZNfghahh 36.3 784

98 GenomeawideNassociationNanalysisNidentifiesNvariantsNassociatedNwithNnonalcoholicNfattyNliverN
diseaseNthatNhaveNdistinctNeffectsNonNmetabolicNtraitsbNPLoSfGeneticsZN2011ZNlZNeeddegfh 6 629

97 NewNlociNassociatedNwithNkidneyNfunctionNandNchronicNkidneyNdiseasebNNaturefGeneticsZN2010ZNhfZNglkamh 36.3 599

96 GeneticNvariationNinNGéPRNinfluencesNtheNglucoseNandNinsulinNresponsesNtoNanNoralNglucoseNchallengebN
NaturefGeneticsZN2010ZNhfZNehfam 36.3 527

95 MYHnNisNassociatedNwithNnondiabeticNendastageNrenalNdiseaseNinNvfricanNvmericansbNNaturefGeneticsZN
2008ZNhdZNeemianf 36.3 518

94 vPOLeNriskNvariantsZNraceZNandNprogressionNofNchronicNkidneyNdiseasebNNewfEnglandfJournalfoff
MedicineZN2013ZNgknZNfemgank 59.2 492

93 MultipleNlociNassociatedNwithNindicesNofNrenalNfunctionNandNchronicNkidneyNdiseasebNNaturefGeneticsZN
2009ZNheZNlefal 36.3 469

92 vssociationNbetweenNxNreactiveNproteinNandNcoronaryNheartNdiseaseoNmendelianNrandomisationN
analysisNbasedNonNindividualNparticipantNdatabNBMJufTheZN2011ZNghfZNdihm 5.9 422

91 GenomeawideNassociationNstudyNidentifiesNlociNinfluencingNconcentrationsNofNliverNenzymesNinN
plasmabNNaturefGeneticsZN2011ZNhgZNeegeam 36.3 415

90 vnNzxpandedNGenomeaWideNvssociationNStudyNofNTypeNfNyiabetesNinNzuropeansbNDiabetesZN2017ZNkkZNfmmmafndf0.9 414

89 xommonNvariantsNinNKxNNgNareNassociatedNwithNloneNatrialNfibrillationbNNaturefGeneticsZN2010ZNhfZNfhdah 36.3 362

88 GenomeawideNassociationNstudyNofNPRNintervalbNNaturefGeneticsZN2010ZNhfZNeigan 36.3 340

87 GenomeawideNassociationNstudyNidentifiesNsixNnewNlociNinfluencingNpulseNpressureNandNmeanNarterialN
pressurebNNaturefGeneticsZN2011ZNhgZNeddiaee 36.3 338

86 NovelNlociNforNadiponectinNlevelsNandNtheirNinfluenceNonNtypeNfNdiabetesNandNmetabolicNtraitsoNaN
multiaethnicNmetaaanalysisNofNhiZmneNindividualsbNPLoSfGeneticsZN2012ZNmZNeeddfkdl 6 326
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85 xommonNvariantsNatNedNgenomicNlociNinfluenceNhemoglobinNvâ��VxWNlevelsNviaNglycemicNandN
nonglycemicNpathwaysbNDiabetesZN2010ZNinZNgffnagn 0.9 314

84 xommonNvariantsNatNtenNlociNmodulateNtheNQTNintervalNdurationNinNtheNQTSxyNStudybNNaturef
GeneticsZN2009ZNheZNhdlaeh 36.3 308

83 VariantsNinNZ HXgNareNassociatedNwithNatrialNfibrillationNinNindividualsNofNzuropeanNancestrybNNaturef
GeneticsZN2009ZNheZNmlname 36.3 307

82 GeneticNassociationsNatNigNlociNhighlightNcellNtypesNandNbiologicalNpathwaysNrelevantNforNkidneyN
functionbNNaturefCommunicationsZN2016ZNlZNeddfg 17.4 295

81 GeneticNfineNmappingNandNgenomicNannotationNdefinesNcausalNmechanismsNatNtypeNfNdiabetesN
susceptibilityNlocibNNaturefGeneticsZN2015ZNhlZNeheiafi 36.3 292

80 GenomeawideNassociationNidentifiesNnineNcommonNvariantsNassociatedNwithNfastingNproinsulinNlevelsN
andNprovidesNnewNinsightsNintoNtheNpathophysiologyNofNtypeNfNdiabetesbNDiabetesZN2011ZNkdZNfkfhagh 0.9 285

79 MultiaethnicNgenomeawideNassociationNstudyNforNatrialNfibrillationbNNaturefGeneticsZN2018ZNidZNeffiaefgg 36.3 277

78 ReducedNneutrophilNcountNinNpeopleNofNvfricanNdescentNisNdueNtoNaNregulatoryNvariantNinNtheNyuffyN
antigenNreceptorNforNchemokinesNgenebNPLoSfGeneticsZN2009ZNiZNeedddgkd 6 251

77 xommonNvariantsNinNffNlociNareNassociatedNwithNQRSNdurationNandNcardiacNventricularNconductionbN
NaturefGeneticsZN2010ZNhfZNedkmalk 36.3 249

76 MultipleNgeneticNlociNinfluenceNserumNurateNlevelsNandNtheirNrelationshipNwithNgoutNandN
cardiovascularNdiseaseNriskNfactorsbNCirculation:fCardiovascularfGeneticsZN2010ZNgZNifgagd 243

75
émpactNofNcommonNgeneticNdeterminantsNofNHemoglobinNvecNonNtypeNfNdiabetesNriskNandNdiagnosisN
inNancestrallyNdiverseNpopulationsoNvNtransethnicNgenomeawideNmetaaanalysisbNPLoSfMedicineZN2017ZN
ehZNeeddfgmg

11.6 223

74 RefiningNtheNaccuracyNofNvalidatedNtargetNidentificationNthroughNcodingNvariantNfineamappingNinNtypeN
fNdiabetesbNNaturefGeneticsZN2018ZNidZNiinaile 36.3 221

73 vNcatalogNofNgeneticNlociNassociatedNwithNkidneyNfunctionNfromNanalysesNofNaNmillionNindividualsbN
NaturefGeneticsZN2019ZNieZNnilanlf 36.3 217

72 LargeascaleNanalysesNofNcommonNandNrareNvariantsNidentifyNefNnewNlociNassociatedNwithNatrialN
fibrillationbNNaturefGeneticsZN2017ZNhnZNnhkanif 36.3 176

71 xUwNNisNaNgeneNlocusNforNalbuminuriabNJournalfoffthefAmericanfSocietyfoffNephrology:fJASNZN2011ZNffZNiiiald12.7 170

70 StratifyingNtypeNfNdiabetesNcasesNbyNwMéNidentifiesNgeneticNriskNvariantsNinNLvMveNandNenrichmentN
forNriskNvariantsNinNleanNcomparedNtoNobeseNcasesbNPLoSfGeneticsZN2012ZNmZNeeddflhe 6 162

69 MetaaanalysisNidentifiesNcommonNandNrareNvariantsNinfluencingNbloodNpressureNandNoverlappingNwithN
metabolicNtraitNlocibNNaturefGeneticsZN2016ZNhmZNeekfald 36.3 152

68 MetaaanalysisNofNgenomeawideNassociationNstudiesNinNvfricanNvmericansNprovidesNinsightsNintoNtheN
geneticNarchitectureNofNtypeNfNdiabetesbNPLoSfGeneticsZN2014ZNedZNeeddhiel 6 151
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67 LowafrequencyNandNrareNexomeNchipNvariantsNassociateNwithNfastingNglucoseNandNtypeNfNdiabetesN
susceptibilitybNNaturefCommunicationsZN2015ZNkZNimnl 17.4 147

66 vssociationNofNeG RaRelatedNLociNédentifiedNbyNGWvSNwithNéncidentNxKyNandNzSRybNPLoSfGeneticsZN
2011ZNlZNeeddffnf 6 144

65 GenomeawideNassociationNandNfunctionalNfollowaupNrevealsNnewNlociNforNkidneyNfunctionbNPLoSf
GeneticsZN2012ZNmZNeeddfimh 6 143

64 vNgenomeawideNassociationNsearchNforNtypeNfNdiabetesNgenesNinNvfricanNvmericansbNPLoSfONEZN2012ZN
lZNefnfdf 3.7 138

63 TargetNgenesZNvariantsZNtissuesNandNtranscriptionalNpathwaysNinfluencingNhumanNserumNurateNlevelsbN
NaturefGeneticsZN2019ZNieZNehinaehlh 36.3 122

62 GenomeawideNvssociationNStudiesNédentifyNGeneticNLociNvssociatedNWithNvlbuminuriaNinNyiabetesbN
DiabetesZN2016ZNkiZNmdgael 0.9 96

61 LeveragingNcrossaspeciesNtranscriptionNfactorNbindingNsiteNpatternsoNfromNdiabetesNriskNlociNtoN
diseaseNmechanismsbNCellZN2014ZNeikZNghgaim 56.2 96

60 édentificationNofNaNsuddenNcardiacNdeathNsusceptibilityNlocusNatNfqfhbfNthroughNgenomeawideN
associationNinNzuropeanNancestryNindividualsbNPLoSfGeneticsZN2011ZNlZNeeddfeim 6 95

59 xommonNgeneticNvariantsNassociateNwithNserumNphosphorusNconcentrationbNJournalfoffthefAmericanf
SocietyfoffNephrology:fJASNZN2010ZNfeZNeffgagf 12.7 93

58 GeneticNassociationNforNrenalNtraitsNamongNparticipantsNofNvfricanNancestryNrevealsNnewNlociNforNrenalN
functionbNPLoSfGeneticsZN2011ZNlZNeeddffkh 6 91

57 GenomeaWideNvssociationNandNTransaethnicNMetaavnalysisNforNvdvancedNyiabeticNKidneyNyiseaseoN
 amilyNénvestigationNofNNephropathyNandNyiabetesNV éNyWbNPLoSfGeneticsZN2015ZNeeZNeeddigif 6 84

56 GenomeawideNassociationNstudyNofNkidneyNfunctionNdeclineNinNindividualsNofNzuropeanNdescentbN
KidneyfInternationalZN2015ZNmlZNedelafn 9.9 83

55 NovelNlociNassociatedNwithNusualNsleepNdurationoNtheNxHvRGzNxonsortiumNGenomeaWideNvssociationN
StudybNMolecularfPsychiatryZN2015ZNfdZNefgfan 15.1 76

54 TheNMYHncvPOLeNregionNandNchronicNkidneyNdiseaseNinNzuropeanavmericansbNHumanfMolecularf
GeneticsZN2011ZNfdZNfhidak 5.6 74

53 edddNGenomesabasedNmetaaanalysisNidentifiesNedNnovelNlociNforNkidneyNfunctionbNScientificfReportsZN
2017ZNlZNhidhd 4.9 70

52 éntegrationNofNgenomeawideNassociationNstudiesNwithNbiologicalNknowledgeNidentifiesNsixNnovelN
genesNrelatedNtoNkidneyNfunctionbNHumanfMolecularfGeneticsZN2012ZNfeZNigfnahg 5.6 54

51 TheNtransaancestralNgenomicNarchitectureNofNglycemicNtraitsbNNaturefGeneticsZN2021ZNigZNmhdamkd 36.3 44

50 GenomeawideNassociationNmetaaanalysesNandNfineamappingNelucidateNpathwaysNinfluencingN
albuminuriabNNaturefCommunicationsZN2019ZNedZNhegd 17.4 43

Man Li

4



49 TransaethnicNMetaaanalysisNandN unctionalNvnnotationNélluminatesNthe´ GeneticNvrchitectureNofN
 astingNGlucoseNandNénsulinbNAmericanfJournalfoffHumanfGeneticsZN2016ZNnnZNikali 11 41

48 vdmixtureNmappingNofNobesityarelatedNtraitsNinNvfricanNvmericansoNtheNvtherosclerosisNRiskNinN
xommunitiesNVvRéxWNStudybNObesityZN2010ZNemZNikgalf 8 41

47 RacialNdifferencesNinNcirculatingNnatriureticNpeptideNlevelsoNtheNatherosclerosisNriskNinNcommunitiesN
studybNJournalfoffthefAmericanfHeartfAssociationZN2015ZNhZN 6 40

46 vssociationNofNaNfastingNglucoseNgeneticNriskNscoreNwithNsubclinicalNatherosclerosisoNTheN
vtherosclerosisNRiskNinNxommunitiesNVvRéxWNstudybNDiabetesZN2011ZNkdZNggeai 0.9 39

45 MappingNeG RNlociNtoNtheNrenalNtranscriptomeNandNphenomeNinNtheNVvNMillionNVeteranNProgrambN
NaturefCommunicationsZN2019ZNedZNgmhf 17.4 36

44 TheNassociationNbetweenNvPOLeNriskNallelesNandNlongitudinalNkidneyNfunctionNdiffersNbyNHéVNviralN
suppressionNstatusbNClinicalfInfectiousfDiseasesZN2015ZNkdZNkhkaif 11.6 32

43 UrinaryNmetabolitesNalongNwithNcommonNandNrare´ geneticNvariationsNareNassociatedNwithN
incident´ chronicNkidneyNdiseasebNKidneyfInternationalZN2017ZNneZNehfkaehgi 9.9 31

42 ModulationNofNgeneticNassociationsNwithNserumNurateNlevelsNbyNbodyamassaindexNinNhumansbNPLoSf
ONEZN2015ZNedZNedeenlif 3.7 31

41 vNcomprehensiveNevaluationNofNtheNgeneticNarchitectureNofNsuddenNcardiacNarrestbNEuropeanfHeartf
JournalZN2018ZNgnZNgnkeagnkn 9.5 31

40 andNLociNédentifiedNthroughNLargeaScaleNzxomeNxhipNvnalysisNRegulateNKidneyNyevelopmentNandN
 unctionbNJournalfoffthefAmericanfSocietyfoffNephrology:fJASNZN2017ZNfmZNnmeannh 12.7 30

39 émpactNofNrepeatedNmeasuresNandNsampleNselectionNonNgenomeawideNassociationNstudiesNofNfastingN
glucosebNGeneticfEpidemiologyZN2010ZNghZNkkialg 2.6 30

38 GeneticNassociationNandNgeneageneNinteractionNanalysesNinNvfricanNvmericanNdialysisNpatientsNwithN
nondiabeticNnephropathybNAmericanfJournalfoffKidneyfDiseasesZN2012ZNinZNfedafe 7.4 28

37 xommonNvariantsNinNMendelianNkidneyNdiseaseNgenesNandNtheirNassociationNwithNrenalNfunctionbN
JournalfoffthefAmericanfSocietyfoffNephrology:fJASNZN2013ZNfhZNfediael 12.7 27

36 zxomeachipNmetaaanalysisNidentifiesNnovelNlociNassociatedNwithNcardiacNconductionZNincludingN
vyvMTSkbNGenomefBiologyZN2018ZNenZNml 18.3 25

35 HostNvPOLeNgenotypeNisNindependentlyNassociatedNwithNproteinuriaNinNHéVNinfectionbNKidneyf
InternationalZN2013ZNmhZNmghahd 9.9 25

34 GenotypingNvrrayNyesignNandNyataNQualityNxontrolNinNtheNMillionNVeteranNProgrambNAmericanf
JournalfoffHumanfGeneticsZN2020ZNedkZNigiaihm 11 22

33 TheNVvvSTNVariantNPrioritizerNVVVPWoNultrafastZNeasyNtoNuseNwholeNgenomeNvariantNprioritizationNtoolbN
BMCfBioinformaticsZN2018ZNenZNil 3.6 18

32 GeneticNvariantsNinNRw OXgNareNassociatedNwithNsleepNlatencybNEuropeanfJournalfoffHumanfGeneticsZN
2016ZNfhZNehmmani 5.3 18
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31 yiscoveryNofNnovelNheartNrateaassociatedNlociNusingNtheNzxomeNxhipbNHumanfMolecularfGeneticsZN2017
ZNfkZNfghkafgkg 5.6 17

30 vNnullNvariantNinNtheNapolipoproteinNLgNgeneNisNassociatedNwithNnonadiabeticNnephropathybN
NephrologyfDialysisfTransplantationZN2018ZNggZNgfgaggd 4.3 17

29 GenomeawideNassociationNstudyNofNeZiaanhydroglucitolNidentifiesNnovelNgeneticNlociNlinkedNtoN
glucoseNmetabolismbNScientificfReportsZN2017ZNlZNfmef 4.9 16

28 vdmixtureNmappingNscansNidentifyNaNlocusNaffectingNretinalNvascularNcaliberNinNhypertensiveNvfricanN
vmericansoNtheNvtherosclerosisNRiskNinNxommunitiesNVvRéxWNstudybNPLoSfGeneticsZN2010ZNkZNeedddndm 6 15

27 andNLociNvssociateNwithNPlasmaNOsmolalitybNJournalfoffthefAmericanfSocietyfoffNephrology:fJASNZN
2017ZNfmZNfgeeafgfe 12.7 14

26
GeneticsNofNPlasmaNSolubleNReceptorNforNvdvancedNGlycationNzndaProductsNandNxardiovascularN
OutcomesNinNaNxommunityabasedNPopulationoNResultsNfromNtheNvtherosclerosisNRiskNinNxommunitiesN
StudybNPLoSfONEZN2015ZNedZNedefmhif

3.7 14

25 zxomexhipaWideNvnalysisNofNniNkfkNéndividualsNédentifiesNedNNovelNLociNvssociatedNWithNQTNandN₁TN
éntervalsbNCirculationfGenomicfandfPrecisionfMedicineZN2018ZNeeZNeddelim 5.2 14

24 ReaSequencingNofNtheNvPOLeavPOLhNandNMYHnNGeneNRegionsNinNvfricanNvmericansNyoesNNotN
édentifyNvdditionalNRisksNforNxKyNProgressionbNAmericanfJournalfoffNephrologyZN2015ZNhfZNnnaedk 4.6 12

23
GenomeaWideNvssociationNStudyNofNSerumN ructosamineNandNGlycatedNvlbuminNinNvdultsNWithoutN
yiagnosedNyiabetesoNResultsN romNtheNvtherosclerosisNRiskNinNxommunitiesNStudybNDiabetesZN2018ZN
klZNekmhaeknk

0.9 12

22 xomprehensiveNevaluationNofNimputationNperformanceNinNvfricanNvmericansbNJournalfoffHumanf
GeneticsZN2012ZNilZNheeafe 4.3 11

21 xommonNandNRareNxodingNGeneticNVariationNUnderlyingNtheNzlectrocardiographicNPRNéntervalbN
CirculationfGenomicfandfPrecisionfMedicineZN2018ZNeeZNeddfdgl 5.2 11

20 vdvancesNinNunderstandingNtheNgeneticNbasisNofNdiabeticNkidneyNdiseasebNActafDiabetologicaZN2018ZN
iiZNedngaeedh 3.9 8

19 TheNdetectionNofNvascularNendothelialNgrowthNfactorNinNserumNofNpatientsNwithNhemorrhagicNfeverN
withNrenalNsyndromebNInflammationZN2013ZNgkZNnkfal 5.1 7

18 StrengthNofNassociationNforNincidentNdiabetesNriskNfactorsNaccordingNtoNdiabetesNcaseNdefinitionsoNtheN
vtherosclerosisNRiskNinNxommunitiesNStudybNAmericanfJournalfoffEpidemiologyZN2012ZNeliZNhkkalf 3.8 6

17
TypeaspecificNdetectionNofNhumanNpapillomavirusesNinNKazakhNesophagealNsquamousNcellNcarcinomaN
byNgenotypingNbothNzkNandNLeNgenesNwithNMvLyéaTO NmassNspectrometrybNInternationalfJournalfoff
ClinicalfandfExperimentalfPathologyZN2015ZNmZNegeikaki

1.4 6

16 VvRPRéSMoNincorporatingNvariantNprioritizationNinNtestsNofNdeNnovoNmutationNassociationbNGenomef
MedicineZN2016ZNmZNne 14.4 6

15 MetaaanalysisNuncoversNgenomeawideNsignificantNvariantsNforNrapidNkidneyNfunctionNdeclinebNKidneyf
InternationalZN2021ZNnnZNnfkangn 9.9 6

14
zffectNofNwaselineNKidneyN unctionNonNtheNRiskNofNRecurrentNStrokeNandNonNzffectsNofNéntensiveN
wloodNPressureNxontrolNinNPatientsNWithNPreviousNLacunarNStrokeoNvNPostNHocNvnalysisNofNtheNSPSgN
TrialNVSecondaryNPreventionNofNSmallNSubcorticalNStrokesWbNJournalfoffthefAmericanfHeartfAssociationZN
2019ZNmZNedegdnm

6 5
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13 RefiningNtheNaccuracyNofNvalidatedNtargetNidentificationNthroughNcodingNvariantNfineamappingNinNtypeN
fNdiabetes 4

12 TissueaSpecificNvlterationNofNMetabolicNPathwaysNénfluencesNGlycemicNRegulation 4

11 GeneticNyeterminantsNofNzlectrocardiographicNPaWaveNyurationNandNRelationNtoNvtrialN ibrillationbN
CirculationfGenomicfandfPrecisionfMedicineZN2020ZNegZNgmlagni 5.2 4

10 RareNvariantsNinNSLxivedNareNassociatedNwithNserumNeZiaanhydroglucitolNVeZiavGWNinNtheN
vtherosclerosisNRiskNinNxommunitiesNVvRéxWNStudybNScientificfReportsZN2019ZNnZNinhe 4.9 3

9 vssociationNofNWestNvfricanNancestryNandNbloodNpressureNcontrolNamongNvfricanNvmericansNtakingN
antihypertensiveNmedicationNinNtheN₁acksonNHeartNStudybNJournalfoffClinicalfHypertensionZN2020ZNffZNeilaekk2.3 3

8 GenomeaWideNvssociationNofNxopyNNumberNPolymorphismsNandNKidneyN unctionbNPLoSfONEZN2017ZN
efZNedeldmei 3.7 3

7 TheNefficacyNandNsafetyNofNHealthNQigongNforNankylosingNspondylitisoNProtocolNforNaNsystematicN
reviewNandNmetaaanalysisbNMedicinefpUnitedfStatesrZN2020ZNnnZNeemlgh 1.8 2

6 WestNvfricanNvncestryNandNNocturnalNwloodNPressureNinNvfricanNvmericansoNTheN₁acksonNHeartN
StudybNAmericanfJournalfoffHypertensionZN2018ZNgeZNldkaleh 2.3 2

5 TheNeffectivenessNandNsafetyNofNacupunctureNtherapyNforNGuillainawarrˆ'NsyndromeoNvNsystematicN
reviewNandNmetaaanalysisNprotocolbNMedicinefpUnitedfStatesrZN2020ZNnnZNeemken 1.8 2

4 éntegratedNvnalysisNHighlightsNtheNémmunosuppressiveNRoleNofNTRzMfNMacrophagesNinN
HepatocellularNxarcinomabbNFrontiersfinfImmunologyZN2022ZNegZNmhmgkl 8.4 2

3 TheNTransavncestralNGenomicNvrchitectureNofNGlycaemicNTraits 1

2 yifferentialNandNsharedNgeneticNeffectsNonNkidneyNfunctionNbetweenNdiabeticNandNnonadiabeticN
individualsbNCommunicationsfBiologyZN2022ZNiZN 6.7 1

1 vnalysisNofNputativeNcisaregulatoryNelementsNregulatingNbloodNpressureNvariationbNHumanfMolecularf
GeneticsZN2020ZNfnZNenffaengf 5.6 0
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