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Gene expression studies of reference genes for quantitative real-time PCR: an overview in insects.
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Pathogenicity and Transgenerational Effects of Metarhizium anisopliae on the Demographic
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Molecular cloning and characterization of a 12-1,3-glucan recognition protein from Plutella xylostella a4 16
(L.). New Biotechnology, 2015, 32, 290-299. ’

An immune-responsive PGRP-S1 regulates the expression of antibacterial peptide genes in diamondback
moth, Plutella xylostella (L.). International Journal of Biological Macromolecules, 2020, 142, 114-124.

Antimicrobial Peptides: Novel Source and Biological Function With a Special Focus on
Entomopathogenic Nematode/Bacterium Symbiotic Complex. Frontiers in Microbiology, 2021, 12, 555022.

iTRAQ-Based Comparative Proteomic Analysis of Larval Midgut From the Beet Armyworm, Spodoptera
exigua (HAVabner) (Lepidoptera: Noctuidae) Challenged With the Entomopathogenic Bacteria Serratia
marcescens. Frontiers in Physiology, 2020, 11, 442.

Spatio-Temporal Profiling of Metarhizium anisopliae&d€”Responsive microRNAs Involved in Modulation

of Plutella xylostella Immunity and Development. Journal of Fungi (Basel, Switzerland), 2021, 7, 942. 35 1
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Molecular Identification of a Moricin Family Antimicrobial Peptide (Px-Mor) From Plutella xylostella
With Activities Against the Opportunistic Human Pathogen Aureobasidium pullulans. Frontiers in 3.5 8
Microbiology, 2019, 10, 2211.

Alternative splicing and insect ryanodine receptor. Archives of Insect Biochemistry and Physiology,

2019, 102, e21590.

Insights into the venom protein components of the egg parasitoid Anastatus japonicus (Hymenoptera:) Tj ETQqO 00rgBT |Oyerlock 10



