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82 vurtherIinvestigationIonItheIvalidityIofIStokesâ��uinsteinIbehaviourIatItheImolecularIlevelWIChemicalf
PhysicsfLettersUI2001UIccdUIccgVcdb 2.5 22

81 terivingIStructuralIynformationIfromIuxperimentallyIÜeasuredItataIonIriomoleculesWIAngewandtef
ChemiefvfInternationalfEditionUI2016UIeeUIaeiiYVafYaY 16.4 21

(2016-2015)

9



80 TheIreliabilityIofImolecularIdynamicsIsimulationsIofItheImultidrugItransporterIαVglycoproteinIinIaI
membraneIenvironmentWIPLoSfONEUI2018UIacUIeYaiahhb 3.7 21

79 ÜissingIfragmentsjIdetectingIcooperativeIbindingIinIfragmentVbasedIdrugIdesignWIACSfMedicinalf
ChemistryfLettersUI2012UIcUIcbbVf 4.3 21

78
SamplingIandIconvergenceIinIfreeIenergyIcalculationsIofIproteinVligandIinteractionsjItheIbindingIofI
triphenoxypyridineIderivativesItoIfactorIXaIandItrypsinWIJournalfoffComputervAidedfMolecularfDesign
UI2003UIagUIfgcVhf

4.2 21

77 StabilityIofISyVIgpcbIfusionVpeptideIsingleVlayerIprotofibrilsIasImonitoredIbyImolecularVdynamicsI
simulationsWIAngewandtefChemiefvfInternationalfEditionUI2005UIddUIaYfeVaYfg 16.4 21
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