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ELife, 2021, 10, .

Structural basis for the coiled-coil architecture of human CtIP. Open Biology, 2021, 11, 210060. 3.6 11

A prometaphase mechanism of securin destruction is essential for meiotic progression in mouse
oocytes. Nature Communications, 2021, 12, 4322.

Structural basis of meiotic chromosome synaptic elongation through hierarchical fibrous assembly 8.2 23
of SYCE2-TEX12. Nature Structural and Molecular Biology, 2021, 28, 681-693. :
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Centrosome dysfunction associated with somatic expression of the synaptonemal complex protein
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Meiotic chromosome synapsis depends on multivalent SYCE1-SIX60S1 interactions that are disrupted in
cases of human infertility. Science Advances, 2020, 6, .

Obtaining Tertiary Protein Structures by the ab Initio Interpretation of Small Angle X-ray Scattering 5.3 10
Data. Journal of Chemical Theory and Computation, 2020, 16, 1985-2001. :
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Molecular structure of human synaptonemal complex protein SYCEL. Chromosoma, 2019, 128, 223-236. 2.2 42
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A molecular model for self-assembly of the synaptonemal complex protein SYCE3. Journal of 3.4 97
Biological Chemistry, 2019, 294, 9260-9275. :

Aneuploidy in Oocrtes Is Prevented by Sustained CDK1 Activity through Degron Masking in Cyclin B1.
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An Engineered Complement Factor H Construct for Treatment of C3 Glomerulopathy. Journal of the
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Structural basis of meiotic chromosome synapsis through SYCP1 self-assembly. Nature Structural and 8.2 7
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Single-molecule observation of DNA compaction by meiotic protein SYCP3. ELife, 2017, 6, .

C140RF39/SIX60S1 is a constituent of the synaptonemal complex and is essential for mouse fertility. 12.8 80
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Control of TSC2-Rheb signaling axis by arginine regulates mTORC1 activity. ELife, 2016, 5, .

CtIP tetramer assembly is required for DNA-end resection and repair. Nature Structural and 8.2 63
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A molecular model for the role of SYCP3 in meiotic chromosome organisation. ELife, 2014, 3, .
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Structural analysis of the human SYCE2&€“TEX12 complex provides molecular insights into
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Interaction with the BRCA2 C terminus protects RAD513€“DNA filaments from disassembly by BRC
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Structural analysis and classification of native proteins from E. coli commonly co-purified by
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Structure of an Xrcc43€“DNA ligase IV yeast ortholog complex reveals a novel BRCT interaction mode. 0.8 60
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Structural biology and bioinformatics in drug design: opportunities and challenges for target
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