12

papers

12

all docs

1478505

SIS) 6
citations h-index
12 12
docs citations times ranked

1372567
10

g-index

277

citing authors



10

12

ARTICLE IF CITATIONS

NKD1 marks intestinal and liver tumors linked to aberrant Wnt signaling. Cellular Signalling, 2015, 27,
245-256.

Rare variants in known and novel candidate genes predisposing to statin-associated myopathy.

Pharmacogenomics, 2016, 17, 1405-1414. 1.3 17

Donor PNPLA3 and TM6SF2 Variant Alleles Confer Additive Risks for Graft Steatosis After Liver
Transplantation. Transplantation, 2020, 104, 526-534.

Variable X-chromosome inactivation and enlargement of pericentral glutamine synthetase zones in
the liver of heterozyfous females with OTC deficiency. Virchows Archiv Fur Pathologische Anatomie 2.8 12
Und Physiologie Und Fur Klinische Medizin, 2018, 472, 1029-1039.

Alpha-1 Antitrypsin and Hepatocellular Carcinoma in Liver Cirrhosis: SERPINA1 MZ or MS Genotype
Carriage Decreases the Risk. International Journal of Molecular Sciences, 2021, 22, 10560.

Relevance of low viral load in haemodialysed patients with chronic hepatitis C virus infection. World

Journal of Gastroenterology, 2015, 21, 5496. 83 8

Liver stiffness measured by two-dimensional shear-wave elastography predicts hepatic vein pressure
gradient at high values in liver transplant candidates with advanced liver cirrhosis. PLoS ONE, 2021,
16, e0244934.

IL28B rs12979860 T allele protects against CMV disease in liver transplant recipients in the

posta€prophylaxis and late period. Transplant Infectious Disease, 2019, 21, e13124. L7 5

PNPLA3 rs738409 G allele carriers with genotype 1b HCV cirrhosis have lower viral load but develop
liver failure at younger age. PLoS ONE, 2019, 14, e0222609.

USP18 downregulation in peripheral blood mononuclear cells predicts nonresponse to
interferon-based triple therapy in patients with chronic hepatitis C, genotype 1: a pilot study. 2.0 2
Therapeutics and Clinical Risk Management, 2015, 11, 1853.

ABCB4 disease mimicking morbus Wilson: A potential diagnostic pitfall. Biomedical Papers of the

Medical Faculty of the University Palacky&amp;#x0301;, Olomouc, Czechoslovakia, 2020, 164, 121-125.

Hereditary haemochromatosis caused by homozygous <i><scp>HJV</scp><[i> mutation evolved

through paternal disomy. Clinical Genetics, 2015, 87, 96-98. 2.0 1



