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New insights into the impact of <i>Lactobacillus</i> population on host-bacteria metabolic interplay.
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Foodomics for personalized nutrition: how far are we?. Current Opinion in Food Science, 2015, 4,
129-135.

<i>Brachyspira pilosicoli</i>-induced avian intestinal spirochaetosis. Microbial Ecology in Health and 2.8 6
Disease, 2015, 26, 28853. :
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