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BRD4 methylation by the methyltransferase SETD6 regulates selective transcription to control mRNA
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Controlling Intramolecular Interactions in the Design of Selective, High-Affinity Ligands for the 6.4 17
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Discovery of Novel BRD4 Ligand Scaffolds by Automated Navigation of the Fragment Chemical Space.
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ligase KLHL12. Open Biology, 2020, 10, 200041. )
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Dual kinase-bromodomain inhibitors for rationally designed polypharmacology. Nature Chemical
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Targeting Aberrant Self-Renewal of Leukemic Cells with a Novel CBP/p300 Bromodomain Inhibitor. 14 1
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The design and synthesis of 5- and 6-isoxazolylbenzimidazoles as selective inhibitors of the BET
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RVX-208, an inhibitor of BET transcriptional regulators with selectivity for the second bromodomain.
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