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223 UnderstandingItheIuffectIofIpxIonItheISolubilityIandIqggregationIuxtentIofIxumicIqcidIinISolutionI
byIsombiningISimulationIandItheIuxperimentWWIEnvironmentalfSciencefnamp;fTechnologyUI2022UI 10.3 1

222 ÜodellingIofItheIdynamicIpolarizabilityIofImacromoleculesIforIsingleVmoleculeIopticalIbiosensingWWI
ScientificfReportsUI2022UIabUIaiie 4.9 3

221 UnderstandingItheIperformanceIdifferencesIbetweenIsolutionIandIvacuumIdepositedIüLutsjIqI
computationalIapproachWIJournalfoffChemicalfPhysicsUI2022UIaefUIbadgYc 3.9 0

220 UnravelingIexcitonIprocessesIinIyrQppyRjsrαIüLutIfilmsIuponIphotoexcitationWIJournalfoffChemicalf
PhysicsUI2021UIaedUIafdaYa 3.9 6

219
ünItheIuffectIofItheIVariousIqssumptionsIandIqpproximationsIusedIinIÜolecularISimulationsIonI
theIαropertiesIofIrioVÜolecularISystemsjIüverviewIandIαerspectiveIonIyssuesWIChemPhysChemUI
2021UIbbUIbfdVbhb

3.2 2

218 RevealingItheIynterplayIbetweenIshargeITransportUILuminescenceIufficiencyUIandIÜorphologyIinI
ürganicILightVumittingItiodeIrlendsWIAdvancedfFunctionalfMaterialsUI2020UIcYUIaiYgidb 15.6 19

217 survedIorIlinearoIαredictingItheIcVdimensionalIstructureIofI˛–VhelicalIantimicrobialIpeptidesIinIanI
amphipathicIenvironmentWIFEBSfLettersUI2020UIeidUIaYfbVaYhY 3.8 1

216 UnderstandingItheIqctivatedIvormIofIaIslassVyIvusionIαroteinjIÜodelingItheIynteractionIofItheI
ubolaIVirusIwlycoproteinIbIwithIaILipidIrilayerWIBiochemistryUI2020UIeiUIdYeaVdYeh 3.2 0

215 uvolutionIandIÜorphologyIofIThinIvilmsIvormedIbyISolventIuvaporationjIqnIürganicI
SemiconductorIsaseIStudyWIACSfAppliedfMaterialsfnamp;fInterfacesUI2020UIabUIdYedhVdYeeg 9.5 4

214 uffectIofITriclosanIandIshloroxylenolIonIracterialIÜembranesWIJournalfoffPhysicalfChemistryfBUI2019
UIabcUIebiaVecYa 3.4 8

213 ResponseIofImicrobialImembranesItoIbutanoljIinterdigitationIvsWIdisorderWIPhysicalfChemistryf
ChemicalfPhysicsUI2019UIbaUIaaiYcVaaiae 3.6 11

212 qutomatedIpartialIatomicIchargeIassignmentIforIdrugVlikeImoleculesjIaIfastIknapsackIapproachWI
AlgorithmsfforfMolecularfBiologyUI2019UIadUIa 1.8 13

211 uffectIofISurfaceIRoughnessIonILightVqbsorberIürientationIinIanIürganicIαhotovoltaicIvilmWI
ChemistryfoffMaterialsUI2019UIcaUIfiahVfibd 9.6 2

210 αrobingItheIαharmacologicalIrindingISitesIofIαVwlycoproteinIUsingIUmbrellaISamplingISimulationsWI
JournalfoffChemicalfInformationfandfModelingUI2019UIeiUIbbhgVbbih 6.1 8

209 uffectIofIrindingIonIunantioselectivityIofIupoxideIxydrolaseWIJournalfoffChemicalfInformationfandf
ModelingUI2018UIehUIfcYVfdY 6.1 6

208 tevelopmentsIinIwlycopeptideIqntibioticsWIACSfInfectiousfDiseasesUI2018UIdUIgaeVgce 5.5 112

207 ValidierungIvonImolekularenISimulationenjIeineIˆ�bersichtIverschiedenerIqspekteWIAngewandtef
ChemieUI2018UIacYUIhidViae 3.6 3
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206 ValidationIofIÜolecularISimulationjIqnIüverviewIofIyssuesWIAngewandtefChemiefvfInternationalf
EditionUI2018UIegUIhhdViYb 16.4 74

205 qIpotentialInewUIstableIstateIofItheIuVcadherinIstrandVswappedIdimerIinIsolutionWIEuropeanf
BiophysicsfJournalUI2018UIdgUIeiVfg 1.9 1

204 αredictingItheIαrevalenceIofIqlternativeIWarfarinITautomersIinISolutionWIJournalfoffChemicalf
TheoryfandfComputationUI2018UIadUIddYeVddae 6.4 6

203 ÜorphologyIofIaIrulkIxeterojunctionIαhotovoltaicIsellIwithILowItonorIsoncentrationWIACSfAppliedf
Materialsfnamp;fInterfacesUI2018UIaYUIcbdacVcbdai 9.5 16

202 TheIreliabilityIofImolecularIdynamicsIsimulationsIofItheImultidrugItransporterIαVglycoproteinIinIaI
membraneIenvironmentWIPLoSfONEUI2018UIacUIeYaiahhb 3.7 21

201 souldIsardiolipinIαrotectIÜembranesIagainstItheIqctionIofIsertainIqntimicrobialIαeptidesoIqureinI
aWbUIaIsaseIStudyWIACSfOmegaUI2018UIcUIafdecVafdfd 3.9 10

200 qutomatedITopologyIruilderIVersionIcWYjIαredictionIofISolvationIvreeIunthalpiesIinIWaterIandI
xexaneWIJournalfoffChemicalfTheoryfandfComputationUI2018UIadUIehcdVehde 6.4 174

199 toIqllIXVrayIStructuresIofIαroteinVLigandIsomplexesIRepresentIvunctionalIStatesoIuαüRUIaIsaseI
StudyWIBiophysicalfJournalUI2017UIaabUIeieVfYd 2.9 5

198 ulucidatingItheISpatialIqrrangementIofIumitterIÜoleculesIinIürganicILightVumittingItiodeIvilmsWI
AngewandtefChemiefvfInternationalfEditionUI2017UIefUIhdYbVhdYf 16.4 33

197 ulucidatingItheISpatialIqrrangementIofIumitterIÜoleculesIinIürganicILightVumittingItiodeIvilmsWI
AngewandtefChemieUI2017UIabiUIhebbVhebf 3.6 1

196 RealIsostIofISpeedjITheIuffectIofIaITimeVSavingIÜultipleVTimeVSteppingIqlgorithmIonItheIqccuracyI
ofIÜolecularItynamicsISimulationsWIJournalfoffChemicalfTheoryfandfComputationUI2017UIacUIbcfgVbcgb 6.4 36

195 TheIÜolecularIüriginIofIqnisotropicIumissionIinIanIürganicILightVumittingItiodeWINanofLettersUI
2017UIagUIfdfdVfdfh 11.5 30

194 üptimizationIofIumpiricalIvorceIvieldsIbyIαarameterISpaceIÜappingjIqISingleVStepIαerturbationI
qpproachWIJournalfoffChemicalfTheoryfandfComputationUI2017UIacUIfbYaVfbab 6.4 16

193 restimmungIvonIStrukturinformationIausIexperimentellenIÜessdatenIfˆ…rIriomolekˆ…leWI
AngewandtefChemieUI2016UIabhUIafbbbVafbdd 3.6 7

192 terivingIStructuralIynformationIfromIuxperimentallyIÜeasuredItataIonIriomoleculesWIAngewandtef
ChemiefvfInternationalfEditionUI2016UIeeUIaeiiYVafYaY 16.4 21

191
TheIssIdomainIstructureIfromItheIwheatIstemIrustIresistanceIproteinISrccIchallengesIparadigmsI
forIdimerizationIinIplantIöLRIproteinsWIProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaUI2016UIaacUIabhefVabhfa

11.5 72

190
ynteractionIofITarantulaIVenomIαeptideIαroTxVyyIwithILipidIÜembranesIysIaIαrerequisiteIforIytsI
ynhibitionIofIxumanIVoltageVgatedISodiumIshannelIöaVaWgWIJournalfoffBiologicalfChemistryUI2016UI
biaUIagYdiVfe

5.4 52

189 ValidatingIlipidIforceIfieldsIagainstIexperimentalIdatajIαrogressUIchallengesIandIperspectivesWI
BiochimicafEtfBiophysicafActafvfBiomembranesUI2016UIahehUIaeefVfe 3.8 51

(2016-2018)
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188 UnderstandingItheIaccumulationIofIαVglycoproteinIsubstratesIwithinIcellsjITheIeffectIofIcholesterolI
onImembraneIpartitioningWIBiochimicafEtfBiophysicafActafvfBiomembranesUI2016UIahehUIggfVhb 3.8 12

187
sombinationIofIqmbiguousIandIUnambiguousItataIinItheIRestraintVdrivenItockingIofIvlexibleI
αeptidesIwithIxqttüs–jITheIrindingIofItheISpiderIToxinIαcTxaItoItheIqcidISensingIyonIshannelI
QqSysRIaaWIJournalfoffChemicalfInformationfandfModelingUI2016UIefUIabgVch

6.1 6

186 RevisitingItheIscissorVlikeImechanismIofIactivationIforItheIerythropoietinIreceptorWIFEBSfLettersUI
2016UIeiYUIcYhcVh 3.8 1

185
ÜembraneVbindingIpropertiesIofIgatingImodifierIandIporeVblockingItoxinsjIÜembraneIinteractionI
isInotIaIprerequisiteIforImodificationIofIchannelIgatingWIBiochimicafEtfBiophysicafActafvf
BiomembranesUI2016UIahehUIhgbVhb

3.8 20

184 rindingIofIStarchIvragmentsItoItheIStarchIrranchingIunzymejIymplicationsIforItevelopingI
SlowerVtigestingIStarchWIBiomacromoleculesUI2015UIafUIbdgeVha 6.9 5

183 qIringItoIruleIthemIalljItheIeffectIofIcyclopropaneIvattyIacidsIonItheIfluidityIofIlipidIbilayersWI
JournalfoffPhysicalfChemistryfBUI2015UIaaiUIedhgVie 3.4 80

182 uffectIofIRingISizeIinIˇ�VqlicyclicIvattyIqcidsIonItheIStructuralIandItynamicalIαropertiesIqssociatedI
withIvluidityIinILipidIrilayersWILangmuirUI2015UIcaUIaaegdVhb 4 5

181 ÜolecularIdynamicsIandIfunctionalIstudiesIdefineIaIhotIspotIofIcrystalIcontactsIessentialIforIαcTxaI
inhibitionIofIacidVsensingIionIchannelIaaWIBritishfJournalfoffPharmacologyUI2015UIagbUIdiheVie 8.6 29

180
ydentificationIofIαossibleIrindingISitesIforIÜorphineIandIöicardipineIonItheIÜultidrugITransporterI
αVwlycoproteinIUsingIUmbrellaISamplingITechniquesWIJournalfoffChemicalfInformationfandfModelingUI
2015UIeeUIabYbVag

6.1 23

179 TheIcharacterizationIofImodifiedIstarchIbranchingIenzymesjItowardItheIcontrolIofIstarchI
chainVlengthIdistributionsWIPLoSfONEUI2015UIaYUIeYabeeYg 3.7 18

178 TestingIandIvalidationIofItheIqutomatedITopologyIruilderIQqTrRIversionIbWYjIpredictionIofI
hydrationIfreeIenthalpiesWIJournalfoffComputervAidedfMolecularfDesignUI2014UIbhUIbbaVcc 4.2 334

177 ÜechanismIofIactivationIofIproteinIkinaseIzq–bIbyItheIgrowthIhormoneIreceptorWIScienceUI2014UI
cddUIabdighc 33.3 269

176 teterminingItheIstructureIofIinterfacialIpeptideIfilmsjIcomparingIneutronIreflectometryIandI
molecularIdynamicsIsimulationsWILangmuirUI2014UIcYUIaYYhYVi 4 17

175 qctivationIofItheIepidermalIgrowthIfactorIreceptorjIaIseriesIofItwistsIandIturnsWIBiochemistryUI2014UI
ecUIbgaYVba 3.2 11

174
TheIrevisedIαenroseVxameroffIorchestratedIobjectiveVreductionIproposalIforIhumanIconsciousnessI
isInotIscientificallyIjustifiedjIcommentIonIKsonsciousnessIinItheIuniversejIaIreviewIofItheIPürchIüRPI
theoryKIbyIxameroffIandIαenroseWIPhysicsfoffLifefReviewsUI2014UIaaUIaYaVckIdiscussionIaYdVab

2.1 8

173 StructuralIcharacterizationIofItwoImetastableIqTαVboundIstatesIofIαVglycoproteinWIPLoSfONEUI2014UI
iUIeiaiaf 3.7 24

172 SmallVqngleIXVRayIScatteringIforItheItiscerningIÜacromolecularIsrystallographerWIAustralianf
JournalfoffChemistryUI2014UIfgUIaghf 1.2 2

171 SomeILikeIytIxotjITheIuffectIofISterolsIandIxopanoidsIonILipidIürderingIatIxighITemperatureWI
JournalfoffPhysicalfChemistryfLettersUI2014UIeUIciecVg 6.4 17

Alan E Mark

4



170 toesItautomerizationIofIvapywIinfluenceIitsImutagenicityoWIChemPhysChemUI2014UIaeUIaggiVhd 3.2 10

169 TheIrecognitionIofImembraneVboundIαtdynscαIbyIαXIdomainsWIProteins:fStructureufFunctionfandf
BioinformaticsUI2014UIhbUIbccbVdb 4.2 9

168 uffectIofImethylVbranchedIfattyIacidsIonItheIstructureIofIlipidIbilayersWIJournalfoffPhysicalfChemistryf
BUI2014UIaahUIachchVdh 3.4 49

167 StudyIofIαroteinsIandIαeptidesIatIynterfacesIbyIÜolecularItynamicsISimulationITechniquesI2013UIbiaVcac 1

166 TheIrelativeIeffectIofIsterolsIandIhopanoidsIonIlipidIbilayersjIwhenIcomparableIisInotIidenticalWI
JournalfoffPhysicalfChemistryfBUI2013UIaagUIafabiVdY 3.4 39

165 shargeIgroupIpartitioningIinIbiomolecularIsimulationWIJournalfoffComputationalfBiologyUI2013UIbYUIahhVih1.7 120

164 VancomycinjIligandIrecognitionUIdimerizationIandIsuperVcomplexIformationWIFEBSfJournalUI2013UI
bhYUIabidVcYg 5.7 29

163 ÜissingIfragmentsjIdetectingIcooperativeIbindingIinIfragmentVbasedIdrugIdesignWIACSfMedicinalf
ChemistryfLettersUI2012UIcUIcbbVf 4.3 21

162 LipidIrilayersjITheIuffectIofIvorceIvieldIonIürderingIandItynamicsWIJournalfoffChemicalfTheoryfandf
ComputationUI2012UIhUIdhYgVag 6.4 66

161 shargeIwroupIαartitioningIinIriomolecularISimulationWILecturefNotesfinfComputerfScienceUI2012UIbiVdc 0.9 5

160 WilfredIvanIwunsterenjIceIYearsIofIriomolecularISimulationWIJournalfoffChemicalfTheoryfandf
ComputationUI2012UIhUIcdbeVi 6.4 0

159 ÜolecularIdynamicsIsimulationsIofItheIinteractionsIofItÜSüIwithItααsIandItüαsIphospholipidI
membranesWIJournalfoffPhysicalfChemistryfBUI2012UIaafUIaaiaaVbc 3.4 53

158 ÜolecularIdynamicsIunlocksIatomicIlevelIselfVassemblyIofItheIexopolysaccharideImatrixIofI
waterVtreatmentIgranularIbiofilmsWIBiomacromoleculesUI2012UIacUIaifeVgb 6.9 16

157
ÜimickingItheIactionIofIfoldingIchaperonesIbyIxamiltonianIreplicaVexchangeImolecularIdynamicsI
simulationsjIapplicationIinItheIrefinementIofIdeInovoImodelsWIProteins:fStructureufFunctionfandf
BioinformaticsUI2012UIhYUIagddVed

4.2 12

156 TheIuffectIofIunvironmentIonItheIStructureIofIaIÜembraneIαroteinjIαVwlycoproteinIunderI
αhysiologicalIsonditionsWIJournalfoffChemicalfTheoryfandfComputationUI2012UIhUIcifdVgf 6.4 40

155 TheIeffectIofIenvironmentIonItheIrecognitionIandIbindingIofIvancomycinItoInativeIandIresistantI
formsIofIlipidIyyWIBiophysicalfJournalUI2011UIaYaUIbfhdVib 2.9 28

154 uffectIofIhighIpressureIonIfullyIhydratedItααsIandIαüαsIbilayersWIJournalfoffPhysicalfChemistryfBUI
2011UIaaeUIaYchVdd 3.4 26

153 qIdynamicIpharmacophoreIdrivesItheIinteractionIbetweenIαsalmotoxinVaIandItheIputativeIdrugI
targetIacidVsensingIionIchannelIaaWIMolecularfPharmacologyUI2011UIhYUIgifVhYh 4.3 78

(2011-2014)
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152 uffectIofIpolyQethyleneIglycolRIQαuwRIspacersIonItheIconformationalIpropertiesIofIsmallIpeptidesjIaI
molecularIdynamicsIstudyWILangmuirUI2011UIbgUIbifVcYc 4 28

151 qnIqutomatedIvorceIvieldITopologyIruilderIQqTrRIandIRepositoryjIVersionIaWYWIJournalfoffChemicalf
TheoryfandfComputationUI2011UIgUIdYbfVcg 6.4 1030

150 shallengesIinItheIdeterminationIofItheIbindingImodesIofInonVstandardIligandsIinIXVrayIcrystalI
complexesWIJournalfoffComputervAidedfMolecularfDesignUI2011UIbeUIaVab 4.2 23

149 TheIeffectIofImembraneIcurvatureIonItheIconformationIofIantimicrobialIpeptidesjIimplicationsIforI
bindingIandItheImechanismIofIactionWIEuropeanfBiophysicsfJournalUI2011UIdYUIedeVec 1.9 46

148 tefinitionIandItestingIofItheIwRüÜüSIforceVfieldIversionsIedqgIandIedrgWIEuropeanfBiophysicsf
JournalUI2011UIdYUIhdcVef 1.9 1326

147 αroteinI˛–VTurnsIRecreatedIinIStructurallyIStableISmallIÜoleculesWIAngewandtefChemieUI2011UIabcUIaacYcVaacYg3.6 8

146 αroteinI˛–VturnsIrecreatedIinIstructurallyIstableIsmallImoleculesWIAngewandtefChemiefvfInternationalf
EditionUI2011UIeYUIaaaYgVaa 16.4 19

145
UsingITheoryItoIReconcileIuxperimentjITheIStructuralIandIThermodynamicIrasisIofILigandI
RecognitionIbyIαhenylethanolamineIöVÜethyltransferaseIQαöÜTRWIJournalfoffChemicalfTheoryfandf
ComputationUI2011UIgUIadehVfh

6.4 13

144
somparisonIofIenvelopingIdistributionIsamplingIandIthermodynamicIintegrationItoIcalculateI
bindingIfreeIenergiesIofIphenylethanolamineIöVmethyltransferaseIinhibitorsWIJournalfoffChemicalf
PhysicsUI2011UIaceUIYbdaYe

3.9 36

143 qctivatingItheIαrolactinIReceptorjIuffectIofItheILigandIonItheIsonformationIofItheIuxtracellularI
tomainWIJournalfoffChemicalfTheoryfandfComputationUI2010UIfUIcbgdVhc 6.4 2

142
ünItheIValidationIofIÜolecularItynamicsISimulationsIofISaturatedIandIcisVÜonounsaturatedI
αhosphatidylcholineILipidIrilayersjIqIsomparisonIwithIuxperimentWIJournalfoffChemicalfTheoryfandf
ComputationUI2010UIfUIcbeVcf

6.4 232

141 rasicIingredientsIofIfreeIenergyIcalculationsjIaIreviewWIJournalfoffComputationalfChemistryUI2010UI
caUIaefiVhb 3.5 225

140 ünItheIrelativeImeritsIofIequilibriumIandInonVequilibriumIsimulationsIforItheIestimationIofI
freeVenergyIdifferencesWIChemPhysChemUI2010UIaaUIcgcdVdc 3.2 9

139 qInewIforceIfieldIforIsimulatingIphosphatidylcholineIbilayersWIJournalfoffComputationalfChemistryUI
2010UIcaUIaaagVbe 3.5 261

138 TurningItheIgrowthIhormoneIreceptorIonjIevidenceIthatIhormoneIbindingIinducesIsubunitIrotationWI
Proteins:fStructureufFunctionfandfBioinformaticsUI2010UIghUIaafcVgd 4.2 17

137
WeakUIstrongUIandIcoherentIregimesIofIvrˆ¶hlichIcondensationIandItheirIapplicationsItoIterahertzI
medicineIandIquantumIconsciousnessWIProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaUI2009UIaYfUIdbaiVbd

11.5 74

136 αrobingItheIfreeIenergyIlandscapeIofItheIvrαbhWWIdomainIusingImultipleItechniquesWIJournalfoff
ComputationalfChemistryUI2009UIcYUIaYeiVfh 3.5 6

135 salciumIbindingItoItheIpurpleImembranejIqImolecularIdynamicsIstudyWIProteins:fStructureufFunctionf
andfBioinformaticsUI2009UIgdUIffiVha 4.2 5
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134 ynclusionIofIionizationIstatesIofIligandsIinIaffinityIcalculationsWIProteins:fStructureufFunctionfandf
BioinformaticsUI2009UIgfUIachVeY 4.2 9

133 rindingIandIenantiomericIselectivityIofIthreonylVtRöqIsynthetaseWIJournalfoffthefAmericanfChemicalf
SocietyUI2009UIacaUIchdhVi 16.4 13

132 vactorsIthatIaffectItheIdegreeIofItwistIinIbetaVsheetIstructuresjIaImolecularIdynamicsIsimulationI
studyIofIaIcrossVbetaIfilamentIofItheIwööωωöYIpeptideWIJournalfoffPhysicalfChemistryfBUI2009UIaacUIagbhVcg3.4 54

131 tisturbIorIstabilizeoIqImolecularIdynamicsIstudyIofItheIeffectsIofIresorcinolicIlipidsIonI
phospholipidIbilayersWIBiophysicalfJournalUI2009UIifUIcadYVec 2.9 18

130 qlternativeImechanismsIforItheIinteractionIofItheIcellVpenetratingIpeptidesIpenetratinIandItheITqTI
peptideIwithIlipidIbilayersWIBiophysicalfJournalUI2009UIigUIdYVi 2.9 143

129 αenroseVxameroffIorchestratedIobjectiveVreductionIproposalIforIhumanIconsciousnessIisInotI
biologicallyIfeasibleWIPhysicalfReviewfEUI2009UIhYUIYbaiab 2.4 48

128 ÜolecularIsimulationIasIanIaidItoIexperimentalistsWICurrentfOpinionfinfStructuralfBiologyUI2008UIahUIadiVec8.1 150

127 TheIstructureIofIaItwoVdisulfideIintermediateIassistsIinIelucidatingItheIoxidativeIfoldingIpathwayIofI
aIcyclicIcystineIknotIproteinWIStructureUI2008UIafUIhdbVea 5.2 34

126 qpplicationIofImeanIfieldIboundaryIpotentialsIinIsimulationsIofIlipidIvesiclesWIJournalfoffPhysicalf
ChemistryfBUI2008UIaabUIgdchVdg 3.4 57

125 TheIsyscVsysdIloopIofItheIhydrophobinIuqSIisInotIrequiredIforIrodletIformationIandIsurfaceI
activityWIJournalfoffMolecularfBiologyUI2008UIchbUIgYhVbY 6.5 60

124 ToroidalIporesIformedIbyIantimicrobialIpeptidesIshowIsignificantIdisorderWIBiochimicafEtfBiophysicaf
ActafvfBiomembranesUI2008UIagghUIbcYhVag 3.8 364

123 xistidineIprotonationIandItheIactivationIofIviralIfusionIproteinsWIBiochemicalfSocietyfTransactionsUI
2008UIcfUIdcVe 5.1 51

122
TheIconformationIofItheIextracellularIbindingIdomainIofIteathIReceptorIeIinItheIpresenceIandI
absenceIofItheIactivatingIligandITRqyLjIaImolecularIdynamicsIstudyWIProteins:fStructureufFunctionf
andfBioinformaticsUI2008UIgYUIcccVdc

4.2 14

121 RefiningIhomologyImodelsIbyIcombiningIreplicaVexchangeImolecularIdynamicsIandIstatisticalI
potentialsWIProteins:fStructureufFunctionfandfBioinformaticsUI2008UIgbUIaagaVhh 4.2 65

120 ulectrophoreticImobilityIdoesInotIalwaysIreflectItheIchargeIonIanIoilIdropletWIJournalfoffColloidfandf
InterfacefScienceUI2008UIcahUIdggVhf 9.3 45

119 xowIsensitiveIareInanosecondImolecularIdynamicsIsimulationsIofIproteinsItoIchangesIinItheIforceI
fieldoWIJournalfoffPhysicalfChemistryfBUI2007UIaaaUIfYaeVbe 3.4 16

118 ünItheIcharacterizationIofIhostVguestIcomplexesjIsurfaceItensionUIcalorimetryUIandImolecularI
dynamicsIofIcyclodextrinsIwithIaInonVionicIsurfactantWIJournalfoffPhysicalfChemistryfBUI2007UIaaaUIdchcVib3.4 89

117 ÜolecularIdynamicsIsimulationsIfromIputativeItransitionIstatesIofIalphaVspectrinISxcIdomainWI
Proteins:fStructureufFunctionfandfBioinformaticsUI2007UIfiUIecfVeY 4.2 13

(2007-2009)
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116 qpplicationsIofIvreeIunergyIsalculationsItoIshemistryIandIriologyWISpringerfSeriesfinfChemicalf
PhysicsUI2007UIdfcVeYa 0.3 11

115 sonvergenceIandIsamplingIefficiencyIinIreplicaIexchangeIsimulationsIofIpeptideIfoldingIinIexplicitI
solventWIJournalfoffChemicalfPhysicsUI2007UIabfUIYadiYc 3.9 105

114 toesIisopreneIprotectIplantImembranesIfromIthermalIshockoIqImolecularIdynamicsIstudyWI
BiochimicafEtfBiophysicafActafvfBiomembranesUI2007UIagfhUIaihVbYf 3.8 81

113 yonItransportIacrossItransmembraneIporesWIBiophysicalfJournalUI2007UIibUIdbYiVae 2.9 80

112 TheIRoleIofIhistidineIresiduesIinIlowVpxVmediatedIviralImembraneIfusionWIStructureUI2006UIadUIadhaVg 5.2 120

111 TheIeffectIofIboxIshapeIonItheIdynamicIpropertiesIofIproteinsIsimulatedIunderIperiodicIboundaryI
conditionsWIJournalfoffComputationalfChemistryUI2006UIbgUIcafVbe 3.5 28

110 qntimicrobialIpeptidesIinIactionWIJournalfoffthefAmericanfChemicalfSocietyUI2006UIabhUIabaefVfa 16.4 372

109 αhaseIbehaviorIofIaIphospholipidXfattyIacidXwaterImixtureIstudiedIinIatomicIdetailWIJournalfoffthef
AmericanfChemicalfSocietyUI2006UIabhUIbYcYVd 16.4 43

108 sonformationalIpolymorphismIofItheIαrαaYfVabfIpeptideIinIdifferentIenvironmentsjIaImolecularI
dynamicsIstudyWIJournalfoffPhysicalfChemistryfBUI2006UIaaYUIadbcVh 3.4 34
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