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k Paper IF Citations

81 Nud’NguidesNclientNtransferNbetweenNtheNHsplgfogNandNHspqgNchaperoneNsystemseeNMolecularrCellcN
2022cN 17.6 3

80 zRαiNinhibitionNblocksNSyRSd’oVdiNinfectionNbyNreducingNtranscriptionNofNtheNhostNcellNreceptorN
y’EieeNNaturerCellrBiologycN2022cNilcNildkl 23.4 5

79 ’RISPRdzasedNScreeningNforNStressNResponseNFactorsNinNMammalianN’ellseeNMethodsrinrMolecularr
BiologycN2022cNilipcNhqdlg 1.4

78 FunctionalNMultidOmicsNRevealsNGeneticNandNPharmacologicNRegulationNofNSurfaceN’αkpNinNMultipleN
MyelomaeNBloodcN2021cNhkpcNinlpdinlp 2.2

77 PatternsNofNneuronalNRhesNasNaNnovelNhallmarkNofNtauopathieseNActarNeuropathologicacN2021cNhlhcNnmhdnnn14.3 3

76 GenomedwideNprogrammableNtranscriptionalNmemoryNbyN’RISPRdbasedNepigenomeNeditingeNCellcN
2021cNhplcNimgkdimhqeeho 56.2 80

75 GenomedwideN’RISPRifaNscreensNinNhumanNneuronsNlinkNlysosomalNfailureNtoNferroptosiseNNaturer
NeurosciencecN2021cNilcNhgigdhgkl 25.5 25

74 GenomedwideN’RISPRiNscreeningNidentifiesNO’IyαhNasNaNprohibitinNclientNandNregulatoryN
determinantNofNmitochondrialN’omplexNIIINassemblyNinNhumanNcellseNELifecN2021cNhgcN 8.9 8

73 zRαiNinhibitionNblocksNSyRSd’oVdiNinfectionNinNvitroNbyNreducingNtranscriptionNofNtheNhostNcellN
receptorNy’EiN2021cN 5

72 MolecularNcharacterizationNofNselectivelyNvulnerableNneuronsNinNylzheimerVsNdiseaseeNNaturer
NeurosciencecN2021cNilcNiondipo 25.5 64

71 FunctionalNgenomicsNscreenNidentifiesNproteostasisNtargetsNthatNmodulateNprionNproteinNWPrPYN
stabilityeNCellrStressrandrChaperonescN2021cNincNllkdlmi 4 1

70 ImagedbasedNpooledNwholedgenomeN’RISPRiNscreeningNforNsubcellularNphenotypeseNJournalrofrCellr
BiologycN2021cNiigcN 7.3 18

69 αeepNmutationalNscanningNrevealsNtheNstructuralNbasisNforN˛–dsynucleinNactivityeNNaturerChemicalr
BiologycN2020cNhncNnmkdnmq 11.7 27

68 LRPhNisNaNmasterNregulatorNofNtauNuptakeNandNspreadeNNaturecN2020cNmpgcNkphdkpm 50.4 144

67 MitochondrialNstressNisNrelayedNtoNtheNcytosolNbyNanNOMyhdαELEhdHRINpathwayeNNaturecN2020cNmoqcNliodlki50.4 122

66 ’RISPRdbasedNfunctionalNgenomicsNforNneurologicalNdiseaseeNNaturerReviewsrNeurologycN2020cNhncNlnmdlpg15 35

65 ’RISPRdbasedNscreensNuncoverNdeterminantsNofNimmunotherapyNresponseNinNmultipleNmyelomaeN
BloodrAdvancescN2020cNlcNipqqdiqhh 7.8 13
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64 GeneNexpressionNandNcellNidentityNcontrolledNbyNanaphasedpromotingNcomplexeNNaturecN2020cNmoqcNhkndhlg50.4 29

63 yNhighdthroughputN’RISPRNinterferenceNscreenNforNdissectingNfunctionalNregulatorsNofNGP’RfcyMPN
signalingeNPLoSrGeneticscN2020cNhncNehggqhgk 6 3

62 PharmaceuticaldGradeNRigosertibNIsNaNMicrotubuledαestabilizingNygenteNMolecularrCellcN2020cNoqcNhqhdhqpeek17.6 7

61 RobustNSequenceNαeterminantsNofN˛–dSynucleinNToxicityNinNYeastNImplicateNMembraneNzindingeNACSr
ChemicalrBiologycN2020cNhmcNihkodihmk 4.9 3

60 αefiningNtheNyTPomeNrevealsNcrossdoptimizationNofNmetabolicNpathwayseNNaturerCommunicationscN
2020cNhhcNlkhq 17.4 3

59 ProbingNtheNGlobalN’ellularNResponsesNtoNLipotoxicityN’ausedNbyNSaturatedNFattyNycidseNMolecularr
CellcN2019cNolcNkidlleep 17.6 84

58
RelapsedassociatedNyURKzNbluntsNtheNglucocorticoidNsensitivityNofNzNcellNacuteNlymphoblasticN
leukemiaeNProceedingsrofrtherNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericacN2019cN
hhncNkgmidkgnh

11.5 20

57 ’RISPRNInterferencedzasedNPlatformNforNMultimodalNGeneticNScreensNinNHumanNiPS’dαerivedN
NeuronseNNeuroncN2019cNhglcNikqdimmeehi 13.9 127

56 ’ompromisedNfunctionNofNtheNES’RTNpathwayNpromotesNendolysosomalNescapeNofNtauNseedsNandN
propagationNofNtauNaggregationeNJournalrofrBiologicalrChemistrycN2019cNiqlcNhpqmidhpqnn 5.4 49

55 yN’omprehensiveNResourceNforNInducedNPluripotentNStemN’ellsNfromNPatientsNwithNPrimaryN
TauopathieseNStemrCellrReportscN2019cNhkcNqkqdqmm 8 28

54 ’eapinsNblockNtheNunfoldedNproteinNresponseNsensorNyTFn˛–NbyNinducingNaNneomorphicN
interdorganelleNtethereNELifecN2019cNpcN 8.9 29

53 HeterochromatinNanomaliesNandNdoubledstrandedNRNyNaccumulationNunderlieNpolyWPRYNtoxicityeN
SciencecN2019cNknkcN 33.3 104

52 TauNInternalizationNisNRegulatedNbyNndONSulfationNonNHeparanNSulfateNProteoglycansNWHSPGsYeN
ScientificrReportscN2018cNpcNnkpi 4.9 104

51 αualNgeneNactivationNandNknockoutNscreenNrevealsNdirectionalNdependenciesNinNgeneticNnetworkseN
NaturerBiotechnologycN2018cNkncNhogdhop 44.5 87

50 ’RISPRiNandN’RISPRaNScreensNinNMammalianN’ellsNforNPrecisionNziologyNandNMedicineeNACSrChemicalr
BiologycN2018cNhkcNlgndlhn 4.9 136

49 TheNPsychiatricN’ellNMapNInitiativerNyN’onvergentNSystemsNziologicalNypproachNtoNIlluminatingNKeyN
MolecularNPathwaysNinNNeuropsychiatricNαisorderseNCellcN2018cNholcNmgmdmig 56.2 69

48 MappingNtheNGeneticNLandscapeNofNHumanN’ellseNCellcN2018cNholcNqmkdqnoeeii 56.2 136

47 yNhighdthroughputNscreenNofNrealdtimeNyTPNlevelsNinNindividualNcellsNrevealsNmechanismsNofNenergyN
failureeNPLoSrBiologycN2018cNhncNeigglnil 9.7 28

(2018-2020)
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46 ’RISPRdbasedNgeneticNinteractionNmapsNinformNtherapeuticNstrategiesNinNcancereNTranslationalr
CancerrResearchcN2018cNocNSnhdSno 0.3 7

45 ExtendingNchemicalNperturbationsNofNtheNubiquitinNfitnessNlandscapeNinNaNclassroomNsettingNrevealsN
newNconstraintsNonNsequenceNtoleranceeNBiologyrOpencN2018cNocN 2.2 11

44 SuppressionNofNzdcellNdevelopmentNgenesNisNkeyNtoNglucocorticoidNefficacyNinNtreatmentNofNacuteN
lymphoblasticNleukemiaeNBloodcN2017cNhiqcNkgggdkggp 2.2 33

43 ElucidatingNdrugNtargetsNandNmechanismsNofNactionNbyNgeneticNscreensNinNmammalianNcellseNChemicalr
CommunicationscN2017cNmkcNohnidohno 5.8 20

42 yN’RISPRNypproachNtoNNeurodegenerativeNαiseaseseNTrendsrinrMolecularrMedicinecN2017cNikcNlpkdlpm 11.5 21

41 ’ombinedN’RISPRifadzasedN’hemicalNGeneticNScreensNRevealNthatNRigosertibNIsNaN
MicrotubuledαestabilizingNygenteNMolecularrCellcN2017cNnpcNihgdiikeen 17.6 127

40 ’RISPulatorrNaNdiscreteNsimulationNtoolNforNpooledNgeneticNscreenseNBMCrBioinformaticscN2017cNhpcNklo 3.6 11

39 ParallelNshRNyNandN’RISPRd’asqNscreensNenableNantiviralNdrugNtargetNidentificationeNNaturer
ChemicalrBiologycN2016cNhicNknhdn 11.7 123

38 yuthorNresponserN’ompactNandNhighlyNactiveNnextdgenerationNlibrariesNforN’RISPRdmediatedNgeneN
repressionNandNactivationN2016cN 3

37 ’ompactNandNhighlyNactiveNnextdgenerationNlibrariesNforN’RISPRdmediatedNgeneNrepressionNandN
activationeNELifecN2016cNmcN 8.9 343

36 TheNmTORN’omplexN’ontrolsNHIVNLatencyeNCellrHostrandrMicrobecN2016cNigcNopmdoqo 23.4 115

35 NextdgenerationNlibrariesNforNrobustNRNyNinterferencedbasedNgenomedwideNscreenseNProceedingsrofr
therNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericacN2015cNhhicNEkkpldqh 11.5 64

34 TargetingNtheNyyyNyTPaseNpqoNasNanNypproachNtoNTreatN’ancerNthroughNαisruptionNofNProteinN
HomeostasiseNCancerrCellcN2015cNipcNnmkdnnm 24.3 225

33 ValidationNofNtheNHspogdzagkNproteindproteinNinteractionNasNaNpotentialNtherapeuticNtargetNinN
cancereNMolecularrCancerrTherapeuticscN2015cNhlcNnlidp 6.1 79

32 PharmacologicalNdimerizationNandNactivationNofNtheNexchangeNfactorNeIFizNantagonizesNtheN
integratedNstressNresponseeNELifecN2015cNlcNegokhl 8.9 160

31 ParadoxicalNresistanceNofNmultipleNmyelomaNtoNproteasomeNinhibitorsNbyNdecreasedNlevelsNofNhqSN
proteasomalNsubunitseNELifecN2015cNlcNegphmk 8.9 54

30 GenomedScaleN’RISPRdMediatedN’ontrolNofNGeneNRepressionNandNyctivationeNCellcN2014cNhmqcNnlodnh 56.2 1556

29 FunctionalNgenomicsNplatformNforNpooledNscreeningNandNgenerationNofNmammalianNgeneticN
interactionNmapseNNaturerProtocolscN2014cNqcNhpimdlo 18.8 58
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28 UnravelingNtheNmechanismNofNcellNdeathNinducedNbyNchemicalNfibrilseNNaturerChemicalrBiologycN2014cN
hgcNqnqdon 11.7 40

27 WeakNbaseNpairingNinNbothNseedNandNkVNregionsNreducesNRNyiNoffdtargetsNandNenhancesNsifshRNyN
designseNNucleicrAcidsrResearchcN2014cNlicNhihnqdon 20.1 17

26 Pred’linicalNyctivityNofNtheNNovelcNFirstdind’lassNpqoNInhibitorcN’zdmgpkcNinNMultipleNMyelomaeNBloodcN
2014cNhilcNloghdlogh 2.2

25 yNsystematicNmammalianNgeneticNinteractionNmapNrevealsNpathwaysNunderlyingNricinNsusceptibilityeN
CellcN2013cNhmicNqgqdii 56.2 264

24 NextdgenerationNNyMPTNinhibitorsNidentifiedNbyNsequentialNhighdthroughputNphenotypicNchemicalN
andNfunctionalNgenomicNscreenseNChemistryrandrBiologycN2013cNigcNhkmidnk 60

23 ’onservedNspatialNorganizationNofNFGNdomainsNinNtheNnuclearNporeNcomplexeNBiophysicalrJournalcN
2013cNhglcNkodmg 2.9 24

22
IntegratedNplatformNforNgenomedwideNscreeningNandNconstructionNofNhighddensityNgeneticN
interactionNmapsNinNmammalianNcellseNProceedingsrofrtherNationalrAcademyrofrSciencesrofrtherUnitedr
StatesrofrAmericacN2013cNhhgcNEikhodin

11.5 90

21 MappingNtheNorientationNofNnuclearNporeNproteinsNinNlivingNcellsNwithNpolarizedNfluorescenceN
microscopyeNNaturerStructuralrandrMolecularrBiologycN2011cNhpcNnlkdq 17.6 57

20 KnockingNoutNtheNdoorNtoNtunicamycinNentryeNProceedingsrofrtherNationalrAcademyrofrSciencesrofrther
UnitedrStatesrofrAmericacN2011cNhgpcNhhokhdi 11.5 20

19 FluorescenceNanisotropyNrevealsNorderNandNdisorderNofNproteinNdomainsNinNtheNnuclearNporeN
complexeNBiophysicalrJournalcN2010cNqqcNhogndho 2.9 39

18 UseNofNRNyNtertiaryNinteractionNmodulesNforNtheNcrystallisationNofNtheNspliceosomalNsnRNPNcoreN
domaineNJournalrofrMolecularrBiologycN2010cNlgicNhmldnl 6.5 11

17 StructureNofNaNtrimericNnucleoporinNcomplexNrevealsNalternateNoligomerizationNstateseNProceedingsr
ofrtherNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericacN2009cNhgncNhonqkdp 11.5 52

16 ThreeddimensionalNstructureNandNflexibilityNofNaNmembranedcoatingNmoduleNofNtheNnuclearNporeN
complexeNNaturerStructuralrandrMolecularrBiologycN2009cNhncNopidp 17.6 102

15 ziochemistryeNNascentNproteinsNcaughtNinNtheNacteNSciencecN2009cNkincNhkmidk 33.3 4

14 FacilitatedNdiffusionNinNchromatinNlatticesrNmechanisticNdiversityNandNregulatoryNpotentialeNMolecularr
MicrobiologycN2005cNmocNppqdqq 4.1 20

13 ObstacleNbypassNinNproteinNmotionNalongNαNyNbyNtwoddimensionalNratherNthanNoneddimensionalN
slidingeNJournalrofrBiologicalrChemistrycN2004cNioqcNkpohmdig 5.4 28

12 ReverseNgyraseNhasNheatdprotectiveNαNyNchaperoneNactivityNindependentNofNsupercoilingeNNucleicr
AcidsrResearchcN2004cNkicNkmkodlm 20.1 59

11 ’RISPRdbasedNscreensNuncoverNdeterminantsNofNimmunotherapyNresponseNinNMultipleNMyeloma 1

(-2014)
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10 αecodingNdirectionalNgeneticNdependenciesNthroughNorthogonalN’RISPRf’asNscreens 3

9 MolecularNcharacterizationNofNselectivelyNvulnerableNneuronsNinNylzheimerâ��sNαisease 4

8 GenomedwideN’RISPRifaNscreensNinNhumanNneuronsNlinkNlysosomalNfailureNtoNferroptosis 8

7 ImagedbasedNpooledNwholeNgenomeN’RISPRNscreeningNforNParkinNandNTFEzNsubcellularNlocalization 1

6 ’RISPRNinterferencedbasedNplatformNforNmultimodalNgeneticNscreensNinNhumanNiPS’dderivedNneurons 5

5 ’ompromisedNfunctionNofNtheNES’RTNpathwayNpromotesNendolysosomalNescapeNofNtauNseedsNandN
propagationNofNtauNaggregation 1

4 MitochondrialNdysfunctionNisNsignaledNtoNtheNintegratedNstressNresponseNbyNOMyhcNαELEhNandNHRI 3

3 ’RISPulatorrNaNdiscreteNsimulationNtoolNforNpooledNgeneticNscreens 1

2 yN’RISPRifaNplatformNinNiPS’dderivedNmicrogliaNuncoversNregulatorsNofNdiseaseNstates 2

1 ’RISPRiNscreensNinNhumanNastrocytesNelucidateNregulatorsNofNdistinctNinflammatoryNreactiveNstates 3
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